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Message of Congress Chairman

Dr. Mohammad Sahebalzamani
DCLS

In the Name of God

We are planning to hold the 12th International Congress and 17th National Congress on Quality
Improvement of Clinical Laboratory Services on 21-23 April 2019. We have tried to invite prominent
national and international scientists and experts to take part in the event and present their scientific
theories in order to ensure the improvement of congress’ quality. Congress authorities are going
to provide the participants with a peaceful, friendly and jolly environment, together with scientific
initiatives, as the outcome of scientific research of the congress.

Modern researches of clinical sciences are in the course of rapid development and our country has a
significant role in this venture. Hence, the authorities have to make a fundamental planning in order
to increase enthusiasms and motivations of this large and educated stratum. We must not isolate the
scientific elements, scientists and skilled and experienced experts by performing incorrect activities
and must avoid emptying out the scientific channels by superficial approaches.

Our effects within the past 16 years have been to create a scientific atmosphere for owners of clinical
and medical sciences to present theories, to ensure that the scientific educated stratum in our country
will be reinforced and strengthened.
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Dr. B. Poopak Dr. M. M. Mossalaeie Dr. A. Sadeghitabar
DCLS, PhD DCLS DCLS
In the Name of God

First we would like to express our respect and gratitude to the elite colleagues of Iranian Association
of Clinical Laboratory Doctors and appreciate all colleagues who make their utmost efforts to improve
the congress and boost the quality of laboratory services and direct the authorities and secretariat of
the congress.

We would like to inform you that, with the assistance of God Almighty and under the shadow of
synergy, and nonstop efforts of the dear colleagues in the scientific committee and the secretariat
of the congress, reviewing the experiences and modern scientific discussions of the world and the
country, and considering the recent challenges which has created numerous problems for state-owned
and private clinical laboratories, a new opportunity is going to be provided in the 12th international
congress and 17th national congress on clinical laboratory services quality improvement.

In the present congress, which is going to be held from 18 April to 21 April 2019, scientific, managerial
and trade discussions (scientific solutions) are going to be set forth within 27 main topics and 40
workshops. We hope, with the favor of God Almighty, an appropriate opportunity is provided for
exchange of modern knowledge, enjoying the results of researches conducted by Iranian and foreign
scientists, professors, elites and students in different areas, so that we can take an important step in
achieving the high goals of the Congress on Clinical Services Quality Improvement and hope that
the scientific and practical solutions so produced will improve the status and provision of services
with a desirable quality.

We would like to express our thanks for active participation of all dear colleagues in clinical
laboratories and associated businesses in Iran and overseas, who will assist us in holding the 17th
congress in a significant manner.
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Clinical Laboratory: Accountability and Social Responsibility O1-O5

4 Today’s organizations need acceptance of socialx
responsibility. ISO 20006 presents principle, methods, and
dimensions of social responsibility and commitment in order
to create permanent development in these organizations. ISO
20006 standards embrace seven main dimensions including
principle, media, phrases, understanding of social responsibility,
retainment of organizational staff, policy and produce and
collaboration ofall dimensions in organizations. From viewpoint
of ISO 20006, social responsibility and commitment percept as
respect to national or international behavioral normalization,
preservation of organization’s validity, attraction of customers,
improvement of staff commitment and productivity and increase
of public confidence. Social responsibility and commitment
in all organizations, for example clinical laboratories lead to
deceased of wastage, improvement of staff safety, equitably
competition with other laboratories, cleanup, decreased
conflict with patients and customers, help to continuation of
ecological resources, and strengthening of social welfare and
civil structure. Consequently, managers of clinical laboratories
should participate activity in social decision making by
establishment of social responsibility and commitment and

\_focus on its implementation of this process. )

.....................................

Recent Publication

- Hospital Standards, Tehran
University Publication, 2nd ed
- Clinical Laboratory Quality
Management, Tehran
University Publication

4 5 Dr. H. Dargahi

BSc. in Medical Laboratory Sciences
MSc. in Public Health and Pathobiology
Ph.D. in Health care Management

Email: hdargahi@psina.tums.ac.ir

Professor of Management Sciences and Health Economics, School of public
Health, Director of Health Information Management, Vice chancellorship of
Staff Training Center, Tehran University of Medical Sciences, Tehran, Iran
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Implementation of ISO 26000 in the Medical Diagnostic Laboratory
Rozita Khanafari 1 *

1- Noor Medical Lab
rozita_kh2009@yahoo.com

To implement ISO 26000, six steps should be completed by your business’s management team, working as a group. It will not be
effective if it is filled out by one individual, because the success of ISO 26000 depends on team efforts. 1. Your Current Picture 2.
Evaluation for Each of the Seven Core Subjects* 3. Engaging Your Stakeholders 4. Plans for Improvement 5. Public Reporting
6. How to Claim Credit for Your Use of ISO 26000 the ISO 26000 seven core subjects* -Organizational governance Practicing
accountability and transparency at all levels; leadership promotes responsibility- Human rights Treating all individuals with respect;
making efforts to help members of vulnerable groups- Labor practices Providing just, safe and favorable conditions to workers-
Environment Identifying and improving environmental impacts of your operations, including resource use and waste disposal- Fair
operating practices Respecting the law; treating all partners fairly, including your suppliers- Consumer issues Providing healthy
and safe products; giving accurate information on their use- Community involvement and development Being involved as a good
neighbor in your local community.

Keywords: ISO 26000, Social Responsibility

02

The Accomplishment of ISO 26000 for Creation of Social Responsibility and Commitment in
Clinical Laboratories

Hossein Dargahi 1 *

1- Tehran University of Medical Sciences, School of Public Health
hdargahi@sina.tums.ac.ir

The term “Social Responsibility” developed in the early 1970s in the world. Today, it seems social responsibility is applicable in
all organizations among clinical laboratories. Social responsibility reflect social expectation from their organizations, and therefore
these expectations may change according to organizational change. Organization-Society relationship provide an opportunity for
the organizations to solve their problems through new ideas. Although, expectations of societies from their organizations may
be different with the other cultures and countries. Organizational performance which is impressed social responsibility lead to
attaining the competition benefits, their reputations, retaining of staff and improvement of moral issues, organizational commitment
and productivity, attitude change of the investor, donors, sponsors, owners, and help the organizations for better interaction with
the governments, environment and customers. In the other words, ISO 26000 standards defines social responsibility as impact
of organizations’ decisions and activities on societies through transparent and moral behaviors; for example respect to health
and welfare of societies, respect for stakeholders interests, respect to persistent national and international norms of behavior and
citizenship rights. This study is aimed to introduce importance and credibility of ISO 26000 standards in order to social responsibility
should be as an integral part of clinical laboratories.

Keywords: ISO 26000 Standards, Social Responsibility, Clinical Laboratory
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The Role of Social Responsibility in the Efficiency of Clinical Laboratories
Ali Mohammad Mosadegh Rad *
mosadeghrad@gmail.com

Social responsibility is the set of activities that managers and employees of organizations voluntarily do as effective and useful
members of the community. Social responsibility include recruitment, employee empowerment, employee safety and health,
respect for customers’ rights, environmental considerations, management and energy conservation, respect for human rights, ethical
codes, and social and charitable activities. The role of social responsibility in organizations leads to encouraging employees to
cooperate more and better in the organization, better identify the needs of the community, provide better customer service and
increase community satisfaction, which ultimately lead to the survival and growth of the organization. Society’s satisfaction and
contentment of the organization will lead to more customer absorption for the organization and, ultimately, profitability of the
organization. Previous studies reported a significant relationship between organizations’ social responsibility, altruism, citizenship,
responsiveness, productivity, and financial performance of organizations and poverty reduction. Managers and staff of clinical
laboratories should be more involved in social programs and collaborate with relevant organizations in an attempt to stop the harm
to environment. Social responsibility should be considered as one of the specific objectives of clinical laboratories and measures
taken in this regard should be planned and implemented. Enhancing the sense of empathy of the managers and staff of the laboratory
will increase their accountability. In this paper, while outlining the dimensions of social responsibility and explaining the role of
social responsibility in the efficiency of clinical laboratories, a scientific and practical model for promoting social responsibility of
managers and staff of clinical laboratories is presented.

Keywords: Social Responsibility, Profitability, Clinical Laboratories

04

Accountability and Social Commitment in the Lab: Providing an Experience
Seyderobabeh Seidjavadin 1 *

1- Noor Medical Lab
p.seidjavadin@gmail

Social Responsibility This standard provides you with international recommendations for building a social responsibility in your
organization. This standard will guide you in creating and delivering a long-term social responsibility strategy in your business,
which will help you keep everything from work activities to environmental policies, sustainable development and the communities
that affect them. What is social responsibility? The ISO 26000, regardless of its size and location, brings the following solutions: *
Concepts, terms and conditions relating to social responsibility « Background, Trends and Characteristics of Social Responsibility ¢
Rules, and the way social responsibility functions ¢ Objectives and main topics in social responsibility * Implement, implement and
promote social responsibility behavior across the organization, using its rules and practices. * Identify and engage with stakeholders
and partners * Communication obligations, performance and other information related to social responsibility Social responsibility
has become one of the most important determinants of organizational performance measurement and applies to all sectors of
society. Social responsibility is an organizational and legal duty to consider the environmental and social impacts of decisions and
activities. A corporate responsibility strategy explains ways of sustainable development and engages with stakeholders and behaves
ethically. Benefits of ISO 26000 ¢ Design and build a social responsibility strategy for your career * Developing this strategy for
any legal, cultural, or political environment  Manage your social or environmental issues ¢ Engaging employees, communities and
business partners in your strategy ¢ Creating more trust and confidence as a socially responsible organization

Keywords: ISO 26000 ,Social Responsibility
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The Social Expectations from Clinical Laboratories
Abolghasem Pourreza 1 *

1- Tehran University of Medical Sciences, School of Public Health
porrezaa@tums.ac.ir

Today, the development of medicine and medical technology have contributed to the formation of medicalization and consequently
the variety of illnesses and methods of their treatment, which is much beyond the ability and capacity of just one physician or
specialist. The growth of medical laboratories was the result of such trend. Medical sciences has inevitably left diagnosis services,
to the responsibility of the laboratories. Without laboratory services, diagnosis of the main agent for illness, is almost impossible.
That is why laboratories are a very important part of health systems. Adherence to social values and expectations, particularly in
the domain of management, are appearance, accountability, competence, respectful communication, integrity and customer based
management. The management of laboratory have to focus on both internal and external consumer in relation to their interactions
and influences on each other, because this is a basic requirement for the efficient management of an integrated system such as
clinical laboratory. The aim of this research is analysis of social expectations from clinical laboratories through internal and external
environment of these organizations.

Keywords: Social Expectations, Values, Clinical Laboratory
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Clinical Laboratory Accreditation: The Role of ILAC, Regional Cooperation
Bodies &National Accreditation Bodies- Scientific Associations 06-O10

a N

- Introducing ISO (International Organization for Standardization)
- Quality management in medical Laboratories

- Basic conformity assessment body concepts

- Basic accreditation concepts

- Introducing ILAC-IAF and regional cooperation bodies
-Accreditation criteriaand technical requirements for medical
laboratories by ILAC, regional cooperation body

-To introduce IACLDas a full member body of APLAC and
associate of APAC, objective, mission, vision, role, scope of | | Recent Publication
activity, reporting activities and performance, cooperation
with other professional associations and organizationsby
signing MOU

\_ J

Dr. S. Mahdavi

Ph.D. in Laboratory Sciences, Shahid Beheshti University

Vice-Chairman of the Board of Directors -Iranian Association Clinical
Laboratory Doctors(IACLD)
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Conformity Assessment Bodies and Their Role in National and International Trade
Anosheh Rahmani 1 *

1- Standard Research Institute (SRI), Iran National Standard Institute
a.rahmani@standard.ac.ir

Today, in the world different enterprises are operating and offer products of goods and services to their customers, which may not
have been known for many years. Including these services, conformity assessment services that are available at the national and
international levels. Conformity assessment means “fulfilling specified requirements”, which is applied to the product, process,
system, person or entity, and is an institutional conformity assessment institution that provides conformity assessment services.
Nowadays, the role of conformity assessment in international exchanges and the development of trade for goods and services is
obvious to everyone, and international standards are used as a common language in this regard. Of the various types of conformity
assessment institutions, most commonly are inspection bodies, certification bodies and laboratories that operate according to
different requirements and standards. Inspection bodies that operate primarily on the basis of the ISO 17020 International Standard
requirements may work on product design, process or facilities design and compliance with specified requirements or with general
requirements based on professional judgment. Certification bodies are categorized into different categories according to which
items are being evaluated. Certification bodies of quality management systems operate according to ISO 17021, certification bodies
for products and services and processes based on ISO 17065 requirements and certification bodies for persons in accordance with
ISO 17024. Laboratories will evaluate the conformity of materials and their comparisons with standards, which will apply to the
test and calibration laboratories of ISO 17025 and the ISO 15189 medical diagnostic laboratories.

Keywords: Conformity Assessment, Inspection Body, Certification Body, Laboratory

o7

Basic Accreditation Concepts
Shadi Edris 1 *

1-TACLD
sedrisi@yahoo.com

Accreditation : third-party attestation related to a conformity assessment body conveying formal demonstration of its competence
to carry out specific conformity assessment tasks - Accreditation Body -The aim of Accreditation services -Review of Accreditation
procedure and issuing accreditation certification -Accreditation Certificate -Role and benefit of accreditation (laboratory or
inspection body accreditation can facilitate free trade).

Keywords: Accreditation, Accreditation Body
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To Introducing ILAC, IAF and Regional Co-Operation Bodies
Shadi Edris 1 *

1-IACLD
sedrisi@yahoo.com

International Laboratory Accreditation Cooperation(ILAC) -To Introduce Regional Bodies (Regional Group) -To Introduce Asian
Pacific Laboratory Accreditation Co-operation (APLAC) - To Introduce Asian Pacific Laboratory Accreditation Co-operation
(APAC) - Describing Peer evaluation process and MRA Signatory and the benefit of signatory to the APAC Mutual Recognition
Arrangement -A comprehensive overview of Accreditation criteria.

Keywords: ILAC, APLAC, APAC
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Implementation of QMS Based on ISO 15189 in an Accredited Medical Lab in Iran
Mehrdad Vanaki 1 *

1-IACLD
mehrdadvanaki@yahoo.com

Most of the medical lab managers in Iran believe that full implementation of ISO 15189 is an time consuming, expensive and
difficult process which is somehow reasonable, however the main goal of this standard, based on quality and competence, is
to reduce the costs and increase the efficiency and profitability of the medical labs. Having competent staff in all levels who
understand the provisions of this standard in details is necessary in order to implement international standard effectively. The
most significant parameter to implement this accreditation standard is belief and commitment of the head management team in
quality system of the medical lab which should be transferred to all subordinate managers and staff. Professional involvement
and awareness of all the staff toward the concept of quality system are the main keys of success and survival of the medical labs.
Effective implementation of ISO 15189 is a long and time consuming process, which needs regular training program for all level
of staff with the goal of understanding the details of the articles. Aside from understanding the articles of the standard, we should
acquire practical benefit from QMS based on ISO 15189 in the field of cost management and increasing the revenue of the medical
lab. For instance effective implementation of unconformity management requirement Articles are important. Finally, successful,
continuous improvement in all aspects of a lab which accredited by ISO 15189 definitely increases the tendency of other qualified
medical labs voluntarily and encourages them to implement this international standard.

Keywords: ISO 15189, QMS, Medical Laboratory
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Traceability of Calibration and Measurement Results in Medical Instruments
Khosro Madanipour 1 *

1-Institute of Standards and Industrial Research of Iran
kmadanipour@gmail.com

Today, with the advancement of medical knowledge, measurement instruments have been important parts in medical diagnosis
and therapeutic procedures. Ensuring the accuracy of measurement results of diagnostic and therapeutic equipment and devices
are very important and connect with the health of the patient. Equipment calibration, testing and periodic control should be carried
out continuously. According to the international standards, certain processes are anticipated to achieve this assurance. In this
presentation, while explaining these mechanisms, various areas which should be given priority will be introduced, too. Institute of
Standards and Industrial Research of Iran (ISIRI) as a governance institution, has the responsibility of maintaining measurement
reference standards and national reference laboratories of calibration and is considered to be the connection point of the Iran to
the international measurement system. Due to this capability, measurement results in different fields, including medical, will be
comparable with the international standards and the results in terms of accuracy will be traceable. This topic will be discussed from
two perspectives of the Scientific and Legal Metrology.

Keywords: Traceability, Calibration and Measuremen
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K Allergy is an over-reaction of the immune system against a number of environmental, \
food and drug substances that is absent in ordinary people (i.e., near 90% of the community).
The immune system of people with allergies shows high levels of hyperactivity or
hypersensitivity so that there is an increased reaction to even some harmless stranger
molecules. Therefore, the term hyper-responsiveness or hyper reactivity is applicable to
them, but in the medical immunology texts, the term hypersensitivity or hypersensitivity is
used for this purpose.

In a person with an allergy who has a family history of allergies and in addition to the
genetic predisposition, he has also increased IgE and eosinophilic concentrations, and other
allergy tests are also positive, atopic and atopic terms are preferably used to express these
intentions.
Clinical manifestations of allergy occur in a variety of forms from simple sneezing and itchy
throat to runny eyes and nose and from hives to eczema, digestive disorders, asthma, and
even anaphylaxis and death. In almost all of these reactions, the influence of the function of
mast cells and the effect of their granular contents (such as histamine) and other materials
produced by them (such as leukotrienes) are clearly visible on the body tissues.
However, it should be noted that the term allergy in the immunology terminology is not
limited to the typical allergic (IgE dependent) reactions and includes a wider range of
hypersensitive diseases (from type I to VIII) which was previously summarized only in 4
types).
Therefore, in scientific divisions, all hypersensitivity reactions such as Immune
Thrombocytopenic Purpura (ITP), serum sickness (SS), contact dermatitis (CD) and even
autoimmune diseases including vitiligo, celiac, pemphigus, lupus, MS, rheumatoid arthritis,
insulin dependent diabetes, etc. are also known as allergies. However, following the
meaning of allergy in public and what is common in everyday language, the word allergy is
generally used to mean Type I allergies, in ordinary medicine, too.
Unfortunately, the prevalence of allergic diseases in the community has grown over the
past years, which can be attributed to changes in individuals’ lifestyle, emergence of Recent Publication
environmental pollutants and even the reduction of children’s exposure to germs (hygiene .
hypothesis). MOhammadl, M. M., &
Laboratory diagnosis of allergies is carried out in a variety of ways, and is usually based Keyhani, A. Cellular and
on measuring IgE levels as total IgE concentrations (in RISt test), and specific IgE
concentrations (in the RASt or LIA test), and eosinophil count (in the blood or secretions) Molecular Immunology.
along with cutaneous tests, including needle testing (skin prick test) or intradermal injection AI’j mand Publication,
of allergen extract (intradermal test) and sometimes Patch testing, and even Rebuck skin
kwindow test and tryptamine mast cell test. J Febmar}]’ 2018.
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Eosinophilia: Evaluation and Differential Diagnosis
Nasrin Bazargan Harandi 1 *

1- Kerman University of Medical Sciences, Kerman, Iran
nasrin bazargan@gmail.com

Eosinophilia is defined as the presence of excess number of eosinophils in the blood or tissues. The upper limit of normal number
of eosinophils in the circulation has been 400-500 cells/uL. They are bone marrow-derived granulocytes WBCs arising from
CD34+ hematopoietic myelocytic progenitor cells. Various conditions can affect the eosinophil count. The number of eosinophils
in the blood has a diurnal variation, being highest at night and falling in the morning when endogenous glucocorticoid levels
increased. Different factors can cause eosinophilia: parasitic infections, respiratory and dermatologic diseases are among them.
Drug hypersensitivity is the another cause. The most important factor in the evaluation of a patient with eosinophilia is thorough
history and physical examination as well as the laboratory tests and diagnostic studies.
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Food Allergy
Masoud Movahedi 1 *, Javad Tafaroji 1

1- Department of Allergy and Clinical Immunology, Children’s Medical Center, Tehran University of Medical Sciences, Tehran, Iran
movahedm@gmail.com

During the past 50-60 years the prevalence of atopic diseases and food allergy (FA) has increased. Food allergies are found in
about 4-6% of children and 4% of adultsFood allergies are more common in infant and children, but it may appear at any age. The
occurrence of food allergy is influenced by the environment and genetics.Eight type of food’s are responsible for about 90% of all
food reactions, including: 1. Eggs 2. Milk 3. Peanuts 4. Nuts 5. Fish 6. Shellfish 7. Wheat 8. Soya Food allergy is an undesirable
reaction to food and caused by one of the following immunological mechanism v IgE-mediated- Non-IgE-mediated Mixed:
IgE- and non-IgE mediated -Clinical manifestations of IgE mediated food allergy:Dietary protein induced enterocolitis syndrome,
food allergic proctocolitis, and pulmonary Hemosiderosis (Heiner’s syndrome) and EOE can be mentioned. The best diagnostic
method of food allergy is based on the history and clinical symptoms of the patients, but in suspicious cases, skin tests (SPT), IgE
total and Rida Test antibodies are used. However, these methods are not predictive of real food allergy, however, these methods do
not anticipate actual food allergies but a double-blind placebo-controlled food challenge (DBPCFC) is the best way to diagnosis
of food allergies. In the most children, food allergies are eliminated until the age of 4 to 5 years old, so a food challenge is needed
to confirm it.Treatment: The main way to management of food allergy is avoidance, therefore Patient and parent educations are
important in these cases.Medications, epinephrine in anaphylaxis and the use of immunotherapy are other treatments of food
allergies.Immunotherapy methods included: Oral Immunotherapy (OIT): The most desensitization method -Sublingual (SLIT)-
Epicutaneous (EPIT).
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Drug Allergy
Mohammad Reza Fazlollahi 1 *

1- Assistant Professor of Allergy and Clinical Immunology, Immunology, Asthma & Allergy Research Institute, Tehran
University of Medical Sciences
fazlollahi@tums.ac.ir

Adverse drug reactions (ADRs ) define as “Any noxious, unintended, and undesired effect of a drug that occurs at doses used in
humans for prevention, diagnosis or treatment” .ADRs have been reported to affect 10% to 20% of hospitalized patients and up to
25% of outpatients. A drug allergy is a drug hypersensitivity reaction that is caused by an immunologic reaction elicited by a drug.
Drug hypersensitivity reactions affect more than 7% of the population and are a concern for doctors and patients alike. Drug associated
fatalities are reported in 0.32% of inpatients and 0.01% of surgical patients. Skin tests (prick and intradermal testing), laboratory
evaluations consist of specific IgE assays, basophil activation test, lymphocyte transformation test and sometimes provocation tests
can be used for diagnostics. Particularly in the case of negative skin tests or severe life-threatening reactions, laboratory investigations
can be helpful, most notably when provocation testing is not possible or where the skin test itself poses a risk.

014
Immunotherapy in Allergic Diseases

Mohammad Gharagozlou 1 *
1- Allergy & Clinical Immunology Dept. Children’s Medical Center- Tehran University of Medical Sciences

Allergic immunotherapy is the repeated administration of allergenic extracts to allergic people in order to reduce long-term symptoms
and improve the quality of life when exposed to natural allergens. Allergic immunotherapy is used in patients with a limited range of IgE-
mediated allergies and may be potentially effective in appropriate selected patient. Immunotherapy is used in allergic rhinoconjunctivitis
and allergic asthma caused by seasonal pollen and in patients with persistent allergies due to mites.Immunotherapy may be vital in
patients with systemic anaphylactic reactions to bee and wasp stings,and they have a major impact on their quality of life.Unlike
anti-allergic drugs,immunotherapy has shown that it can modify the underlying cause of the disease and have long-lasting effects and
benefits.Allergic immunotherapy may be combined with an allergen avoidance strategy.The condition for the use of immunotherapy is
usually the prior use of drugs and the failure to respond successfully to them. Therefore,except for the use of bee and wasp sting,which
is not susceptible to delayed use,in the case of respiratory allergies,due to the considerable cost and long-term prescribing problems that
require sustained patient collaboration,this alternative therapy is used in minority of the patients.After discoveringTh1/Th2subtypes,it
quickly became apparent that immunotherapy was able to restore relative imbalances and corrected Th2responsiveness in allergic
patients.Allergic inflammation,usually associated with tissue eosinophilia,is regulated byTh2lymphocytes that produce a definite
profile of cytokines.Studies in the past decades have shown a reduction in Th2induced allergen responses,including reductions in
interleukins4,5,9and 1 3in the environment or in the target organ. These changes are accompanied by a deviation in favor of Th1responses
by increasing the production of interferon gamma or by the emergence of a population of regulator Tlymphocytes that produce
inhibitory secretion of IL10orTGFB.It has been suggested that Tregulating cells directly suppress allergenicTh2responses.Newer
studies have paid particular attention to the biological effects of IgG,especially IgG4These effects include the ability of serumlIgG
after immunotherapy to inhibit the binding of IgE allergen complexes to Beells,block the supply of allergen and the activity of specific
allergenTlymphocytes,and prevent the activity of peripheral basophiles.Conventional immunotherapy(subcutaneous)using standard
vaccines has a proven value.Due to the risk of severe allergic side effects,including anaphylaxis,subcutaneous immunotherapy should
be performed by clinical specialists and immediate access to adrenaline and other measures to restore the patient should be provided.
All patients should be treated at least30minutes after injection.Usually the optimal duration for immunotherapy is about 3-5years
Due to the risks and possible complications of this treatment,the cost/benefit ratio should always be carefully considered for its use.
Sublingual immunotherapy has been suggested in recent years as an effective alternative to subcutaneous injection,in seasonal and
persistent allergies.It has also been shown that sublingual immunotherapy,in addition to longterm benefits,has a great advantage to use
by the patient at work or at home with minimal side effects.
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Diagnosis and Interpretation of Allergic Conditions by Laboratory Methods
Mohammad Mahdi Mohammadi *1

1- (LMD, PhD, MPH) Kerman University of Medical Sciences (Faculty of Medicine, Immunology Dept
m3mahdi@gmail.com

Allergic diseases are common in both children and adults and taken collectively,they are a major public health problem.Estimates of
the cumulative prevalence of allergic diseases in Iran range from 10 to about 30%.New Epidemiologic studies point to an alarming
increase in the incidence of asthma due to change in lifestyle.The diagnosis of allergy at an early age is considered to be practically
important in order to ameliorate the progression to serious and life threatening diseases like asthma.lt is well documented that the
clinical signs and symptoms of allergic diseases are difficult to distinguish from other etiologies. Laboratory tests,whether in vivo,such
as skin immediate and delayed tests(eg prick/intradermal and patch tests)or in vitro, such as blood tests(eg total IgE estimate or
specific IgElevel)are useful in the evaluation of patients with allergic disease,but awareness of the relationships between test results
and their diagnostic predictive values are essential.Laboratory tests that establish a high likelihood of allergic disease have assumed
increased special importance because according to the new Iranian Plan for Patients Referring System(IPRS or g ssi)the results
help justify the patients referrals to allergy specialists(the number of whom is currently so scarce in our country)Proper laboratory
tests will enable primary care physicians to decide whether or not to manage patients within their own practices. Nevertheless, it
is usually possible for a child or adult who has no real symptoms and signs of allergy to be seen by an allergy specialist without
primary medical evaluation! On the other hand,there has been only modest interest in establishing and performing a full repertoire
of tests(whether active/provocative or passive, invasive or noninvasive)in many of our secondary-or even tertiary-level clinical
laboratories throughout the country and many institutions have elected to send blood/serum specimens to reference laboratories in
Tehran or to major laboratories in the capital cities of local provinces for testing. More recently, the use of laboratory allergy tests
in the evaluation of patients has been driven due to the shift in health care plans(i.e.the IPRS)availability of new therapeutic drugs
for the treatment of allergic diseases, and improvements in the analytical methods for measuring IgE antibodies(eg Immunoblot
strips)Newly accessible drug treatments for allergic diseases such as monoclonal anti-IgE antibodies(e.g.Xolair, Omalizumab)may
require demonstration of an elevated IgE level or the presence of specific IgE antibodies in serum as justification for their use. Tests
for total IgE(also called erroneously as RISt)and specific IgE antibodies(RASt)are usually ordered for diagnosis and an elevated
level generally carries a high predictive value for allergic disease.Testing for Specific IgE antibodies is not useful for evaluating
the effects of immunotherapy or in excluding the diagnosis of anaphylactic sensitivity to insect venoms in treated patients and
are indicated only in patients who have had a thorough medical history and physical examination.Laboratory results may have
prognostic significance or serve as a guide to specific therapies such as allergen avoidance or immunotherapy,but laboratory data
have little role in evaluating the response to such therapies or in monitoring the course of disease.In many clinical situations
definitive management requires that the offending allergens be identified unequivocally by laboratory methods.For example,it is
necessary to define allergen specificity in cases of anaphylaxis to bites,foods and drugs,in patients in whom allergen immunotherapy
is indicated as treatment,and in patients with occupational allergies such as latex.

It is important in clinical immunology to differentiate cross-reactivity from probable allergy since many allergens from seemingly
unrelated sources share components from conserved chemical families with high degrees of structural similarity. Knowledge of cross-
reactivity also may help to determine the optimum allergens for use in immunotherapy regimens.Other clinical(not experimental or
industrial)tests include different methods in evaluation of eosinophils in blood or secretions and discharges,and assays for a number
of mediators of immediate hypersensitivity reactions,including histamine,tryptase,leukotrienes, and prostaglandins which have
shortcomings and are more useful in special conditions like in anaphylaxis or post-mortem states.

Keywords: Allergy Diagnosis, Clinical laboratory methods, Allergology, IgE, RASt, RISt, Immunoblot, Eosinophils, Mast Cells,
Mediators, Rebuck, Simulation Tests, Skin Testing, Epicutaneous, patch, prick, Intradermal,
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Clinical Lab. Director: Academic Education & Training 016-O19

(" Education is the process of facilitating learning, or the )
acquisition of knowledge, skills, values, beliefsand habitsand
these studies help advance knowledge in a particular field.
Also, In the recent years, the rapid promotion of medical
sciences, innovation of new diagnosis methods and diversities
of new tests, suggest and emphasize introducing of a new . .
comprehensive,Valuable and powerful educational program,
which must support all of academic, research and management
requirements of clinical diagnosis laboratories.This inference is
logical and unavoidable. In mean time, today, with increasing
trend in laboratory tests used for diagnosis of various diseases and
the use of sophisticated and innovative technologies in medical
diagnostic laboratories some academic disciplines associated
with laboratory science can be seen in different universities.
Continuing medical education is type of education, which
refers to those educational activities that are used to preserve,
promote of knowledge, skills and professional performance
that can lead to a qualitative and quantitative improvement of
community health services in the medical community.
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Brief Introduction Academic Education and the Medical Laboratory Director
Ahmad Gharehbaghian 1 *

1- Hematology and Blood Bank Department at the Shahid Beheshti University of Medical Sciences, Tehran- Iran
gharehbaghian@sbmu.ac.ir

Educationis the process of facilitating learning, or the acquisition of knowledge, skills, values, beliefs, and habits and
these studies help advance knowledge in a particular field or even any experience that has a formative effect on the way one
thinks, feels, or acts may be considered educational process. Also, academic education is generally defined as education which
has learning as its primary purpose. Educational methods include teaching, research, training, discussion, and even as storytelling.
Some institutions and educational systems have equated academic with university but this is not always the case and education
can take place in formal or informal settings. On other hand, educational qualifications are the degrees, certificates or professional
titles and so forth that an individual has acquired whether by full-time study or part-time study. So, professional qualification is the
degree that fetches a job soon after its earning and decides the profession of the person for a lifetime and the only similarity between
academic qualification and professional qualification is both are obtained from colleges and universities. The laboratory director is
responsible for the overall operation and administration of the laboratory, including the employment of personnel who are competent
to perform test procedures, record and report test results promptly, accurately and proficiently, and for assuring compliance with
the applicable regulations.
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Over View of Advanced Degrees in Clinical Laboratory Sciences at some
Universities in the World

Sedigheh Sharifzadeh 1 *

1- Associate Professor in Immunology, School of Paramedical Sciences, Shiraz University of Medical Sciences
sharifsd@sums.ac.ir

Today, with increasing trend in laboratory tests used for diagnosis of various diseases and the use of sophisticated and innovative
technologies in medical diagnostic laboratories some academic disciplines associated with laboratory science can be seen in
different universities. At the postgraduate level we can find different educational programs in some universities in the world. In
most of these post graduate degrees, clinical laboratory science graduate are permitted to enter these programs. By looking at
the educational curriculum of these courses, the most relevant disciplines can be considered as doctorate in Clinical Laboratory
Sciences (DCLS) and doctorate in Medical Laboratory Sciences (DMLS) as well as Master of Science in Laboratory medicine
and PhD in Pathology and Laboratory Sciences. In addition, a large number of Ms and PhD degrees in biomedical sciences
(immunology, microbiology, biochemistry, haematology,.....)Have the responsibility for graduating scientist in order to play a role
in medical diagnostic laboratories. In general, the main purpose of these postgraduate courses is to increase the knowledge and
skills of students in order to be ready to do managerial, educational, and advisory role as well as the ability to carry out research
projects and develop new tests. It seems that in different communities according to their specialized needs in the management,
research or education in clinical laboratory and in accordance with their health system infrastructure, various programs in the field
of laboratory science have been launched .we can also notice to the setting up of new degrees according to their needs.
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Necessity of Compilation and Enforce Me of New Clinical PhD Program
Yousef Pourkhoshbakht *
y_poorkhoshbakht@yahoo.com

The study of an ancient famous book which had written one hundred years ago would be able to change our attitude, life style
and even promote our knowledge, but usage an old education program which established more than 25 years ago and never
been edited is not valid. In the recent years, the rapid promotion of medical sciences, innovation of new diagnosis methods and
diversities of new tests, suggest and emphasize introducing of a new comprehensive, Valuable and powerful educational program,
which must support all of academic, research and management requirements of clinical diagnosis laboratories. This inference is
logical and unavoidable. The normal process for begging of PhD degree is after m.sc, so jumping from associate degree or b.sc
to PhD is not acceptable. Now we must accept the continuous of higher education for clinical laboratory sciences graduates and
laboratory directors for tomorrow clinical laboratories are two main problems. So this is deniable reality which all our mother
medical universities forgot their responsibilities in recent years. Because one of the best priorities for solving of tow above main
problems is designing and enforcement of a up-to-date PhD program, in attention to recent possibilities, requirements, budget and
university’s capacities.
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the Importance of Development the Non-attendance Programs in Continuing Education for
Medical Laboratory Directors

Masoud Parsania 1 *

1- Department of Microbiology, Faculty of Medicine, Tehran Medical Sciences, Islamic Azad University, Tehran Iran. -
Tehran Medical Sciences, Islamic Azad University, Tehran Iran
mparsania@iautmu.ac.ir

Continuing medical education refers to those educational activities that are used to preserve, promote of knowledge, skills
and professional performance that can lead to a qualitative and quantitative improvement of community health services in the
medical community. These programs are performing by different methods such as seminar, congress, workshop, conference,
short-term professional training courses, and non-attendance programs. Laboratory specialists at the time of issuing a license for
establishment of Laboratory in Iran, is required to provide a certificate about participate in continuing education programs from
the time of graduation until that time, and then for extend the license, they must apply for obtaining the necessary concessions by
participate in continuing education. Universities of medical sciences and scientific associations are the main centers which can
conduct continuing medical education programs. The specific circumstances of the medical community such as the busy medical
community, geographic dispersion of the medical community, ability to learn at the desired time and place, the possibility of
covering the specific needs of the medical community and possibility to present programs using new educational methods, lead
to offering these programs in remote, internet environments is highly accepted. Therefore, in order to reduce costs and increase
the degree of satisfaction and efficiency of the non-face to face methods to continuing education, it is necessary to expand non-
attendance electronic programs for specialized groups and to present by medical sciences universities, parallel to the face to face
programs.

Keywords: Continuing Education, Development, Non-Attendance Methods
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Clinical Laboratory and Male Infertility Etiology 020-025

4 Infertility and inability to give birth has always been a stigmax
and unpleasant issue for people. Human beings are innately
inclined to reproduce and preserve their generation.There have
been dramatic developments and breakthroughs in reproduction
field when the advancements in medicine empowered the scientists
to invent IVF since 1978. Dr. Robert Edwards succeeded in
performing IVF in the same year and he was awarded the 2010
Nobel Prize in Physiology and Medicine.

Louise Brown, the baby conceived via IVF, was born on July 25,
1978.According to the reports of ESHRE, more than 5 million
children have been born worldwide by the same method since then.
According to international reports, among the factors inducing
infertility,40 % arerelated to female factor infertility,40% attributed
to male factor and the remaining 20% have unknown origin. In
recent years, male factor portion has been reached to 50% in which
the effect of environmental factors has got paramount importance.
In the present meeting, we try to introduce effective factors in male
infertility in conjunction with routine and specialized laboratory
tests in the area of andrology tests.Moreover, we report the
conditions for doing the tests and the results of the spermogram
in infertility treatment centers and medical diagnostic laboratories
in our country.Obviously, performing the test and reporting the
results based on the latest standards of WHO have a major role
in harmonizing the outcomes and providing effective health care
to patients.
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Level 2 Sperm Testing
Saeed Arasteh *
saeidarasteh@gmail.com

Restricting semen assessment to the traditional parameters of sperm count,motility,and morphology is associated with numerous
concerns.First,sperm count,motility,and normal morphology may fluctuate,and their assessment can be very subjective and prone
to intra-observer and inter-observer variability. Second,although the traditional semen analysis maintains its central role in the
assessment of male fertility potential,this often is inadequate to provide a definitive diagnosis of the cause of infertility in many
men. Third,the predictive power of the cutoff values of the traditional sperm parameters is not absolute,because there is significant
degree of overlap in the distribution of the results between fertile and infertile men for each parameter assessed.Fourth,we now have
a better understanding of the impact of processes such as sperm capacitation and acrosome reaction,sperm oxidative stress(OS)and
apoptosis on both sperm—egg interaction and the fertilizing ability of sperm both in vivo and in vitro.The assessment of these aspects
of sperm function was included for the first time in the2010 WHO manual only as research tools.Last,semen quality is declining and
that the incidence of testicular cancers is rising. These observations have been shown to be associated with increased sperm chromatin
damage.During in vivo reproduction,natural selection against infertile men limits their opportunity to pass on an infertility trait to
offspring,with only rare exceptions.However,some assisted reproduction technologies bypass this natural selection process,leading
to the possibility that an abnormal spermatozoon will be selected to fertilize the oocyte.Sperm oxidative stress,apoptosis,and DNA
damage are induced by disease, lifestyle issues,and environmental factors and are implicated in the pathogenesis of male infertility.
In view of this current understanding and the availability of the required laboratory additional assessment of sperm damage beyond
the traditional sperm parameter of count motility and morphology,this level 2 testing needs to move from the research lab to the
mainstream clinical andrology laboratory. When indicated,testing for evidence of spermOS,apoptosis,and DNA fragmentation can
provide a definitive diagnosis of the underlying causes of what is clinically identified as“idiopathic”’and“unexplained infertility.
Ultimately,men should be able to find out the exact reason for their inability to father a pregnancy naturally without glossing over
the problem by rushing into IVF/ICSIThe WHO could provide a clinically standardized two-level approach for semen analysis
to achieve a more reliable male fertility assessment. Level 1 will be adequately served by the criteria and standards of the routine
semen and sperm parameter to offer an initial screening for men presenting within an infertile relationship.Level2 testing would
have the objective of addressing two different scenarios:1To offer a definitive etiological diagnosis for men with abnormal findings
in level 1 testing with no clinical explanation (idiopathic infertility);and2.To seek to clarify if there is an unrecognizable sperm
defect on the subcellular level when investigating the male and his female partner did not identify clinical explanation for the
couple’s fertility(unexplained infertility).Level 2 testing is also desirable for those who are offered IVF/ICSLIt would appear that
the time is ripe for this leap forward in male fertility assessment by expanding the scope of diagnostic features in performing sperm
assessment.
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Infertility in Men: The Origin
Kaveh Soltanzadeh *
dr.kavehsoltanzadeh.69@gmail.com

About 15% of couples are not able to be fertile within one year. In 50% of these couples, the male factor is involved alone or in
conjunction with the female factor. 5% of these people ultimately remain infertile. The infertility reasons include two branches:
1. Disorders which lead to weak sperm or lack of sperm production such as idiopathic problems, varicocele, hormonal disorders,
genetic causes, immunogenic causes, infectious causes, and environmental damage, 2. Obstructive causes. By detecting the causes
of infertility, it would be possible to increase the fertility of the individual and in cases of non-curable problems, alternative
approaches can be selected. The general health of the patient should be determined and attempts should be done to ensure whether
genetic disease is transferable to children.
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Review of Medical and Surgical Treatments of Male Infertility
Behrang Abadpour 1 *
1-Sina Infertility Center
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As diseases and factors that can affect fertility potential of male individuals and cause subfertility or infertility are numerious and vary from the
standpoint of etiology and pathology, various treatments are ured to resolving these factors or diseases.In general these methods can be divided
in two categories: medical (non-surgical)and surgical treatments.Medical therapies overally havenot been successful by now and majority of
physicians prefer to use ART after failure of surgical methods such asIULIVEICSI but in recent years new hopes have been developed parallel
with better results by employing of new drugs.The medications that have been used for treating male subfertility included various typer of drugs
such as hormonal agents,antibiotics,anti-inflamatory drugs,anti-oxidatives and Surgical methods are performed for different purpuses such as
sperm retrivial techniques.obstruction resolving operations,varicocelectomy and In this article we describe some procedures that are employed
for treating of male factors responsible to infertility or decreasing fertility potential of men and indication,efficacy and probable complications
of these surgeries.
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Difference in Semen Analysis Results among Medical Diagnostic Centers and the Necessity of Training and
Implementation of External Quality Control Program

Mohammad Reza Sadeghi 1*
1-Reproductive Biotechnology Research Center, Avicenna Research Institute, Tehran, Iran
sadeghi@ari.ir
Semen analysis or spermogram is the first and most common approach to assess male fertility. Despite extensive changes and alterations in
laboratory tests for health evaluation and the devaluation of some tests and old measurement tools, replacing them with more sensitive and more
recent approaches, still spermogram retainsits place in the fertility assessment of men, and despite the fact that full details of male fertility can
not be provided by them, its ease and speed makes it still the first test to assess the fertility of men. With invention of microscope by Lenn Hook
by the late 17th century, maybe sperm was one ofthe cells that was evaluated by magnification. Gradually, with improvement in image quality
and microscopic magnification, semen analysis was revolutionized in to more precise and efficient approach. In semen analysis, three important
parameters are always involved which include sperm count, motility and sperm morphology. But since often, this parameter is measured by
individuals without any instrument, interpersonal and inter-laboratories differences are huge. Therefore, for standardization of semen analysis,
WHO has compiled the guidelines gradually and its fifth edition was published in 2010. Based on previous publication intervals, it seems that
in the following two years, the next edition would be released which includes several modifications in methods and assessment instruments and
minor modification in normal range for each of the three parameters besides adding new parameters of assessing the sperm health such as health
of the membrane, chromatin and sperm mitochondria. The most noticeable and stark different findings in semen analysis relates to its analysis
in infertility treatment centers and medical diagnostic laboratories. The interesting point is that after one decade from the last edition of WHO
book, still the normal range in previous editions are used in infertility treatment centers and laboratories. Based on the last edition of WHO
guidelines, the normal range for morphology of sperm is 4% while many laboratories consider 30% and others 50% as the normal range. Even,
the natural morphology of sperm is reported 60 and 70% by these laboratories. Now, what would be the source of such difference in reporting
different morphology? Based on the standard method for evaluating the morphology of sperm, for each sample, a uniform smear from semen
samples should be prepared and after staining with Papanicolaou or Diff-Quick, at least 200 spermatozoa are evaluated for spermatogenesis, in
which usually 90% of the spermatozoa are in abnormal forms. Unfortunately, this is not the case in most laboratories. The direct examination of
the sample is carried out on a motile sperm without staining. The same problems exist for evaluating the count and motility of sperm since the
sperm motility is highly dependent on temperature alteration which would be reduced greatly in passing time. In most centers, the time interval
between sampling and analysis is not appropriate and caution should be observed in collection, transfer, and analysis of the sample. Today,
despite the introduction of the CASA method, due to the limited efficiency of existing softwares and their precious adjustments, though the
CASA is replaced in many labs, but the evaluation of sperm, especially morphology, and the sperm count pose many difficulties.
In a study done at Avicenna Fertility Center affiliated to Avicenna Research Institute on several infertile males, spermogram parameters were
compared with their previous analysis in other medical laboratories and the difference was really significant and the main difference was in
morphology and motility and no single pattern can be found in semen analysis in medical centers.
Hence, regarding the importance of this diagnostic test in assessing the health and well-being of men, the need to develop standardized
assessment methods for personnel, the use of the above methods in the laboratories, and the implementation of external quality control tests for
the analysis of materials and continuous monitoring of analyses and reports are more important than before.
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First Line Male Infertility Evaluation (Spermogram, HBS, HCV and HIV Tests)
Naser Amirjannati 1 *

1- Reproductive Biotechnology Research Center, Avicenna Research Institute, ACECR, Tehran, Iran
mamirjannati@yahoo.com

Semen analysis is the first test requested when fertility potential of a man becomes questionable.The results of the semen analysis are
often taken as a surrogate measure of his ability to father a pregnancy.Semen analysis provides information on the functional status
of the seminiferous tubules,epididymis,seminal vesicles,and the prostate.Thus the results of spermogram should be interpreted in
the light of a full clinical history and physical examination of the patient to determine possible causes for reduced fertility potential
and of any suboptimal semen analysis result.To prevent transmission of HBV to the female partner,and thus to prevent perinatal
transmission to the child,the woman should be vaccinated.Once the anti-HBsAg titre has risen abovel0 mIU/she is protected and
IVF can be carried out.AS the sexual transmission rate of HCV is small IVF is not contraindicated. The couple however,should be
informed and sign a document with the information given. Since HCV is a RNA virus lacking reverse transcriptase activity,it is
impossible that the viral RNA can integrate into the genome of the host. HIV,It has been shown that anti-retroviral treatment results
in a signifcant drop of the viral load in semen.It is strongly recommended that the spermatozoa be isolated and that contamination
with white blood cells be avoided as seminal white blood cells are host cells for HIV in the semen of HIV-infected men.

Keywords: Spermogram, Biosafety, Contamination , [IVF/Screening
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Quality Management in Andrology Labs
Ali Sadeghitabar 1 *
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The andrology Lab as one of the clinical laboratory sectors has important role in detecting the normal and pathological conditions
of men’s sperm samples.Many techniques used in the andrology labs are simple,but the lack of standardization of these methods has
made the comparison outbreaks on a single sample between different laboratories with problems.Quality management instructions
in andrology labs are based on three principles quality control, qulity assessment and quality improvement,which is done by doing
this setting in this section of the laboratory.In each spermogram,a number of laboratory tests are performed and for each of those
tests the quality management process is necessary to ensure the final results.Some countries,like Iran,have government laws and
rules to ensure the implementation of the quality management process in laboratories, thus it is necessary to generalize these
criteria to the Andrology Labs.The remarkable selection of the quality control parameters in Andrology lab are indicators, SOPs
and measurement methods, tools and devices of this section,reagents and kits used in this lab and ultimately the ability and skill of
human rights employed in this section.In the quality management process in Andrology lab, the quality control of the indicators and
then measurement and counting methods are very important.Also,attention to the accuracy of the performance of tools and devices
used in this section,reagents and kits,and ensure of the ability of manpower,will make sure the confidence and trust of the reported
results from this section of laboratory.
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4 Research in the field of clinical biochemistry can provide the\
arena to advance in other disciplines, and as aresult, the application
of research is tangible. In the field of clinical biochemistry,
there must be two areas of fundamental and clinical research.
Research in clinical biochemistry should target diagnosing the
disease, design and implement laboratory tests and confirm the
progress of treatment. Fundamental research is first carried out in
research laboratories and research environments, and is gradually
developed after success. Then it is done on more ppulations and if
in the next stages, the relationship of the assessed factor with the
clinical status of the patients is confirmed, it will be standardized in
the clinical diagnostic laboratories in order to allow the physician
to determine the condition of the individual by making a reference
to it. Therefore, in medicine, fundamental research and clinical
research, are connected like a string; there is a gap between
these two fields of research, but their dependence on each other
1s inevitable. In some cases, basic and fundamental research is
done on samples prepared from patients. Such research has a great
portion in research studies, though as mentioned before, a long
distance exists in clinicalization of the results and being included
in current tests of diagnostic labs.
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Newborn Reference Interval for Nt-Pro-Bnp
Miijdat Aytekin 1 *, Kaya Emerk 2

1- University of HALIC - Siitliice, 2- University of Marmara
mujdataytekin@halic.edu.tr, kayaemerk@gmail.com

Background: The reference intervals for NT-pro-BNP in healthy newborns are not well defined. The limited reference intervals
available for newborns are based on very small sample sizes and not Well-defined. Methods: In the present study, we aimed to
clearly define NT-pro-BNP reference intervals in healthy newborns. The study was performed at the University of Marmara Medical
Faculty in Istanbul, Turkey. Blood was collected on the 1st, 7th and 30th day following birth from 100 healthy newborns who had
no history of congenital heart anomalies nor heart failure. To examine the peptide clearance effect of the placenta on NT-pro-BNP
concentration, blood was collected from the umbilical cord following birth. Aiming to eliminate the negative effect of existing heart
failure for the mother, we planed to measure the concentration of NT-pro-BNP in maternal blood before birth. To clearly observe
the decreasing level of NT pro BNP clearly, measuring the concentration of NT-pro-BNP from babies circulation on 1st ,7th and
30th days of life was planned. Data were collected from pregnant women within the last two hours before birth, 10 minutes after
birth from the umblical cord and from the babies in 1st 7th and 30th days of life. Results: The NT-pro-BNP measurements were
reproducible within 3% of imprecision value and accurate within 2% of inaccuracy value. The NT-pro-BNP reference intervals for
maternal blood before delivery, umblical cord blood, and newborns (1st day, 7th day and 30th day of life) were calculated as 23-156
ng/mL, 216-2000 ng/mL, 1026-13204 ng/mL, 199-3461ng/mL, 213-1582ng/mL, respectively.

Keywords: Nt-Pro-Bnp, Heart Failure, Newborn
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Evaluation of the Analytical Methods in the Laboratory Medicine
Dogan Yucel 1 *

1- Associate Professor of Biochemistry, Director of Medical Biochemistry Laboratory of Ankara Training and Research Hospital,
Ministry of Health, Ankara
doyucel@yahoo.com

Adequate test evaluation studies are needed before a laboratory test is considered for clinical use. There are five key components
of the test evaluation process in laboratory medicine: Analytical performance, clinical performance, clinical effectiveness, cost
effectiveness and broader impact of the use of the analytical assay. Evaluation of analytical performance includes to check the
laboratory assay against predefined technical specifications. These specifications should be based on hierachically one of those:
clinical outcome, biological variation or state of the art. The well-known components of analytical performance include imprecision
(expressed as coefficient of variation), trueness (analytical accuracy, expressed as bias), metrological traceability, analytical
reportable range (analytical measurement range or linearity) and clinical reportable range), analytical limits (limit of blank, limit
of detection, limit of quantitation), and determination of interferences. Quality standards also makes mandatory determination or
verification of reference ranges. Method comparison studies are also the essential part of the method evaluation process. Qualitative
assays are needed different validation or verification studies. Full method validation procedures are mandatory for a newly developed
or modified assay. However, only verification procedures are sufficient for standardized and routinely used assay. Procedures for the
evaluation of analytical methods are important for both the in vitro diagnostic manufacturers and the laboratorians.
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Comparison and Evaluation Eleven Formulas for Calculating LDL-C:Are the Results of
Calculating LDL-C Valid Clinically?

Reza Mohammadi 1 *, Sahar Yadegari 2

1- Department of Biochemistry, Faculty of Medicine, Tehran Medical Sciences, Islamic Azad University, Tehran, Iran,
2- Rasad Pathobiology and Genetic Laboratory, Tehran, Iran
r.mohammadi.bio@gmail.com, sinyad@yahoo.com

Background:Concentration of low density lipoprotein(LDL)is a known risk factor for cardiovascular disease which is routinely measured or
calculated as cholesterol of LDL or LDL-C in clinical laboratories.In order to decrease the cost,instead of its measuring, it is recommended
to calculate it.Multiple formulas have been introduced up to know.The aim of this study was to assess results of various formulas and
comparison of these results with those of measuring method and to clarify the best formula for Iranian papulation.Methods:Concentrations
of total cholesterol(TC),triglyceride(TG), cholesterol of high density lipoprotein(HDL-C)and LDL-C in serums of 471 overnight fasting
individuals were measured and also LDL-Cs of these samples were calculated by eleven different formulas according to their TC, TG, and
HDL-C concentrations.Subsequently,results of measured and calculated LDL-C were analyzed statistically by paired t-test, correlation
coefficient and Passing-Bablok regression. In addition,for clinically evaluation,the differences between calculated and measured mean
results were measured and compared with allowable total error.Results:Paired t-test unraveled significant difference between results of
measured and calculated LDL-C by various formulas. But for some formulas,these differences were not clinically significant.The best
clinical and statistical agreement(correlation coefficient)was obtained by Friedewald equation.Conclusions:By using validated methods
which have correct calibration and control system for measuring TC, TG, and HDL-C,we can use Friedewald formula for calculating
LDL-C in serum samples with TG up to 400 mg/dL.

Keywords: Cardiovascular Disease, LDL-Cholesterol, Friedewald Formula
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Downregulation of TAZ Protein in Human Simple Steatosis May Contribute to Fatty Liver
Disease Pathogenesis
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Hamadan, Iran, 2- Department of Clinical Biochemistry, Faculty of Medicine, Hamadan University of Medical Sciences, Hamadan,
Iran, 3- Transplant Research Center, Pathology Department, Shiraz University of Medical Sciences, Shiraz, Iran, 4- Shiraz
Transplant Center, Namazi Hospital, Shiraz University of Medical Sciences, Shiraz, Iran
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Background and aims. NAFLD has traditionally been conceptualized as a clinical spectrum, which progresses from simple steatosis
(SS) through non-alcoholic steatohepatitis (NASH) to cirrhosis. However, it is postulated that SS cannot progress to NASH over
time. The aim of this study was to investigate the expression of TAZ gene and protein in the liver of patients with SS and compare
them with that of liver samples with NASH cirrhosis and histologically normal livers. Methods. In this case-control study, the
TAZ expression was analyzed by qRT-PCR and western blotting in liver tissue samples with SS (n=10) and their results were
compared with the result of the liver tissues with NASH cirrhosis (n=8) and controls (n=10). Results. The gene expression of TAZ
in the liver samples with SS was significantly lower than that of the liver tissue samples from the patients with NASH cirrhosis
and histologically normal livers (both P<0.0001). Also, the protein expression of TAZ in the liver samples with SS was lower than
that of the liver tissue samples from the patients with NASH cirrhosis (P<0.003) and histologically normal livers (not significant).
Conclusion. In NAFLD patients, down-regulation of TAZ expression may contribute to liver steatosis pathogenesis, but at the same
time may protect the patients from progressing to NASH-related cirrhosis

Keywords: Liver Cirrhosis, Simple Steatosis, NASH Cirrhosis, TAZ
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Long Non-Coding RNA HCG27_201 Expression in Type 2 Diabetes Mellitus Patients in an
Iranian Cohort

Leyla Saeidi 1 *, Hamid Ghaedi 2, Faranak Kazerouni 1

1- Clinical Biochemistry, 2- Medical Genetics
leyla.saeidi@sbmu.ac.ir, qaedi65@gmail.com, f kazerouni@sbmu.ac.ir

Background:Long non-coding RNAs (IncRNAs) are a subclass within the non-coding RNA repertoire that have potential roles in
type 2 diabetes mellitus (T2DM). However, the potential roles of IncRNAs in the pathogenesis of T2DM remain largely unknown.
The purpose of this study is to investigate the association between HCG27 201 expressions and T2DM susceptibility in an Iranian
cohort. Methods:In this case-control study, we obtained whole blood and serum samples from 100 diabetic and 100 non-diabetic
subjects. We extracted PBMCs from whole blood samples using Ficoll density-gradient centrifugation. Also, by using TRIzol LS
reagent (GeneAll),we extracted total RNAs from the PBMC lysates of diabetic and non-diabetic individuals. Complementary-
DNA was synthesized with a Reverse Transcription Kit (Takara). Finally, a quantitative real-time PCR (qPCR) assay was used to
detect HCG27 201 expression levels in the 200 samples. Results:We found that HCG27 201 expression level was significantly
down-regulated in diabetic patients compared to the healthy participants. The RESt results revealed that the expression level
of GAPDH was 1.000, while it was 0.173 for HCG27 201. Furthermore, We identify that the expression of HCG27 201 was
negatively correlated with FBS levels. Logistic regression test results showed that for each unit increase of Act HCG27 201, the
chances of T2DM raised by 13%. Receiver operating characteristic curve analysis showed that HCG27 201 have an area under
the curve 0.645 and P-value 0.0002. Conclusion:Decreased expression of HCG27 201 in type 2 diabetic patients and inverse
correlation of this IncRNAs expression with FBS levels could possibly be associated with the pathogenesis of T2DM in Iranian
population.

Keywords: Long Non-Coding RNA, Lncrna, HCG27 201, Type 2 Diabetes Mellitus
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Performance Evaluation of Particle Enhanced Immunoturbidometric Method for Ferritin Reagent
Jamshid Goodarzi 1 *, Aliagha Yazdipour 1, Vahida Azizi 1, Mobina Jalalian 1
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Measurement of Ferritin in particular in lower range reference interval is of prime clinical importance. electrochemiluminescence
has been referred as a method of reference as it is extremely sensitive, covers wide range and is specific of this protein.
The disadvantage of method includes high cost,closed analytical system,and slow analysis time. With advancement of
Immunoturbidometric method as a method of choice to bridge the disadvantage of immunoturbidometiric and also improve the
method particle enhanced immunoturbidometric method was developed to confirm a far better sensitivity,accuracy and lineraity for
wider range of measurement of acute phase protein including Ferritin. The aim of the study was to evaluate and confirm the accuracy
and precision of most popular brand of ferritin using particle enhanced immunoturbidometric method when compared with an
immunoturbidometric method widely used between laboratories for its lower cost and .we compared the performance of these
reagents results with that of results of same samples performed with electrochemiluminescence method. The results of particle
enhanced immunoturbidometric method had greater co-relation with that of electrochemiluminescence almost 0.98 as compared to

immunoturbidometric method even in lower range of measurement. These results could be conclusive of how immunoturbidometric
method could help laboratories avoid heavy investment for instrument, reagents, and time for accurate,precise results even in lower
range of reference intervals.

Keywords: Particle Enhanced Immunoturbidometric Method, Ferritin, Electrochemiluminescence
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Plasma Level of Mir-141 and Its Correlation with Obesity, Insulin Resistance and
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MiR-141 is one of the microRNAs regulate key metabolic activities including regulation of blood glucose, lipid homeostasis,
insulin secretion and sensitivity by inhibition of SIRT1. The aim of this study was to investigate the plasma levels of miR-141
in obesity and its relationship with SIRT1 levels, insulin resistance indices, lipid profile and liver function tests. Materials and
methods: 100 subjects were enrolled in this study and were allocated to obese group (50 subjects) with BMI above 30 and normal
group (50 subjects) after measurement of height and weight and calculation of BMI. Biochemical parameters were measured by
colorimetric method and miR-141 plasma levels and SIRT1 gene expression in peripheral blood mononuclear cells (PBMCs) were
measured by Real-time PCR. Insulin levels were measured by ELISA (Enzyme-linked immunosorbent assay) method. Results:
expression of miR-141 in obese subjects was higher than normal subjects and SIRT1 gene expression in obese subjects was lower
than normal subjects. Additionally, the level of miR-141 gene expression in subjects without fatty liver was significantly lower than
those with grade 2 and grade 3 fatty liver and SIRT1 gene expression levels in subjects without fatty liver was significantly higher
than those with fatty liver. Discussion and conclusion: Increased expression of miR141 level could be considered a biomarker for
non-alcoholic fatty liver disease and a causative factor for reducing the expression level of the SIRT1 gene.

Keywords: Microrna, Mir-141, Sirtuinl, Non-Alcoholic Fatty Liver, Obesity
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Background: Visceral leishmaniasis (VL) is endemic in some areas of Iran, including East Azerbaijan. However, most infections are sub-
clinical or asymptomatic, reflecting the influence of host genetic background on disease outcome. CR1 is an immune regulatory protein
that found on the surface of most leukocytes. This study aimed to investigate association of CR1 polymorphism with protection against
Visceral Leishmaniasis. Materials and Methods: Clarifying the effect of this SNP on Visceral Leishmaniasis, the study was performed
on 84 subjects with VL caused by Leishmania infantum as well as 75 seropositive and 93 seronegative controls without any history
of leishmaniasis. Genotyping performed using polymerase chain reaction restriction fragment length polymorphism (PCR-RFLP) and
electrophoresis on 3% agarose gel. Results: The frequency of the 3650A/A genotype of CR1 in the leishmaniasis patients (33, 39.3%)
was significantly higher than that in the control groups (seropositive healthy 2, 2.7%, seronegative healthy 3, 3.2%). The frequency of the
3650G/G genotype of CR1 was significantly lower in the leishmaniasis patients (11, 13.1%) than that in the control groups (seropositive
healthy 20, 26.7%, seronegative healthy 19, 20.4%). The results provide evidence of significant association between 3650A/G genotype
and visceral leishmaniasis (VL) [odd ratio (OR) 1.24, 95% confidence interval (CI) 7.824-56.869, p value < 0.001]. Conclusion: These
results suggest that the 3650A/G genotype may lead to protection against visceral leishmaniasis.

Keywords: 3650A/G CR1 (Complement Receptor 1), Visceral Leishmaniasis, Genetic Polymorphism
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Background: Platelet transfusion is very important in the treatment of various conditions such as thrombocytopenia and platelet
qualitative disorders. Platelet concentrate during the collection, processing and storage undergo changes that can affect the useful
life time and quality of platelets. MiRNAs are known as the main regulator of mRNA translation in platelets and play an important
role in apoptosis during platelet storage. Methods: In this experimental study, 10 bags of platelets were randomly selected with
platelet-rich plasma method in the blood transfusion center. In this study, miR-326 was determined quantitatively by gPCR during
one to 7 days of storage of Platelet concentrate. In addition, platelet metabolism markers including glucose consumption, LDH
activity, lactate concentration as well as survival and platelet count were investigated to evaluate the quality and predict the status
of apoptosis in platelets. Results: Data of this study showed that the amount of miR-326 increased in all bags during storage( to 8
fold change), Platelet count, survival, and glucose concentration decreased over time, and LDH activity and lactate concentration
increased, indicating a decrease in platelet quality and increased apoptosis in them. Conclusion: This study recommend that
increasing the amount of miR-326 during storage time with apoptosis and consequently reducing the survival and platelet quality
have a strong relationship and it may be possible to reduce the amount of miR-326 in platelets to protect the platelet storage legion
and maintain the quality and survival of the platelets over the time of storage.

Keywords: Platelet Concentrate, Mirna, Platelet Storage, Platelet Metabolism Markers
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Purpose: MiRNA family has been implicated in multiple stages of tumorigenesis and progression. The use of saliva, due to its
non-invasive and easy access increased. So far there are few studies about its diagnostic value for cancer. Therefore, we conducted
a study to investigate the relationship between serum and saliva MiR-18a, MiR-375, MiR -32 and MiR -125b. Methods: A case-
control study was conducted with 60 men: 30 Prostate cancer patients (PCa) and 30 benign prostatic hyperplasia (BPH) from
the Hospital Ayatollah Khansari in Arak, Iran. The MiR-18a, MiR-375, MiR -32 and MiR -125b concentrations in saliva and
serum samples were quantified by quantitative real-time PCR. The correlation, sensitivity and specificity between serum and
salivary MiR-18a, MiR-375, MiR -32 and MiR -125b was determined using Spearman’s correlation test and Receiver operating
characteristics (ROC) analysis. Results: Serum and salivary levels of MiR-18a, MiR-375, MiR -32 and MiR -125b were higher
in prostate cancer patients compared to BPH group (P < 0.05). Salivary levels of all markers were lower (P < 0.05) compared to
serum in both groups. Positive correlation and significant was observed between serum and salivary levels of all markers studied
(P<0.05). The ROC analysis of salivary MiR-18a, MiR-375, MiR -32 and MiR -125b in our study showed a good accuracy with
good sensitivity and specificity. Conclusion: According to the results of the present study, saliva MiR-18a, MiR-375, MiR -32 and
MiR -125b level can be used as a tumor marker for prostate cancer. Although, more studies must be done.

Keywords: Mirna, Prostate Cancer (Pca), Benign Prostatic Hyperplasia (BPH), Saliva
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Objective: The role of long non-coding RNAs (IncRNAs) in the pathogenesis of neurological disorders has been highlighted by
independent studies. Material and Methods: In the present study, we compared peripheral blood expression of seven IncRNAs
between schizophrenic patients and sex- and age- matched controls using quantitative real-time PCR technique. Results: FAS-ASI,
PVTI and TUGI were significantly down-regulated in schizophrenic patients compared with healthy individuals (P=0.007, 0.003
and 0.001 respectively). The association between FAS-AST expression and schizophrenia was significant in male subjects aged more
than 50 but not in other subgroups. GAS5, NEAT1 and OIP5-AS1 expressions were not significantly different between patients and
controls (P=0.523, 0.739 and 0.267 respectively). The associations between GASS5 and OIP5-AS1 expressions and schizophrenia
were significant in female subjects but not male subjects. THRIL was up-regulated in schizophrenic patients compared with healthy
subjects. Based on the results of Bootstraped median regression and after controlling the effects of age and sex, the difference in its
expression between cases and controls was significant (P=0.014) while the interaction between group and sex was not significant.
The expression of IncRNAs was not correlated with age in any study subgroups. Besides, we found sex-based pairwise correlations
between PVTI expression and expression levels of OIP5-AS1, THRIL and NEAT1. We also demonstrated high sensitivity and
specificity of GASS for diagnosis of schizophrenia in female patients. Conclusion: The current study provides further evidences for
participation of IncRNAs in the pathogenesis of schizophrenia.

Keywords: Schizophrenia, FAS-ASI, PVT1, TUGI, OIP5-AS1, THRIL, NEAT1, GASS
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and hemoglobinopathy, hemostasis and thrombosis, leukemia
and lymphoma, cell therapy and bone marrow transplantation,
blood banking and transfusion science and in three clinical,
la boratory and basic (cellular-molecular) applications. The
focus of this Congress is on laboratory applications such as
hematomorphology, cell counter and flowcytometry technology,
electrophoresis (Hb & SPE), coagulation tests, blood banking
and blood products labs, laboratory detection and monitoring
guidelines, molecular and prognostic monitoring of diseases
(MRD), drug Level assay, blood group and hemoglobinopathy
genotyping. In the past two decades of Iran’s lab, there has
be en a marked separation between the laboratory and the
un iversity due to the lack of postgraduate study in pure
la boratory disciplines and the tendency of science to the
academic basis. Therefore, at this congress, we try to focus
on and collect scattered research in the field of hematology
an d immuno-humatology, while preserving the overlapping
new methods with conventional routine methods, introducing

4 Hematology studiesare carried out in the branches of anemia )

Recent Publication
16-volume book of
laboratory hematology and
blood transfusion science
Practical Hematology

“6 Professor”

new perspective of tests and techniques, alternative devices, Multiple articles on
guideline and algorithms, parameter and biomarkers along with laboratory hematology and
documentation and articles in the large laboratory community. its trabelling shots
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Evaluation the Usefulness of Hindiii and Bcli Polymorphic Markers for Carrier Detection of
Hemophilia a in an Iranian Subpopulation

Mohammad Soleiman Soltanpour 1 *, Kambiz Davari 1, Zahra Ghanbari 1, Mahdad Delshad 1

1-Zanjan Medical Science University
soltanpour86(@gmail.com, kdatzums@yahoo.com, dr-zahra2009@yahoo.com, delshad. mahda@gmail.com

Introduction: Hemophilia A is a bleeding disorder resulting from genetic abnormalities in factor VIII gene. Carrier detection is of
outmost important in the prevention of Hemophilia A. The aim of present study was to identify the probable carriers of Hemophilia
A'in close female relatives of patients with hemophilia A in Zanjan province, Iran. Materials and Method: This study included 40
hemophilia A patients and their mothers and also100 close female relatives of hemophilia A patients as probable carriers. Linkage
analysis of the X chromosome using polymorphic markers HindIIl and Bcll was employed for carrier detection. The HindIII
and Bcll polymorphisms were identified by PCR-RFLP technique. Results: Among the tested mothers, the heterozygous rate for
HindIII and Bcll markers were 37.5% and 30%, respectively. The informative value for HindIIl marker was 40%, while it was
35.29% for Bell. Moreover, the informative value of above mentioned markers was significantly higher when the two polymorphic
marker was concurrently used for carrier detection in comparison to use of single polymorphic marker (P<0.05). Conclusion:
Carrier detection plays pivotal roles in the prevention and the prenatal diagnosis of hemophilia A. This study identified HindIII
and Bcll polymorphism as useful markers for carrier detection. Because of the simplicity and cost effectiveness of linkage analysis
method compared to direct mutation analysis, this technique may represent a good screening method in developing countries.

Keywords: Hemophilia A, PCR-RFLP, Polymorphism, Linkage Analysis
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Differentiation of Iron Deficiency Anemia from Thalassemia Trait Using New Software
Shahrooz Hemmati 1 *, Mahnaz Aleyasin 2, Meysam Mahdavi 3

1- Dr hemmati lab, Sonqur-Taleghani 2- Parsian Laboratory, Kermanshah, 3- Sonqur-Piresavand
drhemmatilab@yahoo.com, parsianmedlab@yahoo.com, meysammahdavi@yahoo.com

Due to the high prevalence of iron deficiency anemia Due to the fact that Iran is in thalassemia belt, it is necessary to study the
status of thalassemia syndromes and other hemoglobinopathies that are similar to iron deficiency anemia in terms of blood indices.
Therefore, in order to control the birth of thalassemic patients, a proper strategy should be adopted. As well as high-risk groups.
In individual patients, it is better to have all the tests required to diagnose thalassemia at the same time to avoid wasting time and
wandering the patient. But in community screening programs , to reduce costs and waste time, It is necessary to preparing the
required blood sample from the volunteers and testing the CBC by an experienced person with a calibrated hematological counter
and then calculated blood indices. and then ,If there is any doubt about thalassemia, other diagnostic tests must be done. This
software easily calculates all differential formulas for differentiating iron deficiency anemia (IDA) and thalassemia (TT) through
the provision of blood indices information and identifies the suspected thalassemia individually on the basis of an outline. And the
user can identify those groups at risk and prevent time and cost.

Keywords: Thalassemia Trait, Iron Deficiency Anemia, RBC Index, Soft Ware
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Heparin Induced Thrombocytopenia; Complete Diagnostic Pattern
Massoumeh Shahbazi 1 *, Minoo Ahmadinejad 2

1- MSc, Blood Transfusion Research Center, High Institute for Research and Education in Transfusion Medicine, Iranian Blood
Transfusion Organization, Tehran, Iran, 2- MD. Pathologist, Assistant Professor, Blood Transfusion Research Center, High Institute
for Research and Education in Transfusion Medicine, Tehran
massoumehshahbazi@gmail.com, minooam26@yahoo.com

Background Heparin-induced thrombocytopenia (HIT) is serious drug reaction and immune-mediated syndrome that caused by
producing IgG antibodies against complexes of platelet factor 4 (PF4) / heparin. Patients who undergo cardiopulmonary bypass
surgery receive unfractionated heparin during and after their surgery that can expose this group of patients to the risk of HIT. In this
study we decided to determine the prevalence of HIT patients by considering clinical evaluation and laboratory methods among
cardiac surgery patients. Methods In the cross sectional study from October 2015 to July 2016 at Modares hospital/Tehran, Iran
we followed 92 patients candidate for cardiac surgery. 4Tscore as clinical evaluation system was performed for all of them and for
patients with 4TScore>4 ELISA (Enzyme linked Immunosorbant assay) as immunological test and HIPA(Heparin induced platelet
aggregation) as functional test was performed Result Fourteen patients had 4TScore>4. ELISA was performed for these 14 patients
that it was positive in 8 patients (OD>0.2) .then HIPA test as confirmatory step was performed for these 14 patients that 6 patients
were positive. By considering clinical and laboratory evaluation finally 5 patients confirmed as HIT. Conclusions Our study showed
that for accurate diagnosis of HIT considering clinical criteria along with laboratory findings is necessary and incomplete patterns
in diagnosis of HIT can lead to over diagnosis or miss diagnosis of HIT.

Keywords: Heparin, Heparin Induced Thrombocytopenia (HIT), Diagnosis, Laboratory Testing
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Challenges of Hb-Alc Detection in Diabetic Patients with Concomitant Hemoglobinopathy
Nader Vazifeh Shiran 1 *

1- Faculty of Para Medicine, Shahid Beheshti Department of Hematology, Tehran, Iran
nadershirani@yahoo.com

Objective: Hemoglobinopathies and diabetes are important, concurrent and common diseases in Iran, which, beyond clinical
significance, have laboratory interactions in the results of each other and according to the diagnostic technique, their interference
will be different. In fact, the presence of other hemoglobin variants causes the Hb-A contribution, and thus the Hb-Alc decrease
falsely, and because of treatment modification, high Hb-A1lc converting to Hb-AGE, leads to gradual progression of cardiovascular
and visual Complications. Methods: the accuracy of different CE-HPLC, Capillary Electrophoresis, Affinity-HPLC, Enzimatic and
Turbidumetry (TINA) methods were compared in Hb-A1c measurement and adapted to FBS/2hpp, GTT, g-Alb, FructoseAmin and
¢AG values. Results: Enzymatic, turbidometric and affinity methods have more accurate results and are recommended as a single
method but do not have the advantages of simultaneous screening for hemoglobinopathies and low cost, while in hyperproliferative
and hypoproliferative anemia and some hemoglobin variants with the involvement of six first amino acids beta Globin, showed
false reductions and did not differentiate S-Alc from L-Alc. Conclusion: Concomitant use of an enzyme or affinity method, along
with HPLC or CE and Glycated albumin methods, causes both probable variant hemoglobin and diabetic status of the patients
to be screened and the interactions of different hemoglobin variants are minimized and the benefits of each method will cover
the disadvantages of the other method. However, this synchronization of experiments will increase its monitoring costs, but its
establishment in diabetes centers or reference laboratories of IFCC/NGSP will significantly increase the accuracy of the tests.

Keywords: Hb-A1c, Diabetes, Hemoglobinopathy, Monitoring, Screening
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Warfarin Dosing, Clinical Testing, Guidelines and Latest Updates
Shaban Alizadeh 1 *
1- Islamic Azad University, Science and Research Branch, Veterinary Department

Objective: Warfarin(Coumarin)has been the most common anti-coagulant drug used to prevent thromboembolism in DVT patients, atrial
fibrillation and patients with artificial heart valve since 1950.Although this drug is very effective,it is very difficult to obtain the optimal
dosage because of the narrow medication and the physiological and genetic differences of individuals,and the bleeding caused by the
overdose of warfarin is often reported. In the meantime,genetic polymorphisms such as CYP2C9,VKORCI have been studied more. The
aim of this study was to review the latest findings and standards regarding warfarin sensitivity testing, comparison of methods, algorithms
and the latest changes and revisions in this field. Methods:For this purpose, the databases of PubMed,Science Direct,Elsevier,Scopus
and some other databases for Warfarin Sensitivity, Warfarin Dosing, Warfarin Pharmacogenetics,warfarin genotyping, Warfarin clinical
assay were reviewed.Papers were reviewed from 2000t02019,and after reviewing the abstract,the final related articles were included.
Results:Finally, 46 articles were studied.The genes involved in most studies related toCYP2C9,VKORC] although few studies,in
addition to this,reported the role of CYP4F2 and rs12777823. Among the relevant algorithms,the CPIC instruction has the most effective
and comprehensive coverage in diagnostic and therapeutic centers.Studies have shown that there is an acceptable consistency between
commonly used methods and systems.Also, hospital overnight rates are reduced significantly if dose is set.Conclusion:Although there
is no comprehensive clinical trial on the determination of warfarin dosage,several studies have shown that starting up this test can be
effective in determining the actual dose,reducing the risk of bleeding and reducing costs.However, the standard guidelines and algorithm
an approved national can also help in this regard.

Keywords: Warfarin, Warfarin Sensitivity, Warfarin Dosage, Pharmacogenetics
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Hematogones vs B-All: Distinguished by Flowcytometery Analysis

Mohammad Hossein Mohammadi 1 *

1- Assistant Professor in Shahid Beheshti University of Medical Science
mohamad.mohamadi2@gmail.com

Objective:Hematogones are more commonly foundin pediatric bone marrow aspirates following viral infection and/or therapy. These
cells are benign lymphoid precursors whose morphology and immunophenotype are similar to the blasts found inALL.The clinical
significance of extended Hematogones is unknown,and the biologic aspects of these cells are still inadequate.Methods:Hematogones
have acharacteristic profile of CD38++,CD10+,D19+;slg-,Fc receptor negative,CD20-or dim,and a cluster often found
dimmer andsmalleron theCD45/logside scatter display. TheCD10,CD38,CD45 combination can be useful. Flow cytometric
analyses of bone marrow cells demonstrates a spectrum beginning from early B-cell precursors(CD10+,CD19+,TdT+,HLA-Dr+)
to mature slg- bearing B cells in these patients, intermediate forms,and mature lymphocytes. Results:The earliest recognizable
B-lineage precursors expresses CD34 incombination with CD38,CD19,high levels of CD10 (bright),and low levels of CD22
and lacking CD20. These cells progress to the next stages by down-regulating CD34 completely and CD10 partially,prior to
the progressive up-regulation of CD20.CD22 levels are also increased slightly asCD20 isup-regulated.Finally,CD10 isdown-
regulatedcompletely,CD38 partially,andCD22 upgraded to high intensity The last stage,in which CD10 is completely down-
regulated,is considered a mature stage of B-cell;cells with this immunophenotype were not included in calculating the percent
Hematogones. In addition, TdT expression parallels CD34 in the B-cell maturation sequence.Asynchronous expression of the
earliest and latest antigens,eg,concurrentCD34 and CD20,and aberrant over-or under-expression ofantigens wasnot observed
inHematogones populations.Conclusion:Theantigen expression of normal B lymphoid cells is heterogeneous but with a distinct
relationship between antigens. These relationships are maintained from fetal development to the elderly and following chemotherapy
and bone marrow transplantation.The phenotypes of B-ALL do not fit into these stages and therefore can be used to identify the
leukemic cells based on their aberrancy of antigen expression. Therefore;Hematogones follow normal development while residual
ALL has abnormal phenotypes.which can be distinguished down to 0.1% post therapy.Finally,Hematogones are characterized
by very low side scatter(SSC)and dimmer expression ofCD45 when compared to lymphocytes. They have variable(‘smeared”)
expression ofCD20;are positive for CD10 and partially for CD34.
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4 Rapid diagnosis of microbial pathogensx
is an important prerequisite for effective
prevention and control of infectious diseases
so Microbiology laboratory major changes
won’t be avoidable in the near future and
we should accept this real necessity. Gold
standard microbiology method (culture)
has some limitations and time consumable.
Some instrumental new microbiology and
serology methods have introduced. In this
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as sensitivity, specificity, precision, accuracy
and uncertainty beside of the feasibility and
time consuming.
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Intrinsic Antibiotic Resistance
Fariba Dinarvand 1 *

1- Reference Laboratory of the Social Security Organization, the Office of Medical Treatment, Reference Center, Department of
Microbiology
dinvand@gmail.com

Resistance to bacteria has two forms, innate and acquired.Intrinsic resistance is the natural resistance, that is expressed in
the antimicrobial activity of virtually all species of a particular microorganism. Awareness of this kind of resistance,prevents
inappropriate and ineffective therapies . The common examples of bacterial intrinsic resistance, including :the impermeability
of cellular envelopes, the activity of multidrug efflux pumps or lack of drug targets. This type of resistance does not correlate
with previous contacts with antimicrobial drugs and is related to the gene. The inherent resistance of some microorganisms is so
common that sensitive test for them, not necessary. For example, Citrobacter species to ampicillin and gram negative bacteria to
vancomycin are intrinsically resistant . If an antibiotic test is performed, it should be reported as resistant. it seems that Intrinsic
resistance genes can be the source of acquired resistance in bacteria,including the genus Acinetobacter. Therefore recently interest in
this type genes has increased, because these gene products not only, may provide attractive therapeutic targets for development of
novel drugs that rejuvenate the activity of existing antibiotics, and but also might predict future emergence of resistant pathogens.
Therefore due to the importance of the subject, this paper tries to introduce intrinsic resistance to bacteria.

Keywords: Intrinsic Resistance, Natural Resistance, Acinetobacter
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Validation and Verification in Microbiology Laboratory
Nahid Rahimifard 1 *

1- Department of Microbiology, Food and Drug Control Laboratories(FDCL), Iran Food and Drug Administration (I FDA),
Ministry of Health and Medical Education(MOH), Tehran, Iran, Sarv Saadat Laboratory Research Center, Tehran, Iran
nahidrahimifard@gmail.com

Today, many alternative, mostly proprietary, methods exist that are used to assess the microbiological diagnostic tests. These
methods are often faster and easier to perform than the corresponding standardized method. The developers, end users, and
authorities need a reliable common protocol for the validation of such alternative methods. The data generated will also provide
potential end users with performance data for a given method, thus, enabling them to make an informed choice on the adoption
of a particular method. The data generated can also be the basis for the certification of a method by an independent organization.
Validation protocol should be intended to provide a specific protocol and guidelines for the validation of proprietary methods
intended to be used as a rapid and/or easier method to perform than the corresponding reference method, , can also be used for the
validation of other non-proprietary methods that are used instead of the reference method and is mainly written for the validation of
methods that are capable of culturing the target microorganism, but can also be applied to methods for microorganisms that cannot
be cultured such as viruses (e.g. Norovirus) and protozoan parasites (e.g. Cryptosporidium or Giardia Protocol for the verification
of reference and validated alternative methods implemented in a single laboratory, Protocol for single-laboratory (in-house) method
validation, Protocol for factorial interlaboratory validation of non-proprietary methods and Protocol for the validation of alternative
(proprietary) methods for microbiological confirmation and typing are the other important parts should be considered.

Keywords: Microbiology Laboratory, Validation, Verification
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The Effect of Automation in Clinical Microbiology Laboratory on Preventing Bacterial Drug Resistance
Narges Nooritalab 1 *

1- Social Security Organization
nooritalabnarges@gmail.com

Introduction: Rapid and reliable identification of microorganisms is essential for the effective management of infectious diseases.
Early diagnosis and treatment reduce both morbidity and mortality and danger of spread of infection. During the last decade
automation system was not considered to be applicable in microbiology for several reasons, including the complexity and variability
of sample types, the many different analytical processes and the insufficient volume of samples. Recently the availability of new
technologies, have triggered the development of automated microbiology instruments. Material and methods: This article is a
review of studies on the effects of automated microbiology laboratory in bacterial — resistance control. Results: The introduction
of partial or total lab automation positively affects the laboratory’s activities, which results in reduced time to results and thus
putatively in better patient treatment with decreased hospitalization time. Microbiological delays lead to empirical overtreatment of
many patients who are not infected with resistant pathogens. Automated microbiology diagnosis increases the quality of health care
with better infection control through patient screening for colonized with multidrug — resistant pathogens and prevents their spread
with in the health care environment. Discussion: Several studies evaluated the general advantages and disadvantages of automation
in microbiology laboratory, revealed that one of its most important benefits is reduction in identification and antibiotic susceptibility
results time, which leads to earlier modification of antibiotic therapy and a reduction in defined daily doses of antibiotics used. Each
of these factors, increases the quality of health care, and reduces antibiotic resistance of bacteria.

Keywords: Automated Microbiology Laboratory, Drug- Resistance, Infection Control, Rapid Diagnosis
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Novel Identification of Group B Streptococcus and Enterobacter Sakazakii in Infant
Suspected to Septicemia

Arash Hasannezhad 1 *, Farzan Modarresi 2

1- Student Research Committee, Jahrom University of Medical Sciences, Jahrom , Iran, 2- Department of Microbiology , Jahrom
University of Medical Sciences , Jahrom , Iran
arash_hn@hotmail.com, modarresifarzan@gmail.com

Introduction GroupB Streptococcus was introduced as a major pathogen in neonates and pregnant women, and was introduced as a major
contributor to neonatal infections in 1970. Infant infections are significantly associated with maternal vaginal colonization with GBS
during pregnancy. Enterobacter sakazakii is a gram negative bacterial that belongs to the enterobacteriaceae family, which is widely found
in the nature. Since in our country there are no clinical laboratories of the hospitals with the automatic culture system and blood culture
is carried out solely through traditional culture, the identification and isolation of this organism is severely reduced.For this reason, it is
important to identify and determine the prevalence of these bacteria,which is one of the most important causes of infants’infections. Method
For this study,200 blood samples were collected from infant suspected to septicemia.Then,the serum was isolated and the appropriate
culture was prepared on MacConkey Agar. The bacterial genome content was then extracted by Fermehtas kits. Then, with using the
Multiplex-realtimePCR technique,GroupB Streptococcus & Enterobacter sakazakii were identified and their levels were determined and
got excellent results Result In this study, according to the results of multiplex-realtimePCR, 16 neonates (8%) with Enterobacter sakazakii
infection and 10 infants (5%)with GroupB Streptococcus infection were observed Discussion Due to the negative result of blood cultures
in the current study, it is necessary that culture and molecular studies in addition to the blood sample, on account of the involvement of
various organs by these bacteria, need to be taken on other samples collected from the infants.

Keywords: Group B Streptococcus, Enterobacter Sakazakii, Infant, Septicemia, Multiplex-Realtime PCR
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Rinary Matrix Metalloproteinase 9 and Tissue Inhibitor of Metalloproteinase 1 Biomarkers
for Predicting Renal Scar in Children with Urinary Tract Infection

Alireza Rafiei 1 *, Hamid Mohamad-Jafari 1, Mohammad Abedi 1, Sara Bazi 1, Puneh Yazdani 1

1-School of Medicine, Mazandaran University of Medical Sciences
rafieil 710@gmail.com, tob1380@yahoo.com, makhlogh@gmail.com, arshiajinextop@gmail.com, zahrayazdanikachooil391@gmail.com

Objective: Urinary tract infection occurs in 1.8-6.6% of children under 6 years old. The aim of this study was to assess the urinary
concentrations of matrix metalloproteinase 9 (MMP9) and tissue inhibitor of metalloproteinase 1 (TIMP1), in children with acute
pyelonephritis (APN) and the potential to develop renal scarring. Material and methods: Children who had experienced an episode
of APN were divided into 2 groups. Group 1 included children with APN who exhibited scarring and group 2 included children
with APN who had a normal 99mTechnetium dimercaptosuccinic acid scan. Urinary levels of MMP9 and TIMP1 were measured
in the acute phase of infection. A receiver operating characteristic curve was generated to allow calculation of cut-off values.
Results: Sixty-one children were enrolled across the 2 groups: group 1 contained 16 patients (all female); group 2, 38 children (36
female and 2 male). Urinary levels of MMP9 and TIMP1 were significantly higher in group 1 than in group 2 (p=0.037 and 0.022
respectively). For comparison of groups 1 and 2, the cut-off values were measured as 75.5 ng/mL (sensitivity 62.5%, specificity
71.1%, positive predictive value, PPV, 48%, negative predictive value, NPV, 82%), 16.1 ng/mL (sensitivity 75%, specificity 55.3%,
PPV 41%, NPV 84%), and 1310.7 ng/mL (sensitivity 75% specificity 60.5%, PPV 44%, NPV 85%) for MMP9, TIMP1, and
MMPOXTIMP1 levels, respectively. Conclusion: Evaluation of urinary MMP9 and TIMP1 levels may help to identify children with
APN who are at risk of developing renal scarring.

Keywords: Renal Scar, Acute Pyelonephritis, MMP9, TIMP1
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Today, research is probably more important than at any time in the past. Research especially in clinical laboratory has always been
a key component. Insight into the research process and an overview of the strengths and weaknesses of different research methods
to young scientists at various levels of their profession and career is very imperative. The results of research that conducted in
clinical laboratories are very helpful and important to patens, users of the services, commissioners of healthcare services, the
international community, the profession the individual researcher. By researching in clinical laboratory we can providing answers
to practical problems, providing a service to society and patients in the case of medical research, doing some creative work and
challenge yourself, attaining respectability with peers in your profession, complying with educational curricula, directives and
requirements, gaining a research degree along with its consequential benefits, improving future employment prospects The aims
of research in clinical laboratory are including; Understanding normal physiology and the pathophysiology of disease, impact of
genetic and external factors on human health, keeping populations and patients well for longer, Diagnosing and managing disease
in populations and patients, designing and evaluating new therapeutic interventions, health economics.

Keywords: Clinical Laboratory
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New Automation Techniques in Diagnostic Microbiology
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Introduction:Now days,by global emergence of multi drug resistant(MDR )infectious agents, the need to rapid diagnostic methods
with reproducibility, high specificity and sensitivity are in increasing. Automation was introduced many years ago for many diagnostic
disciplines for instance chemistry and haematology.In2006,the first automation system for clinical bacteriology was released,and
it rapidly proved its value by increasing productivity, allowing a continuous increase in sample volumes despite limited budgets
and personnel shortages.Here were going to introduce new automation systems in clinical microbiology.Methods:Recently,BD
Kiestra,Copan and Previ-Isola (bio-Méricux)are some of major manufacturers commercializing partial or complete laboratory
automation systems for bacteriology. These instruments were creature based on new methods.In continuous were going to introduce
some such new methods in the recent era of diagnostic microbiology.Several technological advances using simple molecular
methods have become available in recent years and show potential for cost benefit,specifically,peptide nucleic acid fluorescent
in situ hybridization (PNA-FISH)and targeted real-time PCR such as GeneXpert assays.Pyrosequencing methods,makes large
demands on the technician’s time to assess and compare sequences to access accurate results. Two other techniques revolve around
mass spectrometry(MS)technology:PCR combined with electrospray ionization-mass spectrometry(PCR/ESI-MS)and matrix-
assisted laser desorption ionization—time of flight mass spectrometry(MALDI-TOF MS)Both mass spectrometry methods leverage
the high sensitivity of mass spectrometry with links to large microbial databases,which enable users to obtain species-specific
spectra that can be used to reproducibly identify microorganisms.Conclusion:despite of limitations which were mentioned to new
methods,need to rapid techniques in clinical microbiology is mandatory.Excellent communication between research teams can lead
the engineers and scientists to ban the risks and barriers.

Keywords: Automation, Mass Spectrometry, Fluorescent in Situ Hybridization
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Don’t Forget the Microbiome: The Example of Sepsis
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1- Chair of the Division of Infectious Diseases of the Academic Medical Center, University of Amsterdam
w.j.wiersinga@amc.uva.nl

The gastrointestinal tract harbours a complex population of microbes that play a fundamental role in the development of the
immune system and human health. Besides an important local contribution in the host defense against infections, it has become
increasingly clear that intestinal bacteria also modulate immune responses at systemic sites. These new insights can be of profound
clinical relevance especially for hosptial and intensive care medicine where a large part of patients are treated with antibiotics which
have pervasive and long-term effects on the intestinal microbiota. In sepsis the composition of intestinal microbiome is severely
disturbed, which might attribute to the development of organ failure. In this talk these aspects are highlighted with a focus on recent
key findings in mice and man addressing the role of intestinal microbiota in sepsis and its impact on intestinal homeostasis in the
critically ill patients. Methods to analyse the microbiome will also be addressed. Potential novel treatment options for sepsis include
targeted administration of beneficial commensals or specific microbiota-derived components. Translation of preclinical data into
functional characterizations will be essential to understand how our commensals impact on susceptibility and pathogenesis of
sepsis.
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Sepsis: What’s New?
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w.j.wiersinga@amc.uva.nl

Sepsis is defined as ‘life-threatening organ dysfunction due to a dysregulated host response to infection’. The Sequential Organ
Failure Assessment (SOFA) score can be used to estimate organ dysfunction severity. The incidence of sepsis is increasing,
partly due to an ageing population, increased use of immunosuppressants, and antibiotic resistance. Sepsis survival has improved
substantially, in part because of continuously improving intensive care and implementation of evidence-based guidelines. In this
overview, the new sepsis definitions - including reactions to these definitions, will be discussed in addition to an overview of current
insights in sepsis pathogenesis, and the new treatment guidelines. Prevention of sepsis, faster pathogen detection, new lung and
kidney function-preserving treatment strategies, further individualisation of patient care and attention to long-term consequences
of sepsis will determine the research agenda for the coming years.
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Bloodstream Infections in Solid-Organ Transplant Recipients
Elena Maria Seminari 1 *

1- U.0.C. Microbiologia e Virologia, Fondazione IRCCS Policlinico San Matteo, Pavia, Italy
e.seminari@smatteo.pv.it

Bloodstream infections (BSI) are the most life-threatening complication after solid organ transplantation (SOT) and are associated
with poor outcomes, especially in the first month after SOT. Incidence of BSI infections range from 8.6% to 26%, depending on
transplantation type. Significantly, in recent years, studies have reported a shift in the distribution of aetiology of BSI towards
gram negative bacteria, especially multidrug-resistant (MDR) strains, as the main pathogens6,7,8,9. An increase in the number
of nosocomial infections have been documented, exposing SOT patient to a further risk of serious and difficult to treat MDR
infections. In Italy and worldwide, carbapenem resistant Enterobacteriacae are endemic. The aim of this lecture is to describe
the microbiological etiology of BSI within the first year after transplant in different SOTs (heart, lung and kidney) and to assess
potential related risk factors.
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The Role of Microbiologist in Blood Stream Infection: New Diagnostic Techniques
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Sepsis is one of the main causes of the death worldwide and the mortality rate is about 35% for hospital-acquired bloodstream
infections.A rapid microbiology diagnosis permits the clinician to prescribe the correct antibiotic therapy in the shortest time,
decreasing the mortality, morbibity and lenght of stay. Gold standard in sepsis diagnosis blood culture, that permits the identification
of pathogens and the antibiotic susceptibility in 48-72 hours. Recently thera have been repid identification techniques developed that
allow a notable reduction in turn around time. Among them FilmArray™ Blood Culture Id Panel (Biofire Diagnostics, Inc., Usa)
(FA) is a multiplex PCR system that integrates sample preparation, amplification, detection and analysis that permits to identify 24
pathogens and 4 antibiotic resistance genes associated. Another new microbial identification techniques is the matrix-assisted laser
desorption/ ionization time-of-flight mass spectrometry (MALDI-TOF MS) which has been demonstrated to effectively reduce the
turnaround time of positive blood cultures.The aim of this presentation is to describe come adeguare una fl diagnostic di pz settici
sia alla realta locale sia all improvement tecnologico.
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Challenges of Quality Control Program in Laboratory of Medical Microbiology
Tajaddin Akbarzadeh Khivai 1 *, Mohammadali Abarzadeh Khiavi 2

1- Ardabil University of Medical Sciences - Meshkinshahr, 2- Higher Education Institute of Rab-Rashid ,Tabriz
taj_442000@yahoo.com, mohammadakbarzadeh504@gmail.com

The World Health Organization has announced that performing good quality laboratory services is a good quality medical service.
The microbiological laboratory plays a key role in diagnosing and prevention the disease. As long as there is no quality control in
this unit, the consequences will be irreparable for the patient and the community. Implementing a quality control program in the
field of microbiology has always been challenged, with the most important of these being: 1- staff process: Inadequate training and
inappropriateness of the qualifications of the staff of this department with the duties assigned. 2- safety process: Insufficient attention
to the means of personal protection or the proper use of them. 3. process of equipment: lack of calibration of microbiological
equipment. 4. testing process: the uncertainty of the lack of precision for quantitative parameters, the use of a non-licensed kit,
lack of records. 5- process of quality assurance: lack of awareness of how the quality control program is implemented according to
established guidelines, lack of familiarity with how the results of the quality control program are interpreted. 6. post-test process: no
planning to review results and report critical results. 7. process of communication with other laboratories: the lack of a complete and
accurate contract between the two laboratories in relation to the reference of the sample. 8- process of identifying the error: Failure
to identify and manage the error. 9. Purchase and storage process: lack of records and high cost-control requirements.

Keywords: Qualitative Control, Microbiology
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Application of Multiplex Real Time PCR for Infectious Diseases Diagnostics
Seyed Mohammad Jazayeri 1 *

1- Department Virology - Tehran University
jazayeri42(@gmail.com

Multiplex PCR is a modification of the original PCR procedure which allows the amplification of DNA from different pathogens
independently and simultaneously by the use of several primers pairs in the same reaction. Multiplex PCR provides an additional
advantage in screening since it detects multiple pathogens simultaneously in a single clinical sample with high sensitivity and
specificity which proved to be a suitable method in the diagnosis a wide range of pathogens. It is a cost effective diagnostic tool
because it reduces labor intensiveness, the economy of both test sample and reagents compared to single analytical PCRs, faster
detection and also it simplifies downstream processing. Several studies have underscored the superiority of multiplex real time
PCR in pathogen detection in terms of its sensitivity, specificity, reliability, timeliness as well as its advantages over the syndromic
approach in microbiology case detection and management. Thus, modern molecular diagnostic methodologies which provide a
uniform platform for detecting both single and multiple pathogens simultaneously can be very useful in addressing infections.

Keywords: Real Time PCR, Molecular Microbiology, Nucleic Acid Amplification Technology (NAT)
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Disseminated Fungal Infections:Diagnosis Challenges O56-063

a N

Because of non-specific nature of the clinical and radiological
findings in mycoses, diagnosis usually depends upon 3
basic laboratory approaches: mycological, serological, and
histopathological. Serological and cultural studies should always
complement histopathology in the diagnosis of fungal infections.
False-negative results may occur in 50% of certain mycoses,
and compromised patients with a systemic mycosis are often
immunologically unresponsive.

In addition, serological tests are not available for many of the
unusual or occasional mycotic pathogens. Culture of fungi is often
a slow process, and results may not available for several days or
weeks. Moreover, when a mycosis is not suspected, the whole
biopsy specimen is often fixed for histopathological examinations,
so portions are not available for culture. When this occures,
histopathological and immunohistological techniques may be the
only means of establishing an aetiological diagnosis. The actiological
significance of a cultural isolate can usually be determined by careful
histopathological evaluation. Microscopic demonstration of tissue
invasion and host reaction resolves the clinical dialemma of whether
a fungal isolate is truly pathogenic, or merely a superficial colonizer,
a component of the normal mycobiota, or an environmental
contaminant. Microscopic evaluation of the inflammatory reaction
and the distribution of fungal elements in a tissue section can also
help to determine whether the disease is an invasive form or a purely
allergic reaction, it can sometimes be used to assess the efficacy of
antifungal therapy in pre- and post-treatment biopsy specimens.
Detection of fungi in tissue and clinical material by direct
examination is often helpful in determining the significance of
culture results. This is specially true when the fungi isolated in culture
are known components of the normal human flora or normally occur
in the environment. Finally, detection of specific fungal elements by
microscopy can assist the laboratory in selecting the most appropriate

\_means by which to culture the clinical specimen. Y
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Dermatophytosis or Demodicosis
Sharif Maraghi 1 *

1- Ahvaz Jundishapur University of Medical Sciences
maraghis@gmail.com

Dermatophytosis in human caused by different genus and species of antropophylic and zoonotic fungi in whole body with different
clinical pictures and symptoms. Demodicosis in humans caused by two species of Demodex called folliculorum and brevis, almost
in face. Although, there is no clinical symptoms in individuals with normal immunity system, but in many cases, dermatitis,
rough, dry and scaly skin rosacea, particularly asymmetrical papulopustular or granulomatous variants and in some cases, perioral
dermatitis, blepharitis are observed. In this report 112 cases of demodicosis diagnosed in patients referred to laboratory for fungi
examination in recent years from Khuzestan province. One hundred and twelve suspected patients with dermatophytosis referred to
the laboratory for fungi examination. In sampling, scraping from the skin lesions, slide preparation with 20 % KOH and microscopic
examination, Demodex species was observed. Out of 112 cases, 83 (74%) were female and 29 (26 %) were male. In 3 cases, co-
infection of demodicosis and Tinea versicolor , 3 cases with dermatophytosis and 1 case with cutaneousn leishmaniasis were
demonstrated. The age of patients was from 4 to 81 year (mean: 34.61 year). The clinical pictures of lesions were varied and the
duration of lesions was from at least 6 months to more than 10 years. None of the patients had any information about their disease
and the cause. It is necessary that the parasitologists and mycologists consider the demodicosis during the sampling, preparation of
slide and microscopic examination of cutaneous lesions.

Keywords: Dermatophytosis, Demodicosis, Face, Khuzestan
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Diagnostic Challenges in Pneumocystosis
Hossein Zarrinfar 1 *

1- Allergy Research Center, Mashhad University of Medical Sciences, Mashhad, Iran
h.zarrin@gmail.com

Pneumocystis jiroveci pneumonia (already known as P. carinii pneumonia) is one the most common opportunistic fungal infections
among patients with immunodeficiency, especially those infected with AIDS. Outbreaks of pneumocystis pneumonia have recently
been reported among various patients in different parts of the world. The most common significance of infection form is as
colonization. It seems the human-to-human transmission via immunocompetent individuals are likely in the circulation of this
pathogen. Detection of Pneumocystis in the lungs is very difficult as the organism will not grow in microbial cultures, and has
a very small size with highly irregular pleomorphic shape. Microscopic examination using dye staining or fluorescein antibody
staining need trained experienced microscopists to identify the cystic and trophic forms. However, the most important staining
techniques include the methenamine silver (GMS) stain, modified Giemsa, calcoflur white and immunofluorescent stain using
specific monoclonal antibodies. Molecular detection techniques (Nested PCR) and serological tests including 1-3-p-D-Glucan
(BG), Krebs von den Lungen-6 antigen (KL-6), lactate dehydrogenase (LDH) and S-adenosyl methionine (SAM) as serologic
biomarkers have high sensitivity to detect it. Although biopsy specimens considered as gold standard in the definitive diagnosis
yet, but they are not performed very often because of concern about some complications in the patients. However, due to the lack
of definitive laboratory diagnostic tests, the combination of direct microscopic examination with one of molecular or serological
techniques or BG/KL-6 combination test can be very helpful.

Keywords: Pneumocystis, Pneumonia, Diagnosis
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Candida Species Infections in Premature Neonates and Children Patients: Laboratory
Diagnosis Tests, Related Challenges

Parvaneh Adimi 1 *

1- Islamic Azad University Tehran Medical Science Branch

Candida spp,represent the third most common pathogens isolated from bloodstream infections of preterm infants in neonatal intensive
care units(NICU)and the fourth most common pathogensin paediatric intensive care units patients.Candida albicans is the most
common fungal species infecting neonate,followed by Candida parapsillosis.Candida species infections tend to disseminate as invasive
candidiasis(IC)throughout all organ systems.The prevalence of IC differs between individuals.Neonates are particularly susceptible to
IC,witha3—5fold higher incidence compared with children or adults.A combination of host and external factors contribute development
of invasive candida infectionsthe most important risk factor for developing IC and for ICrelated mortality in neonate is early gestational
birth(born below 28 weeks)and/or low birth weight(<1000g)Among paediatric age children those suffering from ALL and leukemic
disorder have greatest possibility for developinglCThe successful management of these patients require the early detection and
identification of the infectious agent to faciliate initiation of appropriate antifungal therapy.The commonest presentation of invasive
fungal disease in neonateis Generalised sepsis which is challenging as infants typically havenon—specific symptoms similar the clinical
picture seen with late—onset bacterial sepsis.Reviewof the currently available methods forlCdiagnosis demonstrated that Culture base
methods,evaluated as gold standard test(samples are Blood,urine,CSF and other normally sterile body fluid)major challenges to these
methods are difficulties in obtaining blood samples of sufficient volume and time required to obtain the results.Non-culture base methods
are numerous including different kind ofPCR(multiplex PCR,Real time PCRnested PCR)serology(mannan,antimannan antibody,-
D-glucan,D-arbinitol assays)advanced molecular,proteomic and immunomic technologies(T2candida assay,PNA-FISHand MALDI-
TOFMS)Allof these tests despite notable technology have limitation of the efficacyp-D-glucan assay demonstrate more false positive
results particularly in premature infants so its specificity islow.PCR methods are rapid,sensitive with high specificity but their detection
spectrum is mostly restricted to a few species.In order to increase invasive candidiasis diagnosis possibility combined use of these tests
are needed and the most promising candidates being serum [-D-glucan and Candida PCR.
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Laboratory Diagnosis of Invasive Aspergillosis: Challenges and Recommendations

Mohammad Taghi Hedayati 1 *

1- Invasive Fungi Research Center/ Department of Medical Mycology, Mazandaran University of Medical Sciences, Sari, Iran
hedayatimt@gmail.com

Aspergillosis as a wide spectrum of clinical manifestations ranges from an allergic reactions and cutaneous infections to a life-threatening
invasive aspergillosis (IA) in patients with different underlying conditions. Respiratory tract aspergillosis is the most prevalent clinical
entity of infections due to Aspergillus. Clinical features of pulmonary aspergillosis comprises allergic, chronic, non-invasive, acute and
invasive forms. IA is one of the most significant and challenging invasive fungal infections with an increased reported cases over the past
3 decades, and is a major cause of morbidity and mortality in high-risk patients.Given the complexity of the population of patients at risk
and the diverse and increasing arrays of Aspergillus species pathogens, which show significantly different antifungal susceptibilities, early
and reliable detection of a causative Aspergillus species is crucial to guide the appropriate and successful treatment of IA. Tissues obtained
from suspected patients to IA are frequently used to detect the etiology of disease. While histopathology can prove IA in tissue specimens,
species-level identification due to morphological characteristics is limited. Apart from this, despite detection of fungal elements in the
specific stained histological samples, fungal cultures from tissue biopsy specimens often remain negative in a substantial number of cases.
In addition, culture is slow and often only becomes positive during the later stages of the disease. The invasive procedure to obtain sample
is another main obstacle of the conventional diagnosis approach because many patients with suspected infection are too ill to undergo
specimen collection. With these realities, to reach an ideal approach to proceed the earlier and more accurate diagnosis of IA would be a
major challenge for a reliable and rapid initiation of appropriate antifungal therapy.In this presentation we will discuss the advantages and
drawbacks of conventional and newer diagnostic approaches in IA as well as the recommendations for health care and laboratory specialist
to receive an appropriate diagnosis to improve the chance of survival.

Keywords: Diagnosis, Non-Culture Based Methods, Culture Based Methods, Invasive Aspergillosis
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Emerging and Re-Emerging Fungal Disease in Iran
Seyed Jamal Hashemi 1 *
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sjhashemi@tums.ac.ir

Background: “Emerging fungal infections™ is a term used to describe infections that have newly appeared in the population or those
that are rapidly increasing in incidence or geographic range. Also “Re-emerging fungal disease” may be used to denote diseases
that had fallen to such low levels that they were no longer considered public health problems and are now showing upward trends
in incidence or prevalence worldwide. The epidemiology of these infections has changed during the past 20 years. The incidence
has increased and the population of patients at risk has expanded to include those with a broad list of medical conditions, such
as: solid-organ transplantation, hematopoietic stem cell transplantation (HSCT), cancer, receipt of immunosuppressive therapy,
Accquired Immuno Deficiency Syndrome (AIDS), premature birth, advanced age and major surgery. The aim of this study was to
provide a brief presentation about emerging and re-emerging fungal disease in Iran.Methods: In this study, we checked all available
literatures concerning emerging and re-emerging fungal disease in Iran. Databases searched were MEDLINE (PubMed), Web of
Science, Scopus, Google Scholar and the Scientific Information Database (SID).Results: Zygomycosis and Aspergillusis are re-
emerging fungal disease in Iran. Also this study showed that Candidiasis (due to non-albicans Candida species and especially due
to auris species), Trichosporonosis, Cryotococcosis and Malasseziasis (due to non-furfur species) are emerging disease in Iran,
over the past 20 yaers.Conclusion: The discovery of “new” species and the widening of geographic distributions of previously
recognized species emphasizes that our understanding of fungal epidemiology is critically dependent on global collaborative
efforts. Changes in hosts susceptible to infection, life patterns, diagnostic methods and changes in climatic influences, will likely
continue to alter the epidemiology for years to come.

Keywords: Emerging Fungal Disease, Re-Emerging Fungal Disease, Iran

061
Challenges in Diagnosis of Invasive Mucormycosis

Abdolmajid Fata 1 *, Ali Naseri 1, Hosein Zarrinfar 2, Mohammad Javad Najafzadeh 1

1- Mycology Lab., Imam Reza Hospital, Faculty of Medicine, Mashhad University of Medical Sciences, Mashhad, Iran,
2- Cutaneous Leishmaniasis Research Center, Mashhad University of Medical Sciences, Mashhad, Iran
fataA@mums.ac.ir

Mucormycosis so called zygomycosis is a peracute and rare life-threatening opportunistic infection with sudden onset caused by
Zygomycetes fungi in the order Mucorales. Invasive Mucormycosis(IMM) occurs due to presence of underlying diseases or risk
factors including diabetic ketoacidosis (DKA), Neutropenia, hematological malignancies, hematopoietic stem cell transplant and
solid organ transplantation, AIDS, severe burns, malnutrition, etc. Generally, species of Genera Rhyzopus, Mucor, Rhyzomucor,
Absidia and Cunninghamella are most often involved as fungal causes. The cases of mucormycosis occur in different clinical forms
including: rhinocerebral, pulmonary, inguinal, and gastrointestinal, cutaneous etc.... Because of sudden onset and rapid progression
of the disease and consequently high mortality rate, early diagnosis and early treatment measures of mucormycosis is beneficial in
the outcome of the disease and increase the survival rate. The benefits of early diagnosis of IMM can be achieved if: Recognition
of host factors, careful assessment of clinical manifestations, early use of computed tomography (CT) and magnetic resonance
imaging (MRI) modalities, optimal use of clinical microbiological methods and expert evaluation of histological and cytological
preparations were performed. The question is; what are the challenges of early diagnosis? According to previous experiences, more
than 75% of DKA cases suffered from mucormycosis were expired before initiation of successful treatment. On the other hand most
of the survivors of IMM were those well-fortunate Patients who have been treated before the onset of the symptoms.In this plenary
contribution, the fortunate & unfortunate patients, the challenges and the golden routes of diagnosis of IMM will be discussed.

Keywords: Invasive Mucormycosis, Early Diagnosis, Treatment
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Laboratory Approach for Diagnosis of Cryptococcosis During Decades and The Limitations
Tahereh Shokohi 1 *

1- Invasive Fungi Research Center (IFRC) Mazandaran University of Medical Sciences, Sari, Iran-Department of Medical
Mycology, School of Medicine, Mazandaran University of Medical Sciences, Sari, Iran

shokohi.tahereh@gmail.com

Cryptococcosis can present in various clinical forms,such as pulmonary, meningitis,meningoencephalitis,visceral, osseous,
mucocutaneous,and cutaneous and presents as acute,subacute, and chronic infections.Meningitis is one of the most common clinical
forms in the world, with over 1 million cases (625,000 deaths per year) Cryptococcal meningitis is life-threatening disease affecting
healthy and immunocompromised individuals,especially patients with AIDS.Laboratory diagnosis of this form of cryptococcosis
involves direct demonstration of encapsulated yeast in cerebrospinal fluid, isolation of C.neoformans /C.gattii species complex from
culture media, biochemical and immunodiagnostic tests ..Culture is gold standard for diagnosis cryptococcal meningitis (CM), but has
several drawbacks including laboratory facility requirements,false negative result due to low the fungal burden.Latex agglutination(LA)
test for detecting cryptococcal antigens(CrAg)in spinal fluid and serum demonstrated some cross-reaction with a Trichosporon and
Klebsiella species, starch,disinfectants, and soap.Indirect Fluorescent antibody is high sensitive than LA.Enzyme immunoassay(EIA)
has been considered the most sensitive and specific for the detection of cryptococcal antigen but need the equipment and trained
personnels.CrAg LFA(Cryptococcal Antigen Lateral Flow Assay)is an immunochromatographic dipstick assay for the qualitative
and semi-quantitative detection of CrAg in CSF, serum or plasma that rapidly detects using monoclonal anti-cryptococcal conjugated
antibodies againstC.neoformans andC.gatti complexes.CrAg LFAhas revealed equal or higher sensitivity compared to that of enzyme
immunoassay(EIA)and latex agglutination(LA)test.CrAg LFA assay useful for screening blood in asymptomatic cryptococcosis, one
or two months before the yeast cells invade the central nervous system. CrAg LFA as the most promising point care for screening of
the serum of HIV patients with CD4 < 100 with a sensitivity of 100 % and a specificity of 99.8 %.CrAg LFAis thermostable, affordable
and requires very little training for optimal use particularly in restricted budget situation.This novel test has the potential of being a
point-of-care test and may substantially reduce the universal burden of cryptococcal meningitis.

Keywords: Diagnosis, Cryptococcosis, Cryptococcal Meningitis, Antigen, HIV, Point of Care Test, Lateral Flow Assay
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The Efficacy of Posaconazoleagainst Azole-Resistant Invasive Aspergillosis in in Vitro Phar-
macokinetic/ Pharmacodynamic (PK-PD) Model
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1-Faculty of Pharmacy, University of Babylon, Iraq, 2-Department of Clinical Laboratory Sciences, Pharmacy College,
Babylon University, 1 Al-Jameaa Quarter, Babylon, Iraq, 3-Department of Pharmacology and 2Department of Forensic
Medicine and Toxicology, Medical School, University of Athens, Athens, Greece

rafalalsaigh@gmail.com

Background. Azole-resistant invasive pulmonary aspergillosis (IPA) is associated with high mortality rates (>80%). Posaconazole
is used for prophylaxis and as salvage therapy of IPA and it retains in vitro activity in most azole-resistant Aspergillus fumigatus. Its
potential role in primary therapy against azole-resistant [PA was investigated with an in vitro pharmacokinetic pharmacodynamic
(PK-PD) model.Methods. Four clinical isolates of A. fumigatuswith CLSI MICs from 0.030-16 mg/L were studied in an in
vitro PK-PD model simulating human PK. Drug levels were measured with a bioassay and fungal growth was determined with
galactomannan production. The human dosing regimens simulated with susceptibility breakpoints were determined using CLSI/
EUCASt 48h readings, the in vitro PK-PD relationship and Monte Carlo simulation.Results. The AUC/MIC associated with
50% of the maximal antifungal activity was 160 and 22.3 with q.d. and b.i.d. dosing regimens, respectively. The susceptibility/
intermediate/resistant breakpoints were 0.125/0.25-0.5/1 mg/L for CLSI/EUCAS. A trough/MIC ratio of 2.6 was determined for
therapeutic drug monitoring (TDM). TDM is not necessary for isolates with MICs <0.06 mg/l, important for MICs of 0.125 mg/I
and unavoidable for MICs 0.25-0.5 mg/1 with the 400 mg b.i.d. oral dosing regimen whereas for non wild type isolates with MICs
1-2 mg/1 the iv 300 mg b.i.d. and not q.d. dosing regimen was effective.Conclusions.Posaconazole iv formulation may have a role
in primary therapy of azole resistant IPA more than oral form

Keywords :In Vitro Pharmacokinetic Pharmacodynamics Model, Invasive Pulmonary Aspergillosis, Posaconazole, Azole-Resistant
Aspergillus Fumigatus, Therapeutic Drug Monitoring
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The Importance of Behaviour in Advancement of Clinical Laboratories
Shirin Fakhri Moradi Azami 1 *, Kaivan Khassi 1
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The vast and spectacular advances of today’s world in different fields have led ethics to be raised in different sciences separately.

Carrying out medical tests on accuracy, accuracy, speed, and using the world’s methods as well as attention to the maintenance of
rights, respect for human dignity of recipients of services is one of the priorities and requirements that, along with the establishment
of quality management systems, can have a significant impact on Increase satisfaction of clients. Ethics as an inseparable part of
medicine has long been considered by the Scientists and its reflection is evident in the ancient scriptures and ancient works of
medicine. Also, ethics and philosophy of ethics are one of the most important and most scholarly sciences in Islamic terms, and
this fact is expressed in various verses and various hadiths. Medical education is a set of moral principles and rules that value and
condemn The field of medicine is used. In this study, we tried to highlight some of the important ethical issues associated with the
diagnostic laboratory. Accuracy of speed, observance of ethics and maintaining trust and confidentiality in applying scientific and
technical methods based on the latest achievements of the world today and standardization, are very important features that can
pave the way for advancement and promotion of a clinical diagnostic laboratory.

Keywords: Behaviour, Clinical Laboratories
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Hakim Seyyed Esmaeel Jorjani in the Middle of the Path of the Iranian Medicine
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Humanities & Social Sciences, History Department
soheil nasri@yahoo.com

Background and Objective: Iranian medicine, in our country, has been developed and implemented by the great scholars such as
Zakaria Razi, Akvini Bukhari, Ali ibn Abbas Ahwazi, Abu Ali Sina, Seyed Esmaeel Jorjani, Aghili Khorasani, and others. However,
Iranian medicine is based on Greek medicine, but the Iranian medicine has paid attention to the deficiencies of Greek medicine,
and has completed and upgraded it. The purpose of this article is to study the position and prominence of the prominent Iranian
intellectual Sayyid Esmaeel Jorjani. Methodology: A descriptive study and a library review that has been carried out by reviewing
historical texts and histories in the history of medicine and wisdom of Seyyed Esmaeel Jorjani. Conclusion: Jorjani was in the
middle of a path where, before him, renowned doctors such as Ali ibn Rabin Tabari, Zakaria Razi and Ali ibn Abbas Magnus Ahvazi
and Abu Ali Sina shone, and after him doctors like Hakim Mir Mohammad Arzani, Aghili Khorasani and Azam Khan Cheshti And
... they came to the scene. His role as one of the leading pioneers of Iranian medicine is very valuable and worthwhile. He has been
able to bring Iranian medicine well into the path of excellence and progress and deliver this precious heritage to the posterity.

Keywords: Seyyed Esmaeel Jorjani, Iranian Medical History, Iranian Medicine, Traditional Medicine
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Ethical and Professional Commitments and Responsibilities of Laboratory Staff
Mohsen Fadavi *
fadavima@yahoo.com

A large part of the important developments in the diagnosis, care and treatment of diseases is due to the activities related to the
field of medical laboratory science. The importance and specialty of the services of medical laboratories in the health system, the
scope of the provision of medical laboratory services in quantitative and qualitative terms, the existence of numerous techniques,
technological advances, and the booming market of laboratory equipment; highlights the need for attention The ethical challenges
encountered in this field are biomedical activities. From a professional ethics perspective, there is a wide range of ethical issues for
all stakeholders, who will have important personal and social perspectives. With such a premise, it is evident that we always face
issues such as respect for the rights and dignity of recipients and providers of services. Examples of confidentiality and privacy in
all stages of sampling, preservation and maintenance of samples, diagnostic methods, render of test results, ethics in the research
and the use of databases in medical science labs, conflict of interests, justice and many professional ethical considerations are
ongoing in the process of providing laboratory services. We hope to believe that professional ethics are the spirit of our activities in
laboratory science and not a ceremonial attachment.

Keywords: Professional Ethics, Laboratory Sciences, Patient Rights
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How to Handle Medical Laboratory Violations and Misconducts
Majidreza Khalajzadeh 1 *

1- Iran University of Medical Science
majidkhalaj@yahoo.com

The laboratory staff, as a large group of medical professionals, is responsible for serving patients and protecting the health of
the community. Failure to comply with this laws and negligence in performing legal duties by technical and laboratory staff is a
violation. Sometimes the subject of the offense is announced through the regulatory agencies, and sometimes each person who
has somehow been linked to the lab will follow up on the misconduct in the laboratory. A group of offenses in the laboratory has
the nature of the law enforcement and the medical council is responsible for dealing with such violations. There are other types of
medical offenses that can be made in the form of medical crimes. In this case, the patient suffers from physical and psychological
damage as a result of the fault, misconduct or mistake of the laboratory. In this situations the cases are referred to the public
prosecution and revolutionary courts or criminal courts. Another category of offenses related to the issue is the fee and is handled
by the Taazirat organization.

Keywords: Medical Laboratory, Professional Misconducts
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The Rights and Responsibilities of Lab Science Experts in Legal System of Iran
Mahmoud Abbasi 1*
1-Head of the Iranian Medical Law Association and Head of the Center for Ethics and Medical Research , Shahid Beheshti

University of Medical Sciences, Tehran, Iran
dr.abbasi@sbmu.ac.ir

Every professional system is based on the principles and rules that define and coordinate relations between the members of that system of
professionals and providers and recipients of service. One of the most valuable systems in which medical science is the basis of diagnosis and
precise therapeutic decisions is laboratory science. Specialists and practitioners of laboratory science as the fundamental pillars of diagnosis
and treatment have rights and responsibilities that are reviewed at medical examination. The rules and regulations governing the academic
study have recognized a set of these rights and responsibilities that familiarity with them is a necessity to carry out professional activities.
Adhering to rule of ignorance does not obviate the requirement of liability. This implies the necessity and importance of paying attention to
it. Laws and regulations are guidance boards towards the future which establishes the codes of behavior. Deviations from these graphic lines
are the consequences of what we call lack of responsibility. Some of this responsibility can be found in civil, criminal, and law enforcement
matters. Overall, the liability of lab science can be defined by the requirement of experts in the field of laboratory science to compensate for or
respond to violations of the laws and regulations governing laboratory knowledge. Its implementation is guaranteed by the courts. One of the
most striking examples of this responsibility is laboratory tests, errors that are always worrying. For specialists of this field, new biomedical
developments and new technologies and diagnostic facilities that have been put into the laboratory in recent years have brought new challenges
to this area and addressing it and examining the various dimensions of such problems are inevitable necessities. The writer of these lines,
within the framework of current laws and regulations and related principles explains and describes the rights and responsibilities of laboratory
scientists in Iran’s legal system.

Keywords: Medical law, Civil liability, Laboratory Science, Criminal Responsibility, Laboratory Science
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Disciplinary Infringement in Lab Science Jobs: The Statistics
Navid Rahbar *
navid.rahbar@gmail.com

Every year, many people are required to carry out the tests to detect and diagnose the disease, while some people are suffering from serious
illnesses but the test results do not show any such disease. Conversely, in the laboratory results of some healthy people, a certain type of serious
and chronic disease is observed. The laboratory misleading outcomes cause anxiety and time-waste and costs; if the current condition in the
test result is more than the limit defined, it can affect the patient’s life. There is not enough evidence of a number of laboratory problems.
Laboratory faults nowadays have reduced due to number of internal audits, accreditation and testing for all laboratories in the country due
to the establishment of standardized guidelines. Also, observance of laboratory standards indicators in all laboratories, especially public
laboratories seeking quality control, has been effective in reducing laboratory errors. According to some statistics, the incidence of laboratory
faults depending on the type of test ranges from 3 to 30 %; any factor can provide a laboratory error; this threat can occur in the laboratory and
the degradation of the diagnostic device, the fluctuation of electricity or the refrigerator, and negligence are the common causes though pre-test
errors are the most common laboratory errors. Research shows that the causes of a major part of the factors that result in failure of sending
test result or erroneous resultsare related to post test stage. The errors in lab services are due to problems that occur outside the laboratory.
Lab errors are often categorized into pre-analysis, analysis, and post analysis errors in which more than 60% of the laboratory errors are
associated with pre-analysis errors as the patients are not usually prepared for the tests. Prior to the test, the patient should be prepared and some
conditions must be ready. Fatigue, drug misuse, having severe physical activity, smokingshould be excluded to ensure that the test is carried
out. Moreover, errors during the analysisand the failure in labelling (labelling the specimens) are other common types of errors which occur
rarely. Laboratory errors may also be due to technical problems in the laboratory equipment, which, according to statistics are the infrequent
laboratory errors. Post-analysis problems are executive errors and typing the test’s result; even the laboratory test results may address to
another patient. However, any type of error even the most infrequent ones or the rare types may reduce the trust of individuals and physicians
to the lab community. It would seem that the reduction of laboratory errors is dependent on establishment of a system which is supportive
of the lab qualitatively and correct the errors in addition to surveillance and control of labs. Based on the studies conducted, applying the
existing guidelines for improving existing laboratory services, recording and correcting errors for preventing and reducing them, in particular,
monitoring and maintaining continuous responding are very important factors. Indeed, the mutual collaboration of physicians and nurses with
lab would reduce the errors significantly.
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Hepatitis and liver diseases are global health
concerns. There are a set of complications
with liver inflammation which could result
in cirthosis and liver failure. Fortunately,
with recent advances of hepatology in terms
of prevention, management and treatment,

laboratory diagnosis and monitoring of liver
diseases have transformed greatly. Some of
these achievements are advances in diagnosis
of viral hepatitis and non-invasive diagnosis of
liver fibrosis based on laboratory seromarkers.
With knowledge of increasing burden of liver
diseases, the role of laboratories in diagnosis
and management of liver diseases will greatly

Recent Publication
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for the clinical management of hepatitis C in Iran:
a consensus-based national guideline. Hepatitis
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Prof. Alavian graduated in medicine from Tehran University of Medical
Sciences. He had the second rank in the board certification test. He established
the first hepatitis clinic and was founder and editor-in-chief of Hepatitis
Monthly Journal. He has been a member of the National Committee for
Hepatitis in the Iranian Ministry of Health and Medical Education. He has
been the professor and chairman of Digestive and Liver Research Center at
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The Prevalence of Anti-Hbc Ab in Blood Donors: The Importance of Screening Kits
Asma Bahrami 1, Masoud Parsania 1, Aliakbar Pourfathollah 2, Zohreh Sharifi 3 , Sadegh Abbasian 3 *

1- Department of Microbiology,Faculty of Advanced Science and Technology, Tehran Medical Sciences, Islamic Azad University,
Tehran, Iran, 2- Department of Immunology, School of Medical Sciences, Tarbiat Modares University, Tehran, Iran , 3- Blood
Transfusion Research Center, High Institute for Research and Education in Transfusion Medicine, Tehran, Iran
abahrami64(@gmail.com, masoud_parsania@yahoo.com, pourfa@yahoo.com, z.sharifi@ibto.ir, abbasian_sadegh@yahoo.com

Introduction: HBV infection is associated with a variety of clinical manifestations including acute hepatitis and hepatocyte
carcinoma. Nearly 250 million people are infected with the virus in the world. Objective and important: Occult Hepatitis B infection
(OBI) is a state of hepatitis where the virus can be detected with low loading in the serum and the anti-HBc positive serologic
marker but HBsAg is negative. Different kits have been developed to detect Anti Hbe. In this study Dia-pro diagnostic bio probes
HBC-AB and Enzygnost® Anti HBC monoclonal simense kits have been compared with the emphasis on the diagnosis of occult
hepatitis B virus infection. Method: Dia-pro diagnostic bio probes HBC-AB (lot: c6t4/3) and In this study Enzygnost® Anti HBC
monoclonal simense (lot: 47203) kits were used. The population study was blood donors in Golestan province. The donors were
negative for HBs Ag. SPSS 16.0 software was. used for data analysis and paired sample t-test was used to compare two kits. Result:
Of the 4313 donors, 498 cases (11.5%) were diagnosed with the anti-HBc antibody with dia-pro diagnostic bio probes HBC-AB
kit. The 498 cases were positive with the Dia-pro kit, tested again with the anti-HBC monoclonal simense kit that 38.4%(8.5%)
were positive. Despite the difference in the number of positive cases with two kits, this was not statistically significant. (p>0.05)
Conclusion and discussion: Using anti HBC monoclonal simense Causes a lower prevalence of antiHBc Ab. As a result, the use of
different screening kits may cause a different report of the anti-HBc Ab test.

Keywords: Hepatitis B, Chronic, Hepatitis B Antibodies, Blood Donors
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Accurate Approach SNP-Typing (Rs738409) in Patients with Non-Alcoholic Fatty Liver
Disease (NAFLD)

Alireza Rafati 1 *, Mohsen Nosrat Abadi 2, Zahra Ahmadi Pour 2, Amin Serpoosh 2, Mahdieh Afromand 2

1- Department of Clinical Laboratory Sciences, Sirjan School of Medical Sciences, Sirjan, Iran, 2-Department of Genetics and
Biochemistry, Sirjan School of Medical Sciences, Sirjan, Iran

alirezarafati24(@yahoo.com, nosratabadi.mohsen@yahoo.com, zahra.ahmadipourll@gmail.com, serposh72@yahoo.com,
m.afroomand@gmail.com

Fatty liver (hepatosteatosis) is the earliest abnormality in the pathogenesis of non-alcoholic fatty liver disease (NAFLD) and
alcoholic fatty liver disease (AFLD) In fact, the liver has a little fat always, but if it becomes over 10 percent of liver volume AFLD
and NAFLD could be caused. nonalcoholic fatty liver disease (NAFLD) is a lot more common than you think. There is no single
reason or cause as to why so many suffer from this disease. Most often is a mix of different causes. is exposed in the presence of
other risk factors, such as severe obesity, visceral adiposity, increased intake of sugars or omega-6 poly-unsaturated fatty acids,
and other genetic factors. This study aimed to investigate the relationship single polymorphism PNPLA31148M in patients with
NAFLD and compared the results with those reported in other parts of the world sets. DNA was extracted from the peripheral
blood of 85 patients with non-alcoholic fatty liver disease and 120 normal persons. 356 bp gene fragment was amplified by the
polymerase chain reaction (PCR). subsequently, the mutation was screened for random fragment length polymorphism analysis
(RFLP). Statistical analysis showed that the risk allele (G-allele) frequency of rs738409 was 40.07 % in the control subjects and
80.12 % in patients with NAFLD; this shows a strong association PNPLA31148M polymorphism with the non-alcoholic fatty liver
disease in our population (P-value <0.001 OR =3.651, CI: 2.123 - 4.471).

Keywords: SNP, NAFLD, Allele Typing, Liver
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Update in Viral Hepatitis in Iran
Seyed Moayed Alavian 1 *

1- Bagiyatallah Research Center for Gastroenterology and Liver Diseases (BRCGL) - Baqiyatallah University of Medical
Sciences
alavian@thc.ir

Hepatitis C virus (HCV) infection is a major public health issue worldwide. This infection is one of the major causes of chronic
hepatitis with the risk of progression to cirrhosis and HCC. An estimated 186,500 individuals are currently infected with hepatitis
C in Iran and require treatment. Treatment of HCV infection has been revolutionized by introduction of DAAs. In many countries,
people don’t have access to a course of brand-name direct-acting antiviral drugs due to their high cost. Generic medications have
a significant cost advantage because they do not require the background research and development studies to support registration.
India, Egypt and Iran are pioneer in developing generic brands for therapy of HCV infection. In Iranian consensus guideline
for therapy in HCV infection, Sofosbuvir/Ledipasvir and Sofosbuvir/Daclatasvir according to their affordability are suggested.
The experiences regarding generic brand presented to scientific community. Preliminary data about the efficacy of 12 Weeks of
Sofosbuvir-Daclatasvir, and Ribavirin in treating hepatitis C patients with cirrhosis, Genotypes 1 and 3 showed precious outcome
with high achievement of SVR12 (98%, per-protocol, 92% intention-to-treat). Efficacy and safety of Generic Sofosbuvir/Ledipasvir
fixed-dose combination in Iranian patients with chronic hepatitis C infection was acceptable as well. We can conclude that Iranian
generic medicines provide greater access to the treatments due to their greater affordability. They also enhance health-system
efficiency. And in management of chronic hepatitis B infection, the new type of Tenofovir, Tenofovir alafenamide 25 mg daily is
available in Iran now.

Keywords: HCV, HBV, Liver Disease, Treatment, Iran
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Autoimmune Hepatitis: Immunopathogenesis and Diagnosis
Mehdi Shekarabi 1 *

1- Department of Immunology, Faculty of Medicine, [UMS (Iran University of Medical Sciences) Masood Clinical Laboratory,
Tehran
m_shekarabi@yahoo.com

Autoimmunehepatitis,(AIH),asevereliver disease affecting all groups world wide, but with higherincidence in Scandinavia,preferentially
affects females is age range30-45years. AIH is a chronic inflammatory disease of unknown etiology resulting from immune-mediated
destruction of hepatocytes.Genetics certainly represent a strong risk factor,strongly influenced by HLA, genes encoding HLA class I
DRBI confirmed by GWAS.In particular expression of HLA DRBI*03:01,DRB1%04:04 in European and North Americans,Infections
specifically such as HCV may trigger a process of molecular mimicry leading to exaggerated response against self components
HCV shares amino acid sequence homology with autoantigen target LKM-1.10% of HCV patients are seropositive for anti-LKM
.Medications in particular antibiotics,statins,anti —TNF are also candidate of immune medicated damage.The immunopathology
orchestrated by CD4+TCells, Th1,Th2,Th17secrete huge amount of cytokines such as,IFN, TNF,IL-10,IL-15,IL-6,IL-17etc. There is no
single diagnostic test for AIH,diagnosis based on several clinical,serological,biochemical and histological frandings so autoantibodies
represent a critical features.not only serum ANA,SMA,LKM should be tested but in suspected cases LC-1,PANCA, SLA/LP and
ASGPR are also detected.Liver biopsy and histology remains critical, in fact although no typical feature can prove the diagnosis,but
histology remains the gold standard for grading, staging and response to therapy.

Keywords: AIH, Pathogenesis, Lab Diagnosis, LKM-1, Autoantibodies
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The field of medical toxicology, like all other medical sciences in the world,
is rapidly expanding, and this progress is due to the increase in the production
of various toxins, including natural pesticides, chemicals, bio-contaminants,
microbial toxins and medicines, and in general due to the production of toxic
compounds by microorganisms, plants, animals and primarily the man himself.
The main role of medical toxicology is identification of toxic and damaging
substances and attempts to reduce them in case of injury, diagnosis and treatment
of toxins. Diagnosis and treatment of poisoning without paraclinics, especially
the lab, will not be successful because the identification of the type of toxin and
its effect on the body is dependent on laboratory methods. The use of all parts of
the medical diagnostic laboratory in clinical toxicology is inevitable. Due to the
extensive testing and clinical testing of clinical toxicology, today the toxicology
section in the medical diagnostic laboratories operates as a separate department
with technical equipment under the supervision of a specialist in toxicology.
Another branch of preclinical toxicology entitled Forensic Toxicology has a
history of thousands of years to detect traces of toxins in the suspicious deaths
or murders or rape. Because of the development of scientific methods of crime

detection around the world in the judiciary, criminal police, international police
and spy agencies, Forensic Toxicology has got an extended structure. Given
this introduction, clinical toxicology and the medical diagnostic laboratory can

Kdiscussed and elaborated with the presence of the professors of the field. )

Recent Publication
Herbal medicines in Iran advertised

not be separated, and at the International Congress on Clinical Toxicology and a Opl(?ld withdrawal drugs
Laboratory Promotion, the latest scientific and laboratory achievements are analysis by gas romatography-mass
spectrometry
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Laboratory Methods Used to Diagnose Psychotropic Compounds and Drug Addicts in The
Forensic and Criminal Procedures

Alireza Timchehhariri 1 *

1- Medical Jurisprudence
haririta@mums.ac.ir

Here are probably 500 thousand vendors and small - time a total of 1,000 tones of drugs are consumed annually in Iranthe use
of diagnostic kits has become routine everywhere, even police stations and judicial authorities nowadays; the use of diagnostic
kits has become routine everywhere,even police centers and judicial authorities. Unfortunately, the results of these screening tests
are sometimes referred to as a conclusive result. Due to the faults above, these results have a positive discussion. It should not be
declared as a definitive result to the concerned authorities laboratory detection methods in two parts of 1screening tests including
tests color, TLC,GC,immunoassay and 2 confirmatory tests involving thin layer chromatography, TLC gas chromatography, liquid
chromatography with high pressure HPLC GC / GC electrophoresis MASS / Mass GC electrophoresis MASS / Mass atomic
absorption.so, the kind of laboratory method for each case and case is determined and implemented.For example, it is easy to study
some of its medicinal plants in urine or blood, toxicology tests, sometimes using low cost, rapid, and effective color tests. At the
same time, the results are important, and it does not only result in the conclusion of a cumbersome process of time - consuming and
cost - consuming methods. That makes sense of confusion and confusion.It s important to protect the dignity of the people. A false
positive response may change the fate and path of one’s life. It may lead to a lawsuit to claim defamation.

Keywords: Diagnose, Psychotropic, Opioid, Forensic
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Serological Study of Enterotoxin Production by Staphylococcus. Aureus Strains Isolated from
Restaurant Staff in North of Iran

Leila Fozouni 1 * , Mahsa Tahaii 1, Teena Dadgar 1

1- Department of Biology, Gorgan Branch, Islamic Azad University, Gorgan, Iran
lili_kia@yahoo.com, maahsa.tahaei@gmail.com, dadgar teena@yahoo.com

Background and Aim: Staphylococcus.aureus inducing various types of enterotoxin, is one of the most important causings of food
poisoning. The aim of this study was to determine the frequency of enterotoxigenic S.aureus strains isolated from restaurant staff
in north of Iran. Materials and Methods: In this descriptive study the samples were taken from the anterior nasal part and hand of
resturant staff (n=185), using a sterile swab. Being cultured on Mannitol salt agar, the suspected colonies were identified by gram
staining as well as catalase, coagulase and DNase tests. Staphylococcal coagulase-positive strains with RPLA (Reversa passive
latex agglutination), a semi-quantitative method, also using the SET-RPLA kit were evaluated . Results: The frequency of S.aureus
isolates from resturant staff was reported % 48. The most abundance by gender was in male (78%) and in terms of staff position at
the restaurant was found in crew (%53) .(P<0.05) In the serological study, 27% of the isolates were able to produce enterotoxin, the
most common type belonged to enterotoxin B (SEB) (59%). Conclusion: Based on our findings, it has been found that in carriers
related to food, there is a possibility of enterotoxigenic coagulase-positive Staphylococci, which is considered as a risk factor for
public health. Therefore, it is recommended that the health Individuals should be emphasized when preparing food at all stages to
reduce the risk in the food chain.

Keywords: Staphylococcus.aureus, Restaurant Staff, Enterotoxin

(YA The 12" International & 17" National Congress on Quality Improvement in Clinical Laboratories April 18-21,2019



Laboratory & Diagnosis Vol. 10, No 42, Supplement Issue

Alcohols, Laboratory Diagnosis, Procedures and Interpretation
Sayed Hossein Ghaziasgar 1 *

1- Isfahan Forensic Centre, Malehshahr Isfahan
dr_ghaziasgar lab@yahoo.com

Increasing alcohol abuse nowadays is amongst the medical issues and as we know, medical laboratories play a significant role in
the process of diagnosis. In this lecture we talk about important alcohol types , accidental intoxication , doses resulting in poisoning
, coma and death , all appropriate clinical samples for diagnosis , sampling methods, various analytical procedures in body fluids ,
such as blood , vitreous fluid and exhaled air , as well as alcohol detection and traceability in non-biologic and suspected samples.

Keywords: Alcohol, Diagnosis, Ethanol, Methanol, Vitreous, Blood, GC

077

Clinical and Forensic Toxicology Laboratories: Opportunities and Challenges
Kambiz Soltaninejad 1 *

1- Legal Medicine Organization of Iran, Legal Medicine Research Center
kamsoltaninejad@gmail.com

Introduction: Clinical toxicology labs play an important role in the diagnosis, treatment, and monitoring of a variety of acute and
chronic poisonings. Also, the forensic toxicological laboratories are responsible for detecting the cause of death, drug abuse, and
criminal poisoning for legal and judiciary authorities. Aim: In this paper, the status of clinical and forensic toxicological laboratories
in the country, and some of the existing opportunities and challenges have been reviewed. Method: The present article is conducted
through a review of available scientific resources, such as articles published in scientific databases, congress abstracts, reference
books and information available on relevant official sites. Results: Clinical toxicology labs in the country are limited to the academic
centers and governmental hospitals in some provinces of the country or in the private sector as part of the medical diagnostic
labs. Nevertheless, forensic toxicological laboratories as a part of the Legal Medicine Organization of Iran are established at
various levels in all provinces and operate as a network of specialized laboratories. Conclusion: Inadequate number, inappropriate
geographic distribution, and the lack of a national reference laboratory in the field of clinical toxicology labs are among the most
important challenges in this area. Dependence on a variety of sophisticated equipments with foreign source is the other common
challenges exist in both laboratory areas.

Keywords: Clinical Toxicology Laboratory, Forensic Toxicology Laboratory, Challenges

The 12th International & 17th National Congress on Quality Improvement in Clinical Laboratories April 18-21,2019



Laboratory & Diagnosis Vol. 10, No 42, Supplement Issue

Laboratory in Diagnosis and Management of Acute Poisoned Patients
Mahdi Balali-Mood 1 *

1- Medical Toxicology Research Center, Mashhad University of Medical Sciences, Faculty of Medicine, Mashhad, Iran
balalimoodm@mums.ac.ir

Due to lack of effective poisons control, acute poisonings are common in some developing countries including Iran. Laboratory
tests, particularly toxicological investigations are important in diagnosis and management of poisoned patients. Toxicological
tests: These tests are divided into qualitative (screening) and quantitative investigations. Qualitative test are usually performed
in the urine, whereas most of quantitative tests are being done on blood (whole blood, serum or plasma). The most common
tests are immunoassays, which have the advantage of being fast and highly automated. The combination of immunoassays and
chromatography lead to immune chromatography that has recently been used for both qualitative and quantitative tests. The
screening test may have false positive/negative results and thus should be confirmed by specific quantification methods such as
gas/liquid chromatographic spectrometric techniques. Clinical applications: Request for toxicological tests should be based on
clinical indication for a poisoned patient. Screening tests may be used for initial evaluation of a patient. Quantitative toxicological
test may be used for diagnosis, evaluation of toxicity severity, requirement of antidote therapy and prognosis of poisoned patients.
In acetaminophen overdose, determination of its serum concentration at and after 4 hours of ingestion is of great importance, as no
specific clinical manifestation can be detected during the early stage of this poisoning. General laboratory tests such as biochemical
and hematological tests are also required as clinically indicated and should not be routinely used. Conclusion: Rational use of
toxicological and the other required laboratory tests are very important in clinical management of poisoned patients.

Keywords: Laboratory, Diagnosis, Poisoned Patients
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Educational Curriculum Continuing Education in the Field of Toxicology of Graduate
Students in Laboratory Science

Majid Amouee *
majid_amouie@yahoo.com

Medical Toxicology is one of the branches of medical knowledge that is a subset of the Ministry of Health and has a second degree in
Masters and Doctorate. A multilateral science that needs research at all. Different spheres of toxicology are legal, analytical, clinical,
environmental, pharmaceutical, reproductive, and mineralogical The future is of great interest. The main mission of the training is
to provide experts who can carry out toxicology work in health, research and service systems. 2. In detecting and measuring toxic
substances and drugs in biological and non-biological fluids, the chronic effects of weapons Chemical, environmental poisons,
legal toxicology and prevention of poisoning The tools and methods of research in this science should also be transformed and new
biochemical, cellular and molecular techniques used. The results show that graduates of laboratory sciences who received advanced
postgraduate studies in toxicology have been very successful and hope that this field can be used in the Department of Laboratory
Sciences In the next ten years, they will have a real place. Graduates who study in this field can work at medical and research
centers after graduation, or they can continue their postgraduate studies. The total number of master’s degrees, including the thesis,
is 32, and the specialty doctorate is 47 units.Accepted scientific degrees for taking Ph.D. Test of English language proficiency and
having one of the documents of the Encyclopedia of General Ph.D. in Pharmacy or the General Medical Doctor, Master of Science
in Pharmacy, Toxicology, and Pharmacy.
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Laboratory & Cancer Genetics (Diagnosis, Prognosis, Monitoring) O80-O84
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In recent years, various molecular and medical geneticstests have given a
special place in diagnosis, prognosis, choice of treatment, follow-up and its
effectiveness in various malignancies. Due to the diversity and complexity of
the tests in this area, the cooperation between different specialists, including
hematologists-oncologists, medical geneticists, and pathologists would be
necessary and at the moment, we will try to create this joint collaboration.
By reviewing the epidemiology of cancer, its genetics and personalized
medicine, the debate began and then focusing on colon and rectum cancers,
lungs and hematopoietic malignancies, and the role of molecular diagnosis
- genetic medicine in the diagnosis and classification, determining the
prognosis, choosing the appropriate treatment based on evaluation of
mutations in various genes that greatly affect the response to treatment.
Knowledge of genomic changes and polymorphism of each individual
who requires the use of different technologies and their standardization, in
addition to the effectiveness of treatment, will save on the cost of treatment,
duration of hospitalization, and ultimately patient’s outcome. The modern
methods which is available in the country are discussed at the current level

as well as the latest available technologies in the world and according to the Recent Publication
existing problems, optimal solutions would be proposed which would be 1. Textbook of Blood Banking &
used for providing better services. Transfusion Medicine,2005
Personalized medicine, cancer, genetic, molecular diagnosis and Clinical 2. Translation, Interpretation of
Laboratory laboratory Tests, J. walach. 1999.
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Application of Laboratory Testing in Cancer Diagnosis, Prognosis and Disease Monitoring

Mohammad Taghi Akbari 1 *

1- Department of Medical Genetics, Tarbiat Modares University - Tehran Medical Genetics Laboratory
akbarimt@gmail.com

Cell biology and molecular genetics have revolutionized our understanding of cancer in recent years. Certain hereditary pathogenic
variants confer an increased risk of developing cancers during an individual’s lifetime. The early identification of pathogenic variants
in cancer predisposition genes represents a fundamental step in the diagnosis, management and treatment of individuals and families
with hereditary cancer syndromes specifically in colorectal and breast cancer. Besides identifying the unique genetic makeup of each
patient and their cancer, biomarker-based oncology testing which is mostly based on genetic testing of cancer cells (somatic variants) is
helping to revolutionize cancer treatment. Testing patients for specific biomarkers can provide insight into diagnosis, prognosis, and the
patient’s likelihood of responding to certain treatments. With this information, we can help predict the probable outcome of an individual’s
disease, and enable clinicians to personalize the clinical management for each patient including screening program and prophylactic
surgery which in the best way is applied in hereditary breast and ovarian cancer due to BRCAs genes mutation. However, there are still
challenges regarding the susceptibility genes with reduced penetrance such as CHEK2 and CDHI1 in breast cancer and variants of uncertain
significance in highly penetrant genes which needs highly professional pre and posttest genetic counseling for result interpretation.

Keywords: Cancer, Genetics, Testing
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Molecular-Genetic Diagnostic Tests in the Diagnosis, Prognosis and Treatment of Hematologic Malignancies

Behzad Poopak 1 *

1- Associate Professor of Hematology, Department of Laboratory Sciences-Paramedical Faculty, Islamic Azad University of
Medical Sciences, Tehran, Iran

bpoopak@gmail.com

In recent years,various molecular and medical genetics tests have been find the special importance in the diagnosis,prognosis, choice of
treatment, monitoring of the treatment and its effectiveness in hematological malignancies. Leukemia is account for 5.5 percent of all
malignancies in men and 4.3 percent of all malignancies in women,so it recorded as fifth place in all male’s malignancies and fourth
place in all female malignancies.In the latest classification of the World Health Organization,the status of molecular-genetic changes has
become more significant than ever,leading to the introduction of new types or subtypes.Genetic-molecular changes in blood malignancies
may be due to changes in the number,addition or deletion of parts of the chromosome (s),new rearrangements,fusion, point mutations,or
in some cases as complex changes.For this reason,use of various techniques including common karyotype,FISH,polymerase chain
reaction,sequencing,NGS,array techniques,and other methods are popular for detecting them.Diagnosis in some cases,without considering
genetic variation,would not be possible or would be difficult. Among these,the role of PML-RARAfusion transcripts in selecting the type
of treatment for patients with AML-M3 with different methods,especially RT-PCR,may be indicated. The role of Jak2V617F,MPL-W515K/
Land Calreticulin mutations in diagnosis,prognosis and monitoring of treatment for patients with myeloproliferative neoplasms is important
and is also mentioned in the WHO guide.The molecular diagnosis has particular importance in patients with chronic lymphoid neoplasms,
such as follicular lymphoma with t(14;18),mantel cell lymphoma with t(11; 14),Braf-V600Emutation in patients with hairy cell leukemia and
evaluation of [gHV mutation,P53mutation and chromosomal changes,such as the deletion of short arm of chromosome17in CLL patients,are
important recommendations for determining the prognosis and type of treatment by iw-CLL and the ERIC group.The Chromosomal changes
such as t(4;14),t(14;16)are commonly used to determine the prognosis of patients with plasma cell myeloma.The role of rearrangement of
PDGFRa,PDGFRb and FGFRI in the evaluation of myeloid and lymphoid neoplasms with eosinophilia are also commonly used in the
diagnosis of clonality and type of treatment. Evaluation of clonality using rearrangement of heavy and light chain of immunoglobulin genes
in detecting B-cell malignancies and T cell receptor genes including gamma,beta,and delta in T-cell malignancies,have a special significance
in differential diagnosis of reactive hyperplasia form cases of lymphoma.With introducing of molecular indicators in acute and chronic
leukemia, the use of these indices are considerably expanding due to their high sensitivity and specificity in monitoring of measurable or
minimal residual disease(MRD)and is a good basis for determining the response to therapy,changing the treatment,and recognizing the
recurrence of the disease.In patients with CML,based on the results of MRD,response to the treatment,drug resistance due to ABL Kinase
domain mutations,as well as treatment-free remission candidate(TFR)patients can be determined.

Keywords: Hematological Malignancies, Molecular Markers, Mutation,Molecular Techniques

@ The 12" International & 17" National Congress on Quality Improvement in Clinical Laboratories April 18-21, 2019



Laboratory & Diagnosis Vol. 10, No 42, Supplement Issue

Cancer Epidemiology in Iran
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Non-communicable disease (NCD) are responsible for mortality in the world and most deaths are due because of cancer.Based
on the World Health Organization(WHO),cancer is the first or second leading cause of death worldwide.Today due to aging,
population growth,prevalence changes,cancer risk factors and socio-economic factors, the incidence and mortality of cancer is
increased. According to GLobocan 2018,the 5 most common cancer in the world for both sexes are lung, breast,prostate, colon,and
stomach.Cancer in Iran is the third common cause of death.In 2018, about 110115 cancer cases were diagnosed and 55785 cancer
cases died because of cancer.The age-standardized incidence rate(ASR)in Iran for men,women and both sexes are 154.8, 127.7
and 141.6 in 100000 people respectively.Based on ASR in both sexes breast,prostate, stomach,colorectal and lung cancers are the
most common cancers in Iran. The 5 top common cancers based on the age-standardized mortality rate (ASMR)in both sexes are
stomach, breast,lung, prostate and colorectal cancers.Every year in Iran 8070 stomach cancer, 6004 prostate cancer, 5630 colorectal
cases, and 4069 bladder cancer was diagnosed as the most common cancer in the country in men. In women these statistics are as
below:breast(13776 cases), colorectal(4234), stomach (3574), thyroid (3075) and leukemia (2174).1t is predicted that this cancer
statistics of 110115 cancer cases will be going to increase to 238000 cancer cases in 2040. Since most cancers are preventable,this
2 folds increase in the number of cancer is an alarm for policymakers to implement a cancer control program.
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Molecular Laboratory Standards and Sources of Error
Reza Shahsiah 1 *

1- Tehran University of Medical Sciences
shahsiah@yahoo.com

Today molecular diagnostics play a central role in diagnosis,determination of prognosis and choosing right treatment.However,not
only do DNA,and RNA from different sources are used,but multiple steps are involved in molecular testing. Therefore,false positive
or false negative results can arise if standard protocols are not followed in the laboratory. The consequences of an erroneous result
can be devastating for the patients.Therefore,any molecular method that is being used for patient testing should be thoroughly
validated before putting into service.The goal of validation is to determine analytical and clinical characteristics of assay such as sen
sitivity,specificity,specificity,precision and accuracy.After the process of validation is complete,test procedures should be practiced
under quality assurance protocols to ensure quality results. Laboratories can also participate in external quality control programs to
help them assess their performance,continuous monitoring and improvement of their procedures.As any other laboratory test,errors
can occur in pre-analytical,analytical,and post-analytical phases of the process with errors reported mostly in the pre-analytical
followed by the post-analytical phase.Molecular test reports must be complete and accurate. While being brief,the reports should
convey the necessary information to patients and health care professionals.
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A Personalized Treatment for Lung Cancer: Molecular Pathway, Targeted Therapies, and
Genomic Characterization

Babak Salimi 1 *

1- Medical Onshahid Beheshti Medical University
babak salmd@yahoo.com

Lung cancer is a heterogeneous, complex, and challenging disease to treat. With the arrival of genotyping and genomic profiling,
our simple binary division of lung cancer into non-small-cell lung cancer (NSCLC) and small-cell lung cancer (SCLC) is no longer
acceptable. In the past decade and with the advances have been made in understanding the underlying biology and molecular
mechanisms of lung cancer. Lung cancer is no longer considered a single entity and is now being subdivided into molecular
subtypes with dedicated targeted and chemotherapeutic strategies. The concept of using information from a patient’s tumor to
make therapeutic and treatment decisions has revolutionized the landscape for cancer care and research in general. Management
of non-small-cell lung cancer, in particular, has seen several of these advances, with the understanding of activating mutations in
EGFR, fusion genes involving ALK, rearrangements in ROS-1 and ongoing research in targeted therapies for K-RAS and MET.
The next era of personalized treatment for lung cancer will involve a comprehensive genomic characterization of adenocarcinoma,
squamous-cell carcinoma, and small-cell carcinoma into various subtypes. Future direction will involve incorporation of molecular
characteristics and next generation sequencing into screening strategies to improve early detection, while also having applications
for joint treatment decision making in the clinics with patients and practitioners. Personalization of therapy will involve close
collaboration between the laboratory and the clinic. Given the heterogeneity and complexity of lung cancer treatment with respect
to histology, tumor stage, and genomic characterization, mind mapping has been developed as one of many tools which can assist
physicians in this era of personalized medicine. We attempt to utilize the above tool epidemiology, lung cancer treatment, and the
genomic characterization of lung cancer.
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Human Papillomavirus (HPV) is the most common sexually transmitted virus.
Of the more than 100 HPV types that have been detected,.aApproximately
60 types of HPVs have the ability to produce common warts, which arepresent
in some differentparts of the body, such as the hands and feet, and 40 types of
these viruses to beare associated with sexual transmitted diseasesssion. Although
most HPV infections do not cause any symptoms or clinical disease, but long-
lasting HPV infectionsin genital tract, long-term continued HPV infections may
can lead to the development of lesions that produce differentand conditions such
as Condylomata acuminata condyloma acuminate, high-grade intraepithelial
neoplasia, preeclampsiaprecancerous lesions and cancer. HPV is the causative
agent of the most of cervical cancers and other malignancies such as vaginal,
penile, and anal cancers. The HPV types infectionsare divided into low-risk HPV
and high-risk HPV categories. High-risk HPV infections can maycause cervical
or other anogenital carcinomas. Cervical carcinoma is the second most common
malignancy affecting women.

Diagnosis of HPV infections is very important in the prevention, control and
treatment of patients. One of the main goals of the “Laboratory Diagnosisof
human Human Ppapillomavirustopic panelis to evaluateionof the performance
and quality of HPV diagnostic methodstechniques, that currently being useding
in clinical laboratories. Discussions on Clinical manifestation, epidemiology of
HPV infections and cervical cancer in Iran as well as primary earlyHPV testing
in cervical carcinoma screening are will bealso presented in this topicpanel. In this
session it will tried to discuss about The quality assurance of molecular methods
testsinfor the diagnosis of Human papillomavirus in clinical laboratories, will also
be discussed. .
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Quality Assurance of Molecular Methods in Diagnosis of Human Papillomavirus
Masoud Parsania 1 *

1- Department of Microbiology, Faculty of Medicine, Tehran Medical Sciences, Islamic Azad University, Tehran Iran
mparsania@iautmu.ac.ir

Human papillomaviruse (HPV) infection is mainly diagnosed by molecular methods. A wide variety of HPV assays are available
commercially as well as developed by laboratories. These protocols are rapid and sensitive but needs to be standardized as a
diagnostic method for patient’s specimens. The laboratory that performing the test on clinical specimens by Polymerase chain
reaction (PCR) method, must develop a quality assurance plan that describe how the laboratory conducts its routine operations.
Laboratory quality assurance should be applied standard guidelines for the space, sampling, shipping specimens, instruments and
diagnostic protocols. Each laboratory must perform and maintain a quality control system appropriate to its range of activities.
The laboratory must document its policies, systems, programs, procedures, and guidelines and the system documentation must be
notified to the relevant staff. The internal quality control procedures are necessary in molecular method such as PCR, because the
ability of this technique to produce many copies of target DNA creates the possibility of contamination by previously amplified
products, which can led to false-positive results. Molecular diagnostic protocols for diagnosis of HPV is necessary to have similar
results in all laboratories, therefore all laboratories performing HPV testing must participate in an accredited external quality
assurance program.

Keywords: Quality Assurance, Molecular Methods, HPV
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Epidemiology Status of HPV Infection and Cervical Cancer in Iran
Azin Nahvijou 1 *

1- Cancer Research Center of Cancer Institute, Tehran University of Medical Sciences
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More than 100 types of Human Papilloma Virus (HPV) are recognized. Only 15-20 types of them cause cancer. 80% of women are
infected with this virus in their lifetime. HPV present in about 100% of cervical cancers. Based on studies conducted in Iran, the
Prevalence of HPV 16, 18 by cytology in Iran in normal cytology is 2.8, in low-grade lesions is 42.9, in high-grade lesions is 67.6
and in cervical cancers is 58.6. Invasive cervical cancer (ICC) is the fourth most common cancer in the world with age-standardized
incidence rate (ASR) of 13.1 in 100000 people (from 43.1 in southern Africa to 4.1 in western Asia). In EMRO region with ASR
of 5.8, ICC is the third most common cancer among women. Despite the location of Iran in this region, ICC is not ranked in the ten
most common cancer of women in the country. Based on the Population-based cancer registry report of 2014 in Iran, 915 women
are diagnosed with ICC and in this year 467 women died from ICC. Despite the low incidence and mortality rate of ICC in Iran, the
mortality to incidence ratio is about 50% and this ratio will increase the importance of screening and early diagnosing of patients.
In recent decades due to a screening program in the developed country, the incidence rate of ICC was decline.

Keywords: Epidemiology, HPV, Iran
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Primary HPV Testing for The Prevention of Cervical Cancer
Seyed Alireza Nadji 1 *
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sarnadji@yahoo.com

Cervical cancer screening represents one of the great public health successes of the 20th Century. The successful deployment
of Pap smear screening resulted in a decrease in cervical cancer rates in developed countries. Primary screening with cervical
cytology alone remains an option supported by many authorities and professional society guidelines. Most studies recently report
that HPV testing has greater sensitivity than cervical cytology alone, especially for the detection of adenocarcinoma of the cervix.
The knowledge that high risk HPV is a more sensitive test for cervical cancer (and the relatively lower sensitivity of cytology) is
the foundation for transitioning from primary screening with cervical cytology to primary screening with HPV testing. The benefits
of primary HPV screening are 1) a reduction in health care costs without an increase in cervical cancer deaths and 2) it may enable
self-collection of specimens for analysis, thereby increasing access to cervical cancer screening for underserved and marginalized
populations of women who are not currently participating in cervical cancer screening programs. Population-wide HPV vaccination
will result in a lower prevalence of cervical cancer precursors and reduce the sensitivity of cytology, thereby making primary HPV
screening more attractive. Over the next decade the world is likely to hit a transition from cervical cancer screening that relies
on cervical cytology to an approach that prioritizes HPV testing, but further research is needed to understand long-term clinical
outcomes as well as cost-effectiveness of HPV testing as primary screening for cervical cancer.

Keywords: HPV Testing, Cervical Cancer
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Evaluation of Quality and Performance of Assays Used for Detection and Typing of Human
Papilloma Virus

Marjan Rahnamaye Farzami 1 *

1- Reference Health Laboratory, Tehran, Iran
marjan.farzami@gmail.com

It is well known that persistent infection with high risk HPV genotypes is the major risk factor for cervical cancer and its
precancerous lesions. This fact has changed new approaches for designing cervical cancer programs and has led to determine HPV
testing as the primary screening test in some national plans. In this regard new and various technologies with different performance
characteristics are introduced by in vitro Diagnostic manufacturers. Stepwise pathways in screening and diagnostic algorithms for
cervical cancer and decisions that are made following HPV detection necessitate the use of valid methods for HPV detection and
typing with acceptable characteristics and reliable results. It is also very important to have access to accurate and internationally
comparable methods for national immunization programs and HPV vaccine surveillance. Regulatory authorities and decision
makers such as FDA or WHO prequalification teams have determined technical standards and performance specifications for In
Vitro diagnostic devices used for detection and differentiation of HPV and its high risk genotypes not only to be used for premarket
approval phase but also for laboratories to pass the proficiency studies in the post market surveillance. In this lecture determined
international requirements as well as Reference Health Laboratory approaches for assuring the quality and performance of HPV
detection and differentiation assays are briefly presented.

Keywords: Human Papilloma Virus, In Vitro Diagnostic Devices, Cervical Cancer
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Clinical Aspects of Cervical Cancer

Sharhrzad Sheikh Hassani 1 *

1- Tehran University of Medical Sciences, Tehran, Iran
dr_sh1356@yahoo.com

Cervical cancer is the third most common gynecologic cancers and cause of death among gynecologic cancers in developed
countries. Unfortunately, in developing countries that do not have proper screening, this cancer is the second or even the first most
common cause of cancer-related death in women. Human papillomavirus (HPV), especially high-risk types, is the main cause of
neoplasia and cervical cancer. The most common type of histology of cervical cancer is squamous cell carcinoma (SCC). Risk
factors include early sexual activity at younger ages, having multiple sexual and high risk partners, history of sexually transmitted
infections, a history of vaginal intra-epithelial disease, and a defect in the immune system. Clinical manifestations: Cervical cancer
in early stages in many cases can be asymptomatic; therefore, proper screening is suggested for early diagnosis. The most common
symptom in these patients is abnormal vaginal bleeding or bleeding after sexual intercourse. Sometimes, patients with non-specific
symptoms such as vaginal discharge come for a visit. In the examination, the appearance of the cervix may be normal, or lesions
may be seen as inflammation, ectropion, ulcers or large tumors that destroy the normal cervical appearance. Cervical cancer can
be diagnosed with biopsy of the lesion and pathologic diagnosis. An important point in diagnosing cervical cancer is to recognize
abnormal lesion and take a biopsy in order to diagnose the cancer in early stages for appropriate treatments.

Keywords: Cervical Cancer, HPV
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Health insurances by providing financial protection, play a very &
important role in access to health services, as well as achieving | E
sustainable development. In order to meet their goals, they should f l\*
have sustainable financial resources and good management of the ; T
limited resources .As a worldwide characteristic of health systems,
increasing growing health costs have made insurance organizations
to manage supply and demand and take strategic purchase plan more
than what they used to. Indeed, while facilitating access to health
services, Insurers change the behavior patterns of insured people
and providers which cause to increase unnecessary consumptions
and induction demands and in turn poses a significant challenge to Recent Publication

the balance of resources and expenditures. Recent Iranian Health System Reform: An

In health system, the lab organizations status are very important Operational Perspective to Improve Health

to diagnose and treat the diseases. Under these circumstances Services Quality,2018,Health Policy and

the insurance organizations play vital role in accessibility of Management

the laboratory services. From the viewpoint of the clinical lab Application of the Activity-Based Costing
providers, the cooperation of insurance organizations is essential Method for Unit-Cost Calculation in a

to improve quality of lab services (particularly in tariffs). On the Hospital,2016,Global Journal of Health Science
other side, insurers are worried about the costs of the lab tests and | | ost-Effectiveness of Three Rounds of

this is the reason that nowadays they are thinking about prioritizing Mammography Breast Cancer Screening in

and managing the lab services. Due to economic constraints, the Tranian Women, 2016, Iranian Journal of Cancer
tripartite Cooperation between the providers of laboratory services, | | prevention

the insurance organizations and the health system managers seems Insight into Provider Payment Mechanisms in
necessary .Therefore, in this panel, besides trying to provide an Healthcare Industry: A Case of Iran,2016, Iranian
image of consumption and costs of laboratory services, we are going | | Journal of Public Health

to address some of the challenges and their management solutionsy
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Utilization Management in the Clinical Lab in Iran
Naser Saravi 1 *
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In the past decade, using of expensive high-tech diagnostic services have been increased ,due to a number of reasons, including
aging population, the emergence of the epidemiological transition of chronic diseases, the progress in the diagnostic service
technology, the increase in the number of centers providing these services ,which all have highlighted the application of health
economics. Today the demands and costs of diagnostic services are growing considerably. Uncertainty usage of this service adds
extra financial burdens to the health and insurance system .To prevent unnecessary use in this sector, development of clear rules
and regulations seems essential. Conclusion: The culture of using diagnostic services should be promoted in medical communities
(doctors, laboratory specialists, etc.), policymakers, patients and the community. Training with centrality of thoracic health, correct
administration of tests, principles of prescription and attention to medical indication, leads to changing the attitude towards the
correct use of the test. Also, in order to improve the performance of the health system, management and supervising the budget
affairs of the tests is necessary. These mentioned points in the form of proper, safe and efficient consumption lead to improvements
in prescribing practices and, consequently, improve the use of the test.

Keywords: Test Administration Model, Patients, Health Insurance, Laboratory Services, Unnecessary Services
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Challenges Facing Health Insurance Organizations and Clinical Laboratory Tests Providers
Shahram Ghaffari 1 *
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ghaffari.sh@ssor.ir

Health insurance organizations are one of the main players in the healthcare delivery system, providing access to diagnostic and
prognostic tests and quality care. Although, there are formal agreements between Payers and Providers, disagreement on test pricing
models and strategies, laboratory quality control and assurance are in place. Increased costs of healthcare services associated with
current economic hardship, have forced health insurance organizations to find creative ways to curb the expenses, while service
providers feel tariffs set by payers does not cover the incurred costs. These challenges and cost-benefit discrepancies are as a
result of a sharp currency downturn due to sanctions, which have soared prices of goods entering Iran, and have led to increased
cost of raw materials, test kits, reagents, and laboratory equipment maintenance and repair. Other issues facing service providers
are the differences in tariffs set for private insurance organizations and government agencies, delay in payment from payers, and
unqualified and unprofessional laboratory inspectors. It appears, however, the delay in payment, which increases the providers
financial burden, is the main issue for laboratory test providers. . At this difficult time, payers and providers must be united, and a
clear collaborative model must be adopted for the two sides to join together to deliver a better patient care and services. The purpose
of this survey was to identify and highlight challenges facing the payers and healthcare providers, so the policy-makers then use
these information to develop new and improved policies, and find new ways to tackle these challenges.

Keywords: Challenges, Labratory Servicest Insurance Institutionse
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The Effect of Health Reformation Plan on Insurance Companies
Expenses in Laboratory Sectors

Seyed Mohammad Reza Fooladi 1 *

1- SSO
mnghs@yahoo.com

Base on WHO statistis,in 2018 ,in our country with near to 80000000 population health expenditures as percent of GDP was% 6.9
.Moreover total expenditure on health percapita was equal to 1082 dollers. Health reformation plan was started in 1393. The goals
of this plan included more accountability in healthsectors,decrease of the out of pocket , reduction in number of families affected
by catastrophic costs of health care services, and..... . This plan included 8 packages such as supporting the physicans to stay in
deprived areas, attendance of specialist in public hospitals as residence and run the clock attendance of specialists in hospitals. Base
on reports of economic deputy of ministry of finance in 1396 ,the debt of health sector to hospitals and drug companies was 150000
billion rials of which 40000 billion rials belong to drug sectors. On the other hand ministry of health demand 120000 billion rials
for health services from insurance companies . In this research , the percent of increasing costs in laboratory sectors and the number
of laboratory orders between pre and post years of health reformation plan was assessed.

Keywords: Health Rreformation Plan, Out Of Pocket, Laboratory Expenses
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Different Prices (Tariffs), Opportunity or Threat
Farhad Kuohi 1 *
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The pricing of health care services is an attempt to overcome the defects of the health care market and therefore the tendency to use
constant prices. In almost all OECD countries, the cost of health care is determined by negotiation between healthcare providers
and purchasers based on the cost of services and with cost plus method. Fee schedules are usually applied to all of the for-profit
and non-for-profit healthcare providers. In Iran, the separation of healthcare tariffs into public and private sectors for hotel services,
laboratories and medical imaging in 1993, outpatient physician visits in 2000 and Relative value-based services was established in
2004. (graph 1). The lack of willingness of government providers to transparency, efficiency, competition and accountability, and
their insistence on benefiting from government assistance, as well as the willingness of insurance organizations to control costs
without paying the expense of services, are one of the most important reasons for occurrence Such a separation is considered. This
has had the following consequences: ¢ Increasing the out of pocket payments and reducing the depth of cover for health insurance
costs * Development of supplementary insurance due to coverage of tariff differentials ¢« The prevalence of informal financial
relationships between patients and providers Therefore, if a mechanism for the transparent allocation of state aid through the basic
insurance company is designed, it will be possible to pay the cost of health care through unit tariffs, which will have a huge impact
on the health system’s disadvantages.

Keywords: Multi-Rate, Pricing Services, Tariffs for Health Services
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The Role of Insurance in the Quality of Health Services and Medical Diagnostic Laboratory
Ali Sadeghitabar *
asadeghitabar@yahoo.com

Insurance is an industrial process which covers the harm to a person, family and, in the end, a society and provides peace and
confidence in the face of a thread. Therefore, the establishment of insurance relationships for a particular subject matter will result
in increased security by providing adequate support for that particular service in terms of complications of the incidence. One of
the most important health insurance activities is in health sector, which means that the insurance company insures a certain amount
of insurance as a premium for members of the board who cover the risks of physical harm. In this vein, based on the constitution
of Iran, preserving the health of the community is the government’s responsibility, so special government budgets are allocated
to individuals who are paid by insurance companies directly and directly to healthcare. According to the national insurance
organization, 70% of the health costs are for the patient and the remaining 30% will be for coverage as a franchise. However, due to
the lack of proper management of top-notch insurance organizations, despite the fact that insurance services tariffs are unrealistic,
we see that in the private and non-governmental sectors, the share of the insurer’s organization is much lower than expected, so
that, in some cases, the insurance company has been relinquished for the cost of treatment. In this case, first, the insured has been
deprived of the right and desirable services, and in any case, despite the coverage,the insurance will cover a large part of the cost
of the treatment. Second, the inefficient circle of insurance and the cumbersome costs of treatment will result in the increase of
social damages by diseases. In this context, it is necessary to consider the two basic steps that can be taken. The consistent point is
the inadequacies of health insurance in the country. First, due attention has been paid to legislators who really believe in the share
of health and treatment from gross national product production, and in the long run, about the need for investment in this sector.
The second is the reform of the economic resources management system in the health and medical sectors of the country by the
feedbacks fromexperts and thinkers of the health economics and the improvement of the health sector’s turnover from budgeting to
government agencies to transfer resources to insurance companies. The reform of the structure of the High Council of Insurance,
in the same way as all other parties in the process, to determine the cost and benefits of the process is of paramount importance (of
course the services, not the clients of these services, ie, the insurance companies). The improvement of the financial system and the
affairs of the organizations of health and treatment services will be optimized and at the most favorable quality will be provided
for the community.
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Nowadays, application of transplantation
for replacement of damaged tissues and
organs is given a valuable position in
modern medical treatments. Notably, pre-
and post-transplant medical laboratory
services had a great impact for achieving
this situation. In the “medical laboratory
and transplantation” panel: History
of transplant lab in Iran, tissue typing
techniques and required histocompatibility
between donor and recipient in various
types of transplants, methodology of
analysis and clinical impact of anti-HLA
antibodies, using biomarkers in early
detection of allograft rejection, and some
special tests for hematopoietic stem cells
transplantation (HSCT) are discussed.
We hope that improvement in Iranian
transplant registries and standardization
of transplant laboratory protocols will
eventually lead us to a bright and suitable
position in the region and in the world.
Furthermore, considerable increases in
organs of brain-dead donors compared to
living-unrelated donors in last decade at
our transplant centers has forced us for
a serious attention to histocompatibility
testing. Due to inflammatory condition,
organs from brain-dead donors are more
immunogenic than living ones to induce
graft rejection and more tissue matching is

critical.

\_ J

Recent Publication
1- Naderi H, Pourmand G, Dehghani S, Nikoueinejad H, Jafari M, Tajik N. Monitoring
cellular immune function of renal transplant recipients based on adenosine triphosphate
(ATP) production by mitogen-induced CD4+ T helper cells.Biomed Pharmacother. 2018
Nov;107:1402-1409. Doi: 10.1016/j.biopha.2018.08.110.

2- Jafari R, Aflatoonian R, Falak R, Pourmand G, Dehghani S, Mortazavi M, Adelipour
A, Rezaei A, Tajik N. Down-regulation of inflammatory signaling pathways despite up-
regulation of Toll-like receptors; the effects of corticosteroid therapy in brain-dead kidney
donors, a double-blind, randomized, controlled trial. Mol Immunol. 2018 Feb;94:36-44.
Doi: 10.1016/j.molimm.

3- Mohammadi Ayenehdeh J, Niknam B, Rasouli S, Hashemi SM, Rahavi H, Rezaei
N, Soleimani M, Liaciha A, Niknam MH, Tajik N. Immunomodulatory and protective
effects of adipose tissue-derived mesenchymal stem cells in an allograft islet composite
transplantation for experimental autoimmune type 1 diabetes. Immunol Lett. 2017
Aug;188:21-31. Doi: 10.1016/j.imlet.2017.05.006. Epub 2017 May 12.

4- Gholamnezhadjafari R, Tajik N, Falak R, Aflatoonian R, Dehghan S, Rezaei A.
Innate inflammatory gene expression profiling in potential brain-dead donors: detailed
investigation of the effect of common corticosteroid therapy. Innate Immun. 2017
Jul;23(5):440-448. Doi: 10.1177/1753425917709508. Epub 2017 May 15.

5- Mohammadi Ayenehdeh J, Niknam B, Hashemi SM, Rahavi H, Rezaei N, Soleimani M,
Tajik N. Introducing a New Experimental Islet Transplantation Model using Biomimetic
Hydrogel and a Simple High Yield Islet Isolation Technique. Iran Biomed J. 2017
Jul;21(4):218-27. Epub 2017 Jun 6.

-

Dr. N. Tajik

published in

-k

DCLS and PhD in immunology from Tehran University of Medical Sciences
Professor at Department of Immunology, School of Medicine, Iran University of Medical Sciences
j ’ Main focus of research on immunohistochemistry and transplantation
Advisor and supervisor of several dissertations in postgraduate studies with corresponding extracted articles

accredited international journals
Email: nadertajik@yahoo.com




Laboratory & Diagnosis Vol. 10, No 42, Supplement Issue

095

Immune Cell Subsets in Two Different Immunosuppressive Protocols in Renal Allograft
Recipients (Sirolimus Vs Mycophenolate Mofetil): A Cohort Study

Atefeh Eteghadi 1 * , Aliakbar Amirzargar 2 , Pedram Ahmadpoor 3 , Fatemeh Pak 1

1- Department of Immunology, School of Medicine, Semnan University of Medical Sciences, Semnan, Iran, 2- Department of
Immunology, School of Medicine, Tehran University of Medical Sciences, Tehran, Iran , 3- Chronic Kidney Disease Research
Center, Labbafinejad Medical Center, Shahid Beheshti University of Medical Sciences, Tehran, Iran

atefeheteghady@gmail.com, amirzara@tums.ac.ir , parisa_amin@yahoo.com

Immune cell subsets in two different immunosuppressive protocols inrenal allograft recipients (Sirolimus vs mycophenolate mofetil)
Atefeh Eteghadi 1, Fatemeh Pak 1, Pedram Ahmadpoor 2 Ali Akbar Amirzargar 3,4 * Long-term use of calcineurin inhibitors
(CNI) is associated with nephrotoxicity, which is an important cause ofrenal dysfunction. Therefore, CNI-minimization strategies
which decrease the CNI nephrotoxicity under the protection of additional immunosuppressant drugs have been developed. The aim
of current cohort study was to compare the effect of two immunosuppressive protocols [tacrolimus (TAC) in combination with
mycophenolate mofetil (MMF) and prednisolone (PRED) versus TAC in combination with sirolimus (SRL) and prednisolone] on
the frequency of T helper cell subsets (Th1, Th2 and Th17 cells) and their associated cytokine (IFN-y, IL-4 and IL-17A) levels in
renal allograft recipients. In this study, renal transplant recipients divided in to two groups: Group A was comprised14 patients who
received TAC, MMF and PERD whereas group B was composed of 10 patients who received TAC,SRL and PERD. The frequency
of Thl, Th2 and Th17 cells in the peripheral blood mononuclear cells (PBMCs) of the patients was analyzed by flow cytometry
before and 4 months after transplantation. In addition, IFN-y, IL-4 and IL-17A concentrations in PBMC culture supernatants of
patients before and 4 months after transplantation were quantified by ELISA. In conclusion, the data of the current study suggest
that using reduced dose of TAC in SRL, TAC and PRED protocol is in favor of allograft survival.

Keywords: Kidney Transplantation, Th2 Cells, Tacrolimus, Mycophenolate Mofetil, Prednisolone, Sirolimus
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Special Laboratory Analyses for Hematopoietic Stem Cell Transplantation
Shahrbanoo Rostami *
drostamy(@yahoo.com

Hematopoietic stem cell transplantation (HSCT) is a therapeutic approach in many hematological disorders. Evaluation of post-
HSCT chimerism is a valuable marker for donor stem cells engrafment, rejection, or minial residual disease (MDR) assessment.
Currently, popular method for post-HSCT chimersim detection is based on PCR amplification of discriminative short tandem
repeats (StR) in recipient. Differential StR loci that are not present in recipient DNA before HSCT could be used as informative
chimerism markers. Regarding MDR which is defined as presence of leukemic cells below the morphological detection limit,
multiple studies have shown it could be used as a prognostic independent market for leukemia relapse and decreased graft survival.
In addition, risk stratification and response to therapy could also be assessed by MDR testing. Various methods that are used for
MDR evaluation include multiparametric flowcytometry, g-PCR, and next generation sequencing (NGS). Each method has its own
advantages and disadvantages concerning sensitivity, reproducibility, and cost.
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Detection of Anti-HLA Antibodies in Organ Transplant Recipients
Yadollah Shakiba*
yshakiba@gmail.com

The presence of pre-existing anti HLA antibodies is known as sensitization and is a main barrier to successful organ and cell
transplantation. Historically, cell based methods were used to detect anti HLA antibodies but these methods had many limitations
including low sensitivity. The development of solid phase assays including enzyme linked immunosorbent assay, flow cytometry
and Luminex technology has revolutionized the field of transplant immunology over the past decade. Solid phase assays has more
advances in sensitivity and specificity over cell-based methods and are widely used in organ and cell transplantation. Precise
identification of anti-HLA antibodies allows immunologists to perform virtual cross matching. In virtual cross matching, antibody
profile in recipient is compared to donor HLA typing result. By this approach we can determine acceptable antigens and predict the
negative cross matching to a high degree of accuracy in few minutes. In addition to pre-transplant evaluation, post-transplant anti-
HLA antibody monitoring is useful for rapid detection of antibody mediated rejection (AMR). Detection of de-novo donor specific
antibodies (DSAs) suggests the probability of AMR even in the lack of overt graft dysfunction and makes it possible to treat patients
in subclinical rejection period. Fortunately, we are using solid phase assays in daily practice in Iran. We stablished our center based
cut off points and the allocation protocols for organ transplantation are now more applicable and reliable.
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The Past, Present, and Future of Transplantation Laboratory
Behrooz Nikbin 1 *

1- Immunology Department, Tehran University of Medical Sciences
dnik@ams.ac.ir

From discovery of mouse histocompatibility system (H2) to first successful allograft kidney transplants in 1950s and then
introduction of HLA by French Jean Dausset, we had tremendous improvements in the transplantation laboratory. Currently, a large
array of tests by the name of histocompatibility testing and Immunological monitoring are presented by these labs at pre- and post-
transplantation time lines. The advances in transplantation laboratory can be categorized in 3 sections: 1- The serologic (antibody-
based) tests era 2- The advent of molecular techniques 3- The future of transplantation lab in the era of regenerative medicine I
discuss these developments in my lecture.
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The HLA Typing Methods and Policy of Tissue Matching in Transplantation
Aliakbar Amirzargar 1 *

1- Immunology Department, Tehran University of Medical Sciences
amiralizar@yahoo.com

Graft rejection in organ transplant and GVHD in hematopoietic stem cell transplantation (HSCT) are the major problems that
occurs in the context of HLA incompatibility. Then, donor selection based on the most HLA similarity with recipient will have a
great impact on reducing alloreactivity and increasing allograft survival. HLA typing laboratory matches donor and recipient pair
to achieve this goal. HLA typing techniques could be classified into two categories. Serologic method is based on reactivity of
specific anti-HLA antibodies with alive lymphocytes and then complement activation cell death. The results are low resolution and
used for screening purposes. Molecular techniques (DNA typing) comprise PCR-SSP (sequence specific primers; Low and High
resolution), PCR-SSOP (sequence specific probes; Low and High resolution), and sequencing (SBT or NGS; High resolution). In
solid organ transplants such as kidney HLA-AB/DR matching (6/6) is the best situation and have increased 10 years graft survival
to more than 90 percent. Regarding organs from brain-dead donors due to strong inflammatory condition HLA-matching is more
critical than organs harvested from living donors. In HSCT the best donor is an identical sibling, otherwise an allogeneic HLA-
ABC/DR/DQ (10/10) matched donor is selected.

0100

Application of Biomarkers in Early Diagnosis of Renal Allograft Acute Rejection
Pedram Ahmadpour 1 *

1- Shahid Beheshti University
pedram.ahmadpoor@gmail.com

TBiomarkers are molecules that can monitor biological and pathological processes in a noninvasive manner. These substances are
used for occurrence, diagnosis, prognosis,and therapy responsiveness of a clinical situation and their applications is becoming more
and more popular.Biomarkers can be used in various platforms such as genomics, epigenoimics, proteomics, and metabolomics.
They are evaluated in blood,urine,and tissue specimens taken through biopsies. Current researches are underway to find biomarkers
for early and precise diagnosis of clinical outcomes with higher specificity and sensitivity in a noninvasive way.However,many
biomarkers have been proposed from previous studies should be reconfirmed in other research projects for approval.Regarding
biomarkers for diagnosis of renal allograft acute rejection using recipient blood or urine,chemokine ligand 9 and 10 (CXCL9,
CXCL10),granzyme, perforin,and TIM3 have shown promising results. In addition,microRNA studies for mir-223,-155,and-210
analyses in tissue biopsies and peripheral blood have also revealed high sensitivity and specificity.
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Maintenance and Continuity in Organization of Laboratory Services
During Economic Crisis: Solutions, Opportunities, and Challenges O101-O107
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Medical laboratories should be familiar with principles and techniques | .
of management besides observing the laboratory standards in order to
maintain the patient’s safety and to promote the quality and appropriate E

access of people to the laboratory services. They need to deploy the qualified IRAN
staff services in various specialties and use the competent authorities i
approved tools and equipment. Therefore, they are always exposed to Chﬂ%%esofTOdaF
setbacks caused by social, political and economic crisis that affect one or
more aspects of the aforementioned aspects. Crises are associated with
irregularities, and the greater the degree and severity of irregularities, the
harder the control of the conditions and management of the system will be.
Crises essentially loosen the control of conditions. The prevention of crisis- Recent Publication
induced and immediate damage, or the mitigation of their effects, requires
crisis management. Crisis management can be defined as a process to face
with a difficult and tough situation, which mobilizes all group planning,
organization, and control of operations with interaction, and submits them
to the managers for right decision-making, who should work out the
problem promptly but without hurried action. Managing a crisis will be
effective if responsible organizations, collaborating organizations, logistics
organization, alternative organizations have efficient and ongoing inter-
sector and cross-sector collaboration before, during and after the crisis.
The panel addresses the issue of crisis management in the field of

laboratory with process thinking approach.
\_ /
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Maintaining and Continuing the System of Providing Laboratory Services in Economic
Crises - Strategies, Opportunities and Challenges

Mahdi Sabooni 1 *

1- MOH
mahdi.sabooni@yahoo.com

Crises are classified into two categories in terms of time: Abrupt crises that occur abruptly and have sudden effects on the internal
and external environment ot the organization. ~Cumulative crises that initiates from a series of crises, continue to rise to a threshold
level over time, and then reveal themselves. Today laboratory crisis is also a Cumulative crisis. In order to prevent the crisis, the
factors of the organization’s external environment are valued and the severity of their impact is measured and then through the
models of the assessment of opportunities and threats, the means of prevention are identified; and finally, with the presenting of
the strategic plan, which is an executive program, can be faced With each aspect and effect of the crisis. In the economic crisis of
1397, the following measures were taken to prevent, response and mitigate the effects of the crisis: All stakeholders were invited
to participate. The needs of both the public and non-governmental laboratories were estimated and required essential laboratory
requirements assigned to the authorities. In order to increase efficiency and utility management of laboratory services, various
instructions were elaborated. In order to integrate and optimize the use of resources, formation of laboratory networks was
facilitated. A full effort has been initiated to bring tariffs closer to the actual price of laboratory services.

Keywords: Crisis, Stakeholders, Management, Mitigation, Response, Laboratory Requirements, Utility Management,Efficiency,
Laboratory Networks, Tariffs
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Challenges and Strategies of Public Health for Laboratory Services in Economic Crises
Gholamreza Hamzehloo 1 *

1- Deputy of Health, Tehran University of Medical Sciences
hamzehloo2@yahoo.com

Economic crises can always affect health systems as a potential threat, and if they continue, they may endanger general health
indicators, particularly in the field of surveillance of communicable and non-communicable diseases. Hence, it is necessary
to investigate threats and challenges ahead of any disturbances in the diagnosis and control of diseases, especially in cases of
epidemics, which is accompanied by a range of threats with local, regional and even global effects. Planning required in different
areas, prepared to deal with these threats.

Keywords: Economic Crises, Communicable(Cds)Diseases, Non-Communicable(Ncds) Diseases
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The Effect of the Economic Embargo on Healthcare and Clinical Laboratory Testing
Shahram Ghaffari 1 *

1- Armed Services Health Insurance
ghaffari.sh@ssor.ir

The first economic sanction against Iran was imposed by the US in 1979, and continued to increase in the following years.
Although, medicine and medical instruments are exempted from sanctions, for various reasons these sanctions directly/indirectly
impact people’s access to live-saving medicine healthcare: Very limited access to international banking system have made ability to
purchase medicine and medical instruments difficult; Economic recession and decreased personal income, as the result of embargo,
have limited people’s access to healthcare and services; Decrease in government income have led to cuts in health spending which
have had a direct negative impact on healthcare; A sharp currency downturn have increased inflation in healthcare sector then have
decreased affordability of people and insurance organizations; As a results of these economic embargo, today, healthcare payers and
providers, face enormous challenges. Despite all difficulties, a close collaboration and partnership between healthcare providers,
payers and authorities, is fundamental to tackle these obstacles, and to sidestep these limitations in access to healthcare and medical
and clinical laboratory testing. Different challenges demand different solutions as they appear in difficult times. By enabling a more
collaborative healthcare community and finding novel and innovative solutions, healthcare authorities and insurance organizations
will be able to improve efficiency and quality of care at a lower cost. The purpose of this study was to review the current healthcare
obstacles and highlight innovate ways to manage and overcome these challenge.

Keywords: Economic Sanction, Healthcare Services Accessibility, Laboratory Services
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Challenges, Solutions and Opportunities of IVD Suppliers in Economic Crisis
Behrooz Tehrani 1 *

1- Pishtaz Teb
behrooz@pishtazteb.com

Currency allocation problems, Disruptions in the process of Money transfer due to the sanctions and problems in interbank
transactions, the refusal and unwillingness of the foreign companies to continue cooperation with Iranian companies, the overdue
payments and heavy debt of the health centers and in particular government centers to the companies, increase in companies’
costs, severe employees’ living conditions problems, instability of the terms and regulations. Considering the above-mentioned
issues, the necessity of revising the model of supply and designing a model in accordance with the present situation is inevitable.
A brief look at the evolution of laboratories as well as the share of the use of different laboratory tests and methods can be helpful
in analyzing the situation and providing the necessary solutions. Over the time, Diagnostic laboratories have transformed from
scattered small labs across countries to large and concentrated laboratories. However, in our country, the structure has remained
in the form of distributed laboratories throughout the country. Most of the tests used in laboratories are currently immunoassay
tests and then biochemistry tests. In Iran, the same pattern has been followed, with the difference that due to the lack of centralized
laboratories, the number of equipment purchased is significantly higher than that of developed countries. This has caused a lot of
waste of resources, and a much higher dependence and the complications are remarkable. Instead of focusing on imports, it seems
to be necessary to make more investments in production through the designed process based the country current situation.

Keywords: Crisis, Supply, [IVD
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Crisis Management in Medical Centers Laboratories
Majidreza Khalajzadeh 1 *

1- ITUMS
majidkhalaj@yahoo.com

Any event that leads to the creation of unstable, dangerous, individual, collective or social conditions, accompanied by adverse
security, economic, political, social or environmental changes, is referred to as a crisis. The crisis is always accompanied by
psychological stress. In economic crises, the economic conditions of a country or organization are severely affected by recession or
bankruptcy.In general, to manage crisis it is recommended to: identifying problems or symptoms, adopting a suitable approach to
dealing with the crisis, and monitoring the results closely. This is becoming more complicated in the case of economic crises coming
from medical laboratories that provide an important part of health needs. Serving in a medical laboratory depends on complex
and costly technologies. In laboratory facilities, especially in crisis situations, it is expected that priority of serving patients and
eliminating health problems override other duties. The choice of a crisis response strategy depends on many conditions, including
infrastructure and cultural issues. In fact in the context of the crisis, two main objectives should be considered: 1) Providing
laboratory services to preserve the patient’s life and community health with the best quality based on the priorities and facilities
available. 2) Eliminating barriers to utilizing the resources, capacities, and capabilities available to provide laboratory services.

Keywords: Medical Laboratory,Crisis Management
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The Role of the Reference Health Laboratory (RHL) and the National Medical Device
Directorate (NMDD) to Managing the Crisis and Economic Emergencies

Mahdi Rafiei 1 *

1- Referance Health Laboratory, Ministry of Health
rafiei@health.gov.ir

The Reference Health Laboratory (RHL) in 2017 set out nine approaches aimed at saving and managing costs in providing
medical laboratory services. Some of these strategies, for example: utilization management of laboratory services, establishment
of laboratory networks and support of private-public partnership, has been announced in an operational plan for implementation
in public medical laboratories. With the onset of the economic crisis in 2018, quickly intersectional coordination between RHL
and National Medical Device Directorate (NMDD) were taken and in the first action, all laboratory requirements had covered by
the governmental support. The NMDD, in addition of daily monitoring, had established three new categories in own structure to
ensure better managing and monitoring the crisis and economic emergencies. These new categories are 1.monitoring of customs
and banking 2.monitoring of the distribution and supply 3.monitoring of information management and data mining.

Keywords: Medical Laboratory, Crisis Management, Economic Emergencies
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Challenges, Solutions and Opportunities of Private Laboratories in Economic Crises
Seyyed Mehdi Boutorabi *
mehdi@pishtazteb.com

Medical diagnostic laboratories have always been considered as one of the most effective parts of the health system in the countries
worldwide.In other words,the role of medical diagnostic laboratories in generating data and turning them into processed information
for decision making in the health system of the country is inevitable.In the last decade,laboratories in the country have experienced
many problems, many of which were the outcome of economic conditions of the country and the laboratories of the country as
an important member are placed in this defective and closed circle.They could not impact such defective circle,rather they were
under the influence of such crisis.Certainly,financial and economic changes in the current situation of the country are one of
the main factors interfering in the economic conditions of the medical diagnostic laboratories,but new challenges,unfortunately,
remained unsolved due to lack of timely and effective measures to reduce their effects or even to remove them in laboratories.Lack
of long-term planning, lack of adequate knowledge in research about the conditions of the laboratories and the lack of logical and
appropriate communication between the three main actors of the country’s laboratory system(supervisory bodies and regulators,
medical diagnostic laboratories, and suppliers of laboratory materials and products)have resulted in inappropriate and inadequate
solutions;moreover,the existing challenges are not considered as new opportunities but a future thread.In this paper,in addition to
presenting the challenges facing the private medical diagnostic labs,especially in terms of laboratory economics with the help of a
macro perspective considering the impact of these challenges on people’s health,future challenges are envisaged and suggestions
for turning threats into opportunities are set forth.
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Major Business Challenges Facing the Medical Laboratories

and Solutions 0108-0O113
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Iranian Private Laboratories have been equipped with the
latest advances in the world for the past 30 years, in line
with technological advances, to provide the best services for
laboratory testing. So that few medical practice can detect and
treat illness without any laboratory tests.

Unfortunately, laboratories have received the least support
from the government and health authorities.

Over the past few years, with the implementation of various
plans in the field of health and ,failure to fulfill the obligations
of insurance companies to pay insurance claims and pay heavy
taxes and expensive laboratory kits and equipment, which led
to a multiplier increase in costs and fixed the maintenance
of laboratory tariffs has created a , severe financial crisis for
private sector laboratories.

The purpose of this panel is to examine these problems and
provide scientific and practical solutions to the crisis.
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An Overview of the Lack of Implementation of the Similar Laws in the Administration of
Medical Laboratories of the Country

Masoumeh Heydari 1 *

1- Iran Zamin Laboratory Saveh Road
hojjattagavi2 1 @yahoo.com

An overview of the lack of implementation of similar laws in the administration of medical laboratories of the country In the past,
doctors may have been able to diagnose and treat diseases without the need for paramedical departments including the ultrasound
CT scan radiology laboratory; but nowadays, with the advancement of medical science along with the advancement of paramedical
departments such as diagnostic laboratory, the treatment of diseases is done more carefully. The essential role of the laboratory is
noticeable among other sections. Therefore, given the important role of the laboratory in the diagnosis and treatment of diseases,
it is necessary that the tests be carried out with high accuracy and quality. In order to achieve this, it is imperative that guidelines
and rules are established to monitor the work of medical laboratories, which is already done by the Ministry of Health and Medical
Education in our country. But do these rules apply to all laboratories in the country identic? The laboratory services in our country
are provided to patients by various sectors such as private, public, charitable, military, social security; but does the Ministry of
Health, who is responsible for the health of our people, carry out the same supervision over the administration of these laboratories?
Unfortunately, No! In this paper statistics and figures showing a significant difference in the provision of laboratory services in
different parts of the country will be presented.

Keywords: Laboratory, Guideline
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Review of the Challenges and Barriers to Implementation of Standard Iso15189 in Medical
Laboratories in Iran

Ghasem Mostafavi 1 *

1-Laboratory of Hazrat Fatemeh Surgery Center
ghasemmostafavi@yahoo.com

Review of the challenges and barriers to implementation of standard ISO 15189 in medical laboratories on Iran About a decade
has passed since the beginning of the first standardization program for medical laboratories in Iran. The implementation of these
programs has had many strengths and weaknesses. It is wise to analyze the laboratories performance in establishing these standards
and encountering problems in the previous program and lets refrain from repeating them again. Now the health reference laboratory
as the main policymaker of these programs , is now taking the next step for the implementation and stablishment of ISO 15189
standards by announcing the necessary guidelines. In this paper we have tried to make a fair evaluate the health reference laboratory
performance and function as a ruling body in the implementation of the new standards , evaluate challenges and barriers to setting
up new standards.

Keywords: Implementation , Iso15189, Heaith Reference Laboratory
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The Study of Job Satisfaction and Employee Compatibility Laboratory Sciences, Shiraz, 1397

Rita Arab Solghar 1 *, Sedigheh Sharifzadeh 1 , Mehrab Rajabi Dizaj 1 , Mahsa Faghih Ahmadani 1, Zahra Evaz Zadeh 1,
Hamed Zatbilan 1, Azar Taheri 1 , Maryam Khosravi 1 , Fateme Alishiri 1, Maryam Chenari 1

1- Shiraz University of Medical Sciences, School of Paramedical Sciences,Diagnostic Laboratory Sciences and Technology Research
Center

arabsolghar@sums.ac.ir, sharifsd@sums.ac.ir, mehrabrd@gmail.com, faghihahmadani@gmail.com, zevazzadeh77@gmail.com, hamed.
zatbilan@gmail.com, taheri2018@gmail.com, maryam.mls1400@yahoo.com, f.alishiri76@gmail.com, yasamanchenari29@gmail.com

Introduction Labs ,as important clinical centers ,plays important roles in medical decisions .Thus ,exploring the degree of satisfaction and
identifying influential factors help to improve the quality of labs. Method This study has been carried out as a cross sectional(descriptive-
analytical) one and the data were gathered through a standard questionnaire which has been distributed to the personnel of a number of
private and public labs in Shiraz. Results In this study ,only 6% were satisfied with their salaries and privileges and 96% stated that their
salaries were below average. occupational lack of security(the fear to lose their jobs) amounted to 51% and 86% deemed their work
conditions in appropriate. The degree of improvement and promotion in profession was satisfactory in 15% of participants and only 36%
believed that they were fairly treated by their heads. Moreover,37% believed that their occupation had a position in view of the society and
its people. Discussion and conclusion Inasmuch as the degrees of job satisfaction and hope in professional promotion and imptovement
and job security are among important factors in increasing the efficiency of lab personels and augmenting quality of precision and accuracy
of lab results ,This study showed that most of personnels believed that their salaries ,privileges and work conditions were dissatisfactory
and they had insufficient chandes for professional improvement . Therefore ,tacking these issues and finding some strategies for decreasing
problems of overriding significans .

Keywords: Job Satisfaction,Employee Compatibility,Medical Laboratory Sciences, MLS, CLS, Shiraz, 1397
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Branding, an Important Loop in the Continuation of Management of the Current, Laboratory Services
Esmaeil Shaghaghi 1 *

1- Mohagheghin Medical Lab
shaghaghilab@gmail.com

The irregular prices,freezing the tariff,incapability of insurance companies to fulfill their financial commitments, lack of supportive
policies in the field of supplying medical devices, presence of numerous problems in supplying educated human resources, and applying
new policies by the Health Reference Laboratory and other governmental organizations, besides to many other present problems,have
made it stressful to work in the field of medicine and also have provided an obscure perspective for the current active experts and the
assistants still studying at universities.The integration of human forces,financial resources,laboratory devices and enterprises and finally
exploitation/utilization of technological capabilities are some available options that are constantly reminded by the manager in every
sessions and meetings.Today,it’s up the laboratory community to make a decisive decision. To my opinion,as a person with more than 30
years’ experience in diagnostic laboratory activities,in the course of recovery of laboratory job marketing,establishing a comprehensive
laboratory brands can be a trustful formula for preventing the outflow of resources and wave of unemployment, and will result in the
people access to the above services. Branding,is a process in which the position of a product or a value-added service is promoted,in
other words, branding is an intellectual way in business and production of wealth.Branding is important for customers, employees, and
the managers of an organization.Having a powerful brand,will reduce the company’s expenses significantly by preventing inappropriate
and aimless investments. In this presentation, while displaying some slides about one of the most successful brands in the world,the
establishment of the Doctorate brand is discussed in detailed and its characteristics will be illustrated too.
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The Need to Change the Regulations of Medical Diagnostic Laboratories and Its Impact on
the Future of Laboratories Besides the Provision of Laboratory Services

Hassan Hosseini *

Generally, in advanced societies, high level documents are set up to provide guidance, laws and regulations. Lawyers and competent
authorities formulate guidelines, according to the needs of the community, which are routinely monitored by obtaining accurate data from the
observers, and they are subject to the issuance of new rules to amend the previous versions. Therefore, the relevant regulations must comply
with the relevant law and the regulations must comply with the high level documents.For example, the laws of multi-year development must
necessarily be in line with the requirements ofConstitution of the Islamic Republic of Iran. The current laws of the parliament should follow
the law of development, ensure that the regulations follow the objectives of the reform agenda and that the guidelines should specify the
procedures for the implementation of the regulation. In this context, the foundation of every change in the rules is the need of the community,
and the government will amend or regulate, supply and demand products and services. The role of government as a regulator in health sector
is of paramount importance in comparison to other markets; if in other markets various factors control and make the balance in request and
demand market, in health market which is not a complete market, the regulations for balancing the market are commensurate to the prioritized
needs mentioned in high-level documents. the market is so far more market-oriented because, if the conditions common to the markets are
different, the various factors affecting the market’s control and balance of supply and demand are in the context of a market that does not
constitute a full-fledged market. Otherwise, the health market is directed to a deviation which is not based on the needs of society by the
stakeholders. Therefore, in a goal-directed community after the constitution which defines the priorities of the health system in the country,
the development program defines specific targeting in a defined time period. All health system components, from lawmakers to providers,
and suppliers, and service recipients, and all suppliers, are aware of the upcoming changes and play an important role based on such changes.
Legislators define the rules required to achieve the stated goals, and the government uses its control buttons to enforce the law. Service
providers gradually and appropriately form the service units. Suppliers plan the volume and variety of goods required and plan for them and
service receivers know their situation in the future and based on their needs and the regulations plan and make some changes in their life.
For example, a family that is fearful of gastrointestinal cancer due to familial history, with the knowledge of the time of pilot program of
screening, diagnosis and treatment of colorectal carcinoma of the province, may change the living place of the household. The health system’s
beneficiaries will contribute to the success of these new developments, in addition to prepare for new changes. With the above, the Health
Reference Laboratory is expected to come up with the problems by complete and accurate information on the current status of the country’s
laboratories, including laboratories at different levels of health, laboratories of university and non-university hospitals, clinics , military and
private military centers, research centers, the number of interns in these laboratories, the shortage of labor and laboratory equipment, the most
important problems in the provision of laboratory services and the need for a clear change. Naturally, universities will focus more on the same
specialist expertise required and regulations will be tailored to this need and, possibly, international standards. In this situation, since the goals
have been set based on clear information and relevant high level documents with accepted perspectives, by collaboration in compiling the
regulation and observing it, various niched markets by creative members for the needs of society are increased in the health system. If any of
the above stages are neglected in compiling the regulation, severe damages in reaching the goals are the outcomes.
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Legislation and Quality Systems of Medical Laboratories in Turkey
Farzaneh Marjani 1 *

1- Turkey Republic Ministry of Health, Department of Examination and Diagnosis Services, Head of Department

The Department of Inspection and Diagnosis Services is located within the Ministry of Health General Directorate of Health Services.Among
the activities of the Department are services concerning medical biochemistry,medical microbiology,medical pathology,genetic tissue typing
laboratories and radiology,nuclear medicine and neurophysiology laboratories in Turkey.In general,these services consist of;legislation, licensing,
auditing,training,project,publications,software,data tracking and webpage activities and operations. In the department,all laboratories in
public,university and private health facilities are licensed under the same standards and monitored and evaluated by the monitoring system.
Laboratories are classified as simple service, comprehensive and training service laboratories with licensing. While these laboratories are
licensed in central and single specialty;surveillance service laboratory,simple service laboratory and institutions providing clinical/service
testing are issued with activity certificate.Licensed laboratories are audited once a year by our Ministry on-site and additionally internal
audit is conducted by laboratory experts every six months.In addition, medical laboratories which carry out drug and stimulant analysis are
audited once a year by the Ministry and their standards are improved under their own legislation.In order to increase the quality standards of
laboratories to a higher level and to provide more effective and efficient services,the Department has published the*Rational Laboratory Usage
Project”.The Project consists of the steps of,"“Where Is This Test Done”system,Rational Audit Request,Approval Support System,Consultation
Request,Reflex and Reflective Test Request,Standardization of Decision Boundaries,Critical Value and Measurement Units,Foreign Sample
Tracking System. Our processes such as licensing,auditing and projects are monitored by the Ministry’s Core Resource Management System.
Furthermore,the Foreign Sample Tracking System was established to monitor the samples sent abroad,the Central External Quality Assessment
System was established in order to evaluate the external quality system of tests employed at the laboratories,and Where Is This Test Done
System was established to determine which institution,which laboratory,and which province the tests performed in Turkey are available at.
Trainings are also given to laboratory experts and the unit staff of our Ministry in order to increase the level of knowledge and information about
the activities carried out. There are also articles in international journals about the audit,evaluation systems and quality levels of laboratories.All
procedures carried out by the Department are published on the website.
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results out of measuring a given analyte in the same patient peraling :

sample. In other words, if a single patient serum sample is
aliquoted and distributed to various laboratories for measuring
a substance such as glucose, the results of those laboratories
should be comparable and very close to each other. This will
not happen, unless the principles of metrology for measurement
standardization isestablished in all of the laboratories, in advance.
Inthis case the principles of metrology implies that all of the above-
mentioned clinical laboratories standardize the measurement of
glucose in blood serum by using methods traceable to Reference
Method Procedures (RMPs) and calibrating the analysis
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Recent Publication

1. Design and fabrication of a
centrifugal microfluidic disc
including septum valve for
measuring hemoglobin Alc

instruments by commutable Certified Reference Materials
(CRMs).

In the session entitled “Measurement Standardization in Clinical
Labs” of the IQC17, metrology and the practice of its principles
in clinical labs will be deliberated. In addition, the current status
of metrology in Iran and its implications in Iranian clinical
laboratories will be covered.

in human whole blood using
immunoturbidimetry method.
Talanta, 190, 1 (2018), 134-139
2.pH Control of Penicillin
Fermentation Process using
Predictive approach, Systems
Science journal. 35, 1 (2009), 65-74
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Dr. M. R. Bakhtiari
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PhD in medical biotechnology and also a doctorate in clinical laboratory sciences.
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to international conferences and workshops. He has published a lot of papers
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Post Standardization of Creatinine Assays: Are They Suitable for Clinical Applications.
Nuthar Jassam 1 *

1- Consultant Clinical Biochemist and Head of Department, Harrogate NHS Foundation Trust (England)
nuthar.jassam@hdft.nhs.uk

Standardisation of creatinine assays was a prerequisite step to standardise the reporting of eGFR.The National Kidney Disease
Education programme(NKDEP)in collaboration with Laboratory Medicine organisations such as the IFCC and EFLM, have led a
worldwide programme to reduce inter laboratory calibration variability by calibrating all major manufacturers’ creatinine assays
to be traceable to IDMS.To achieve standardisation of eGFR values that have been produced by standardised creatinine assays;
the NKDEP also recommended the use of the IDMS traceable equation when estimating and reporting GFR. Post standardisation
period, improvement in the performance of creatinine assays and reduction in analytical variability was realised. While the ultimate
aim for standardisation of creatinine assays is to obtain transferable creatinine and eGFR results, this achievement was less than
optimal. That is because the limitations of creatinine as a potential GFR marker are not restricted to calibration considerations.Other
factors such as precision,interference, biological variability of creatinine and commutability of IQC/EQA material form another
source of variability in creatinine measurements. Evidence shows that standardisation of routine creatinine assays does not obviate
the need for harmonization of creatinine measurements between laboratories. To demonstrate this concept, examples of the impact
of standardised, but harmonised creatinine test results on clinical conditions such as AKI or CKD disease will be presented
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Standardization of Hemoglobin Alc
Erna Lenters Westra 1 *

1- Isala, The Netherlands-European Reference Laboratory for Glycohemoglobin, Location Isala, The Netherlands
w.b.lenters@isala.nl

The central importance of HbAlc in monitoring glycaemic control was highlighted by the Diabetes Control and Complications
Trial(DCCT)and the UK Prospective Diabetes Study (UKPDS).These trials showed that improved glycaemic control,as monitored
by HbAlc, delayed the onset of diabetic complications.The publication of these trials has resulted in a large increase in the number
of HbAlc requests received by clinical laboratories,and that high quality methods for HbA 1¢ measurement were required to ensure
accurate assessment of the glycemic status. The lack of international standardization resulted in the development of National
Standardization Programs in several countries and the effect of these standardization programs was that the inter laboratory
precision(CV)decreased from 30% before 2003 till + 3.5% in 2017.A few years ago HbAlc has been advocated as a diagnostic
marker for diabetes as a result of global standardization of the HbAlc assay and major improvements in analytical performance
of different HbAlc methods made by the manufacturers.But how good should an HbAlc method be?and what is the impact
of precision and bias on clinical practise? In general it is assumed, that when an HbAlcmethod has a manufacturer National
Glycohemoglobin Standardization Program(NGSP)certification,the analytical performance is adequate.Given the fact,that even
HbAlc assays with poor analytical performance seen in external quality schemes are certified,such an assumption should be
challenged.In our reference laboratory the analytical performance of different HbAlc methods,point-of-care and laboratory
methods, was investigated using certified CLSI protocols.Furthermore,the interpretation of HbA Ic values among different health
care professionals was investigated which produced,in combination with the outcome of the evaluation studies,remarkable results.
In this presentation I will use the results of some of our evaluation studies to show what the impact is of the analytical performance
of different HbA ¢ methods,point-of-care and laboratory methods, was investigated using certified CLSI protocols.Furthermore,the
interpretation of HbA1c values among different health care professionals was investigated which produced,in combination with the
outcome of the evaluation studies,remarkable results.In this presentation I will use the results of some of our evaluation studies to
show what the impact is of the analytical performance of an HbA1c method on clinical practise.
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Different Approaches to Estimating Measurement Uncertainty in Medical Laboratories
Mostafa Dastmardi 1 *

1- Quality Manager of Iran Polymer and Petrochemical Institute (IPPI)
m.dastmardi@ippi.ac.ir

Background and Aims: Measurement uncertainty characterizes the dispersion of the quantity values attributed to a measurand.
Although this concept was introduced to medical laboratories some years ago, not all medical researchers are familiar with
it. Accordingly, in this paper, the concept of measurement uncertainty, its evaluation and classification for various diagnostic tests
will be described. The aim is to provide a general overview of the measurement uncertainty concept,and practical guidelines to
assist medical laboratories meet and comply with laboratory accreditation requirements of ISO 15189.Methods: In this study, we
will explain how measurement uncertainty in the field of medical testing can be estimated based on the “top-down” and “bottom-
up” approach. The advantages and disadvantages of each approach are discussed. Finally,a classification is presented to evaluate
the measurement uncertainty in various medical examinations.Findings: The findings of this study provide an appropriate approach
for evaluating uncertainty of measurement in medical laboratories. Using the approaches presented in this paper, researchers in
laboratory sciences can evaluate the measurement uncertainty for each examination with an appropriate approach.Conclusion: The
uncertainty is a quantitative indication of the quality of the measurement result. estimating measurement uncertainty in medical
laboratories help to reduce the risks and costs of misdiagnosis and improper treatment. Also, laboratory centers can increase the
reliability of their results by identifying uncertainty components and reduce the uncertainties arising from each component.

Keywords: Measurement Uncertainty, Risk of Misdiagnosis, Reduction Cost of Treatment, Medical Laboratories, ISO 1
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Tracking Capability, Tracabillity and Commutabillity
Mohammad Abedini *

Measuring is a process that based on its outcome, the quality and quantity of any measurable parameter in each activity can be
judged. Specific decisions in various areas, such as quality control and assurance, legal requirements, research and development,
etc., are based on the results obtained from the measurements. The result obtained is subject to various factors and conditions that
are present in the measurement process. Defining the factors and conditions of influence makes it possible to obtain the result of
the measurement based on those factors and conditions. A concept called validity refers to the result of the measurement. In other
words, any result obtained will be correct according to the terms and conditions defined for it. If any of the factors or conditions
change, it will affect the result of the measurement and change its value. Therefore, defining the factors and conditions necessary to
maintain the validity of any result is necessary. Reference devices, reference materials, temperature, humidity, users, measurement
process, and so on can be considered as the most important factors and conditions for calculating validity.

Measurement results are not limited to specific locations and users. Throughout the world, measurement results are continuously
extracted. If these results are for a specific measurement, it is natural that they should be able to be compared with each other
and the reasons for their deviation for identical applications are revealed. For the comparability of the measurement results at
different laboratories and at the world-wide level of production for the same measurements, the results should be referred to the
accepted reference. The referencing of the results to the accepted reference introduces the concept of metric traceability. The metric
traceability is defined as follows. It is defined as the property of each measurement result, by which the result can be attributed
through the continuous chain of documented calibration to the reference, in which, each share has a measure of uncertainty (1).
According to the measurement method, the metric traceability is related to various references such as reference machines or
reference materials. Measurement methods determine the establishment of metric tracking capability. Due to this, tracking
capabilities may be established on SI units and non-SI units. The significant point is that generating meta-tracking capability is
done under the influence of defined factors and conditions. Also, the numerical value of these factors and conditions is important
for generating meta-tracking capability. The first mode is to calculate the failure of the measurement criterion, and the second state
is the necessity of verification in the creation of meta-detection traceability.

The confidence in the results of measurement in medical laboratories and the resulting care of the patient through the reference
material is a necessary condition. One of the uses of reference materials is their use in creating traceability. To do this, at the
laboratory level, these materials are used to calibrate and assess the trueness of medical devices under exploitation conditions. If
reference materials are used as certified reference materials (CRMs), their full details are given on the manufacturer’s certificate
in which they are operated. Other reference materials may also be used that do not have a certificate. These categories of materials
should be sufficiently homogeneous and stable to ensure that the numerical value of the property is attributed and its validity is
checked for any calibration. If these materials are used for metrological traceability, they should ensure that they can transmit the
accuracy of the reference material (RM) in a manner that is conventionally used. This material is also referred to as a calibrator. If
the reference material has this property, the reference material is said to have commutability (2).

Ifit is proven that a particular reference substance is comparable to that of a valid clinical specimen, this substance is also referred to
as a therapeutic agent. Materials that behave in a similar fashion are not limited to their ability to provide metrological traceability;
these materials are used in all quantitative laboratory measurements.
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Principles of Measurement Standardization
Mohammad Reza Bakhtiari 1 *

1- Biotechnology Dept., Iranian Research Organization for Science & Technology (IROSt), Tehran, Iran
bakhtiari@irost.ir

Background & Goals: Clinical laboratories are requested to measure plenty of components, i.e. analytes, in human blood and other
body fluids, in their everyday practice. The results of such measurements are used by physicians for detecting diseases and/or
monitoring their responses to therapy, mostly based on approved clinical guidelines. Methods: Clinical laboratories are expected
to produce comparable and equivalent results out of measuring a given analyte in the same patient sample, i.e. if a single patient
serum sample is aliquoted and circulated to various laboratories for measuring a given analyte, the results of laboratories should
be comparable and very close to each other. This goal will not be achieved, unless the principles of metrology for measurement
standardization is stablished already, in all of the laboratories. Findings & Conclusion: Based on a literature review for the principles
of metrology applied in the clinical laboratories, it is evident that clinical laboratories should standardize their measurements by
using methods traceable to Reference Method Procedures (RMPs) and calibrate the instruments by commutable Certified Reference
Materials (CRMs), as far as possible.

The 12th International & 17th National Congress on Quality Improvement in Clinical Laboratories April 18-21,2019



Laboratory & Diagnosis

Iranian Association of Clinical Laboratory Doctors

a N

Governments set a wide range of rights and responsibilities
for their citizens, one of which is the health. The standard
helps citizens to exercise their rights and duties. The world
without standard will quickly stop. Standards are developed
by international and national standards organizations. In
accordance with Note 4 of Article 3 of the Law 49784 (the
law of Strengthening and Developing of the Standard System)
approved by the Parliament, the Ministry of Health, and
Medical Education can develop and revise standards about
to health, medical and pharmaceutical services. Department
of Health Reference Laboratory revised and published the
second edition of Medical Laboratories standard in 1397.
This standard complies withthe international standard
ISO15189, 2012(medical laboratories-requirments for quality
and competence).In this topic,it will be addressed clinical
laboratories’ standardization history in the country, conformity
of National Clinical Laboratory Standards ed. 1397 with
the ISO 15189 2012, as well as the ability of the country’s
laboratories to implementnational standards andapproachesfor
how to implement this standardand, at the end,., the authority
of the Ministry of Health and Medical Education will be
reviewed to enforce this standard .
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Evaluation of Compliance Medical Laboratories Standards Edit 1397 of Department of
Health Reference Laboratory with International Standard ISO 15189 Edition 2012

Roshanak Tahmasian 1 *

1- Reference Medical Laboratory of Social Security Organization
tahmasir@yahoo.com

Standard is a document, based on consensus of experts and stakeholders in a specific field, and is designed for general and frequent
use and optimal order. The development of national standards in the country, which is the responsibility of the National Standard
Organization, is based on the standards of the “National Standard of Iran - Structure and Writing”. The compilation and revision
of health-related standards is the responsibility of the Ministry of Health and Medical Education, and in this regard department
of Health Reference Laboratory revised national medical laboratory standarads in compliance with Iso15189:2012(medical
laboratories-requirements for quality and competence) for second time and enforce its provisions for all laboratories in the country.
In this standard taking into account legal regulations, priorities and country's medical laboratory needs and for streamline the text
of Iso 2012: 15189, amendments in some part of it have been made or added to this article..Considering to different wideness and
Complexity of medical laboratories in country , guidance in the implementation of the requirements should be practical and covered
all of system complexities and also it is criteria for medical laboratories accreditation, supervision and development of assessment
checklist and it's measures. In this issue we try to compare national medical laboratory standards Ed 1397 to Iso 15189:2012 and
explore differences, advantages and defects of changes have been established.

Keywords: Medical Laboratories Standards, 15189:2012 ,Compliance

0120

Assessment of the Enterprise of Requirements and Standards in Medical Laboratories in
Alborz Province in the Years 1393 to 1395 (Solar Year)

Parviz Fallah 1 * , Nooshin Khalili 1 , Batool Rahati 1 ,Shahin-Dokht Deylami 1 , Nasibeh Shokri 1 , Homa Mehrabi 1,
Parvaneh Bideh 1, Mohammad Roustaei 1

1- Alborz University of Medical Sciences - Alborz University of Medical Sciences, Karaj, Iran
alborzuniverlab@yahoo.com

Introduction: Laboratory requirements and standards, and its corresponding checklist for improve the quality and quantity of
medical laboratory services have been announced by the Health Ministry’s Reference Laboratory since 1386 (Solar year). The idea
of this study was to determine the level of use of these requirements in medical laboratories during the years 1393 to 1395. Materials
and methods: Initially, the Excel file of the check list of 164 questions was prepared. Then the responses to the checklists from
1393 to 1395 entered in the Excel. Finally, the quantity of standardization and quality improvement over the years was examined.
Results: The outcome showed that in the year of 1393, the highest and lowest points were obtained for space and facilities (91.65%)
and quality control (73.59%) and in 1395 the highest and lowest score was obtained respectively Space and facilities (92.55%) and
quality control (77.22%). In general, the average earnings in 1393 were; 20.26% and in 1395; 87.26%. Discussion and conclusion:
These results indicate that the labs are upgraded with periodic supervision with their particular checklist. obviously, due to various
reasons, including the natural resistance of laboratories to change, the lack of faith and the commitment to manage some laboratories
into the quality management system, increase costs, etc. It can be concluded that all requirements have not been established.

Keywords: Medical Laboratory, Standard, Requirements, Improvment
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Implemnt of Iso 15189 in Developed and Developing Countries and Requirments
Seyed Mohammad Reza Fooladi 1 *

1- Social Security Organization
mnghs@yahoo.com

Due to economic and technological changes in laboratories medicine that go along with new technology requirments in medical
devices and implemention of quality system in medical laboratories has broadly expended.Although ISO 15189 provides useful
requirments,additional regulatory documents are considerd by Europian countries such as the CTS and EN 13612. In Mexico ,the
Mexican accreditation entity as a non-profit organization has been in charge of coordination the implementation of policies and
guidelines to testing and calibration in medical laboratory. EMA created a working group on medical laboratories. The AMBC
(Mexican Association of Clinical Biochemistry) is one of the members of this working group. In India, the National Accreditation
Board forTtesting and Calibration of Laboratories (NABL) is an autonomous body. Government of India has atorized NABL as
the sole accreditation body for testing and calibration of laboratories. The ANBL established links with international bodies- Asia
Pacific Laboratory Accreditation Cooperation. Laboratories contact NABL secretorian with a request and get fully acquainted with
relevant document and methodolog for assessment. Laboratories prepare conditions and train personel as a key element. In Dubai,
all clinical laboratories licenced by DHA (Dubai Health Authotity) are required to be accredited by any accreditation agency.
Recognized by the international society for quality in health care such as: CAP, CPA-UK, GCI, International Organization for
Standardization, ISO:15189 medical laboratory standards adopted by Dubai Accreditation Centre (DAC). This article discusses
how accreditation bodies in above countires and others such as Irland and Canada (developed and developing counties) implement
and assess ISO: 15189.

Keywords: ISO 15189, Accreditation, Implementation
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Standardization History in Laboratories of the Country
Afshin Safaee *
safaie_afshin@yahoo.com

Reference health Laboratory of Iran (RHL) has been established under the Secretary of Health in 2007. This organization has
been developed from integration of Reference laboratories of Iran, Directorate of General Affairs and Laboratory de-partment
of CDC. In accordance with policies of Ministry of Health and Medical Education, also Millennium Development Goals and
requirements of IHR the RHL has highlighted his main goal as “Quality Improvement of Medical Laboratory Network”. In order
to achieve this goal as soon and efficient as possible, RHL has tried to launch Quality Management sys-tem in medical laboratories.
After studying and analyzing the situation in the country RHL has tried by using ISO 15189 which is an successful international
standard to draw national standards and write necessary manuals, guidelines and check-lists. For a successful implementation and
detailed managerial observance, three phases were designed: Training, Stepwise implementation of standard requirements in the
laboratories, accreditation of laboratories. After more than ten years of training and sending out national standards and guidelines,
the RHL is in the middle of the second phase “implementation”.
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Assessing the Ability of Medical Laboratories in Iran to Implement ISO 15189 (2012) Issued
by National Health Laboratory (NHL)

Mehrdad Vanaki 1 *

1- Trainer and Consultant of QMS , Head Director of Farvardin Pathobiology Laboratory Complex (FPLC)
mehrdadvanaki@yahoo.com

ISO 15189 specifiedfor medical laboratories is issued based on quality and competence.According to provision of ISO 15189, this standard
can be localized or simplified in each country,and just part of this international standard can be obliged as a national standard.So,with
regard to the critical condition and the present economic recession that affected the performance of medical Laboratories in Iran,limitation
of quality and quantity level of their service,lack of competent staff,most of small and medium-sized medical laboratories in Iran do
not have the ability to implement the international ISO 15189 completely.For instance, Implementation of uncertainty measurement
requirement(Article 5-5 technical requirement)is beyond the ability of most of medical laboratories,it,surely,imposes accessory expenses
on medical laboratories.Assessment of ability of medical laboratories for full implementation of international ISO 15189 bring up an
extensive challenging argument between experts that cannot be considered from one perspective and attitude.Surely,in this field we
should have brain storm and interview with small and medium-sized medical laboratories in public and private section(at least S0 medical
laboratories)data collection is done through designed questionnaire and analysis must be based on logical and fairly attitude. According
to this questionnaire survey,some of the assessed medical labs completely agree and welcomed the full implementation of international
ISO 15189 as an opportunity,whereas some other medical labs rejected the full implementation of this Standard based logical and illogical
reasons,and consider it as a threat due to their present critical economic situation.
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Describing the Process of Approval of Mandatory Enforcement, Abolition or Suspension of
Standards. In Accordance with the Law on the Strengthening and Development of the Standard
System (No. 82949/22) of the Islamic Consultative Assembly, the Duties of the Ministry of Health,

Medical Education and Training in the Standardization of the Laboratories of the Country

Dr Ali shirin*1

1- Haed of the Reform Laboratory Security Organization
a.shirin@yahoo.com

The Law on the Strengthening and Development of the Standard System(No. 82949/22)the Islamic Consultative Assembly,has laid
down the process of ratifying the implementation of the mandate, abolishing or suspending the standards as part of the duties of the
Supreme Council. Members of the Supreme Council of the Supreme Council, in accordance with the Law on the Strengthening and
Development of the Standard System,include the President (Head of the Supreme Council)the President of the National Standard
Organization(Supreme Council)and other members. Article 35 of the Act describes the duties and authority of the Supreme Council
of the Standard,12 It concerns the™ratification of mandatory enforcement of standards throughout the country,cancellation or
suspension.”In today’s advanced world, the variety and quality of health services, as well as its related tools and technologies,
are constantly expanding and improving, but this does not prevent them,even in highly developed and wealthy countries,and
claimants in all of this Areas also concern about how health services and healthcare costs, complications and unwanted events are
serious concerns about health systems around the world. Therefore, the mission of the health authorities of the country is”to provide
health care and treatment to all people in the country. The generalization and expansion of health services,medical and educational
services”’and are the objectives of the Ministry of Health, Medical education is”an increase in the achievement of community access
to therapeutic facilities and the establishment of proportionality in the levels of public,specialized and specialized medical services
in the country.”The basic goals of health systems include:improving the health of the covered population,responding to people’s
expectations and protecting against adverse health costs.
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This panel is designed to introduce the
advanced and novel technologies in diagnosis
of diseases to professors and students in the
field of medical laboratory diagnosis.

Although most of these technologies have . '
not yet been used routinely in medical S .. =
laboratories, understanding these methods
will help lab professionals to improve their

own developmental and prospective plans. Recent Publication
In this panel which will be held by academic Additive effect of metastamiR-193b and breast
staffs of the school of Advanced Technologies cancer metastasis suppressor 1 as an anti-
in Medicine (Tehran University of Medical metastatic strategy.
Science), topics including the use of Serum Levels of miR-155, miR-326, and miR-
biomarkers in diagnosis and treatment of 133b as Early Diagnostic Biomarkers for the
addiction, neuronmarkers in Alzimer and Detection of Human Acute Heart Allograft
Parkinson diseases and exosomal proteins in Rejection in Comparison with Serum Cardiac
cancer diagnosis, will be covered. Troponin T.
We hope that the induction of new methods Varying miR-193b-3p Expression Patterns in
in the laboratory diagnosis can take important Breast Cancer Cell Lines
steps in transforming clinical laboratories.
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The Need to Use Advanced Software in the Country’s Clinical Laboratories
Shirin Fakhri Moradi Azami 1 *, Ebrahim Shakiba 1, Alireza Toloii 1, Kaivan Khassi 1

1- Kermanshah University of Medical Sciences and Health Services Health Department, Kermanshah, Iran
shirinfakhr@yahoo.com, shakiba@yahoo.com, ali_toloii@yahoo.com, khassikaivan@yahoo.com

Introduction: In recent years, many efforts have been made to improve the quality of clinical laboratories, which has led to the
dispersal of these measures, which has led to the use of various software in the laboratory to enter the electronic system, which
in some cases has a lot of information value. Each time the information production and production process fails to feed the user
community in scientific research, the lab development system will be impaired. As a result, the essential prerequisite for the change
in the decision making will not be provided. In this regard, the state of utilization Experimental Section Software Objectives can
be important and effective in providing principled guidelines to reduce the deficiencies in recording and storing information.
Method and purpose: This cross-sectional study was carried out in the clinical laboratories. Using a checklist and direct referral to
the laboratories, the data were collected and analyzed using descriptive statistics. The purpose of this study was to determine the
necessity The use of advanced software in clinical laboratories. Conclusion : The use of the advanced software system in the units
of acceptance and archiving of clinical laboratories is low and even the existing system does not have the necessary capacity to
record patient information for classification, analysis and prediction. Some laboratories do not have this system in their archives,
and the lack of advanced systems is causing a lot of waste of lab data to retrieve information.

Keywords: Lab, Software
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Lipophilic Fluorescent Products in the Diagnosis of Alzheimer’s Disease
Maryam Zahmatkesh 1 *

1- Department of Neuroscience and Addiction Studies, School of Advanced Technologies in Medicine, Tehran University of
Medical Sciences, Tehran, Iran
zahmatkm@tums.ac.ir

Alzheimer’s disease is associated with alteration in brain tissue redox status. The Lipophilic fluorescent products all originated
from reaction between aldehydes and amino groups of proteins, amino acids or phospholipids in oxidative stress context. The
end-products were initially called lipofuscin-like pigments on the basis of the similarity of their fluorescence properties with
those of lipofuscin. Due to the inaccessibility of the human brain, experimental studies in Alzheimer’s disease have focused on
biofluids, mainly the cerebrospinal fluid (CSF) and blood. Therefore, attention has turned towards the development of blood- based
biomarkers in the prediction of cognitive impairment in Alzheimer’s disease.

Keywords: Lipophilic Fluorescent Products, Alzheimer’s Disease, Biomarker
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Providing a New Healthcare Pattern for Land Borders and the Importance of Laboratory
Diagnosis

Kaivan Khassi 1 *, Gamil Zargan 2, Mohamad Ebrahim Minaii 2, Shirin Fakhri Moradi Azami 1, Frod Khodabin 1

1- Kermanshah University of Medical Sciences and Health Services Health Department, 2- College of Basic Sciences, Imam
Hossein University
khassikaivan@yahoo.com, gzaragan@yahoo.com, mminaii@yahoo.com, shirinfakhr@yahoo.com, khodab@yahoo.com

Introduction Borders can play a prominent role in the health and security of the country. The diversity of biological threats has so
widened today that the preservation of national resources, especially the lives of humans, is of paramount importance. Laboratory
diagnosis of diseases and biological threats in the human domain is of particular importance in the field of epidemiology and
community health especially in the border regions of the country. Considering the numerous ways of spreading pathogenic
pathogens, the prevention and control of biological threats in the human domain includes a set of factors and functions that the
entry of factors The pathogenic infectious agent prevents any of the possible ways. Method According to the field study, the first
effective step is identifying biological threats, which are the key to effective defense and reduction of vulnerability. Thus, with a
new understanding of the understanding of the threat factors, the concept of laboratory diagnosis in health care has changed in
the border regions of the country. It has become more and more comprehensive. Discussion and conclusion Provide a new model
of health care based on laboratory diagnosis and other areas of education and information, internal and external coordination,
establishing a syndromic system of diseases, immunization and rehabilitation of infrastructure, organizing and preparing for the
implementation of essential requirements, development and support. Using the experience and the newest methods of care using
technology and technology, it is important to have an important input on the land borders and be a fundamental principle.

Keywords: Border, Laboratory Diagnosis
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Micrornas in Parkinson’s Disease
Anahita Torkaman-Boutorabi 1 *

1- Tehran University of Medical Science
a_torkaman(@sina.tums.ac.ir

Parkinson’s disease (PD) is a progressive neurodegenerative movement disorder characterized by selective loss of dopaminergic
neurons that project from the substantia nigra pars compacta to the striatum. The clinical diagnosis of Parkinson’s disease is
only possible when a large number of dopaminergic neurons are lost. Treatment with medications to increase dopamine relieves
the symptoms but does not slow down or reverse the damage to neurons in the brain. The exact cause of this neurodegenerative
disease has not been determined yet and finding biomarkers that help in early diagnosis of the disease is very important. It has been
shown that an interaction between environmental and genetic factors play the most important role in the etiology of the disease.
MicroRNAs control a range of physiological and pathological functions, and may serve as potential targets for intervention against
PD to reduce damage to the brain. Recent studies have demonstrated that microRNAs can regulate PD genes and are involved in
the onset or the progression of the disease. In the near future miRNA can be used as an early diagnostic biomarker in Parkinson’s
disease.

Keywords: Microrna, Parkinson’s Disease
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Genetic Analysis of 320 Iranian Patients Affected by Deafness Using Sanger Sequencing and
Next Generation Sequencing (NGS) Methods

Saeid Morovvati 1 *, Marzieh Rahbaran 2, Katayoun Heshmatzad 2, Maryam Hassani Doabsari 2, Mohammad Ajalloueyan 3

1- Human Genetic Research Center, Bagiyatallah University of Medical Sciences, Tehran, Iran, 2- Department of Genetics, Faculty
of Advanced Science and Technology, Tehran Medical Sciences, Islamic Azad University, Tehran, Iran, 3- Faculty of Medicine,
Bagqiyatallah University of Medical Sciences, Tehran, Iran

morovvati@hotmail.com, m.rahbaran88@gmail.com, heshmatzadk@yahoo.com, mry.hassani@gmail.com, ajall2001@yahoo.com

Introduction Hearing loss(HL) is one of the most common congenital impairments which occurs one in every thousand children.
More than half of these cases are caused by genetic factors. At the present time, more than 150 genes have been identified to
be associated with hearing loss. Materials and methods In this study, for more than 600 patients affected by deafness, genetic
counseling was performed. 320 patients selected for genetic analysis. In first step, for all selected patients, analysis of GJB2 gene
was done. In second step, for patients who had normal result for GJB2 gene, hearing loss panel using NGS method was performed.
In final step, for patients for whom no pathogenic mutation was detected in their panel, Whole Exome Sequencing(WES) was
performed by NGS method. Results 91 out of 320 patients had 19 different pathogenic mutations in GIB2 gene (28%). For further
investigations, among all 229 patients with normal GJB2 gene test result, WES and deafness genes panel tests were carried out on
122 patients who referred again to us (57 patients for WES and 65 for deafness genes panel tests). Discussion In this report, we
have discussed about the most frequent genes and mutations involved in deafness and their clinical significance in Iranian patients.

Keywords: Deafness, NGS, Gene, Mutation, Novel
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Modern Technologies in Diagnostic Parasitology
Afsaneh Jalili 1 *, Reza Hajarzadeh 1, Afsaneh Nasiri 1

1- Social Sequrity Organization, Reference Laboratory, Tehran
afsanehjalili@yahoo.com, rezahajatzadeh@yahoo.com, afsaneh nasiri1975@yahoo.com

In recent years, diagnostic methods of infectious diseases have undergone tremendous changes and diagnostic methods in
parasitology have not been proven effective. Although the use of microscope and direct observation of parasite known as the golden
standard in parasitology, but there are many shortcomings for example, diagnosis is not possible unless the number of parasites in
the sample is sufficient. On the other hand, parasitic diseases are the devastating infections that annihilate millions of people each
year. In the past, many parasitic infections has been seen in tropical and subtropical areas but today due to environmental changes,
significant increases in international travel and migration these parasitic infections are also observed everywhere and timely
diagnosis plays a role in the successful treatment of these infections. Nowadays, new diagnostic methods have made it possible for
us to diagnose parasitic diseases even on the patient’s bedside. This article investigate new methods for detecting parasitic diseases
such as diagnostic methods at or near the point of care OPCD to PCR, Real time PCR, AFLP, and LAMP diagnostic methods, as
well as immunoassay methods.

Keywords: Modern Diagnostic, Parasitic Diseases
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Diagnosis and Treatments of Cancers Based on Exosomes and Mirnas as Potential
Biomarkers

Somayeh Ebrahimi 1 *

1- Tehran University of Medical Science
ebrahimi_s@sina.tums.ac.ir

Cancer is one of the important leading causes of death. Evidence relevant to early diagnosis of cancer and general awareness of
risk factors for cancer has clearly improved survival. However, there is an urgent need to identify specific, accurate, and sensitive
biomarkers, which could guide early diagnosis, better monitoring of patients, and choice of therapeutic strategies for individual
patients, and accurate estimates of prognosis. Exosomes are nanoscale vesicles (40-100 nm) derived from the luminal membranes
of multivesicular bodies (MVBs) and are released to the extracellular milieu when MVBs fuse with the cell membrane. Exosomes
have also been identified in all bodily fluids; so, exosomes are more helpful for noninvasive diagnostic or prognostic biomarker.
Because of exosomes can be isolated easily from body fluids, could is attractive tools for the diagnosis of various cancers. In
here, we summarize the use of exosomes with various cargo (protein, mRNA, miRNA) as diagnostic and prognostic biomarkers
in cancer. Other proteins present in exosomes derived from cancer cells (e.g., survivin, FASN, PSMA, TMPRSS2: ERG, PSA,
EGFRVIIL, and ENO1) play important roles in various processes involved in the development of cancer such as metastasis, tumor
cell proliferation, and angiogenesis. Exosomes can protect miRNAs from degradation and can transfer them to recipient cells.
There is evidence that miRNAs present in exosomes can activate signaling alterations in recipient cells.

0132
Peripheral Biomarkers of Addiction
Nasim Vousooghi 1 *

1- Tehran University of Medical Science
n-vousooghi@tums.ac.ir

The prevention and treatment of addiction would develop by finding suitable biomarkers for the grouping of patients into
classes that are reproducible and have prognostic validity. These biomarkers could be resulted from better understanding of the
neurobiology of addiction and also from behavioral phenotypes. Evaluation of drugs or their metabolites in different body fluids
may serve as an important clinical biomarker, but it can only reflect the acute or relatively recent drug consumption. As a result,
there is a serious requirement for biomarkers that reveal chronic drug abuse and also biomarkers that forecast or are linked to
disease courses and treatment outcomes. Improvements in tools and methods to explore genetics, epigenetics, and human brain
function and neurochemistry propose unique chances for the development of such biomarkers that could increase our skills to
monitor and treat addicted patients and also speed up the studies on the neurobiological mechanisms of addiction. Peripheral
biomarkers obtained from peripheral tissue samples (e.g., blood, saliva, urine) benefit from being inexpensive, less invasive, and
easy for banking. There is increasing evidence that peripheral markers of different kinds such as miRNAs or metabolites may mirror
CNS state of pathophysiology. Developed technologies and methods using peripheral samples may help us to find new suitable
biomarkers, clarify the pathophysiological networks related to distinct steps of addiction, and describe particular substance use
disorder endophenotypes. Here, we are going to describe some of these peripheral biomarkers of addiction.
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Chronic kidney disease (CKD) is an important public
health problem and is a risk factor for cardiovascular
diseases. CKD is usually asymptomatic until later stages
and routine laboratory tests, including serum creatinine
and urine protein, are not clinically sensitive enough to
detect early stages of CKD. Using creatinine clearance is
a suitable approach for detecting early stages, but it has
different challenges. In addition, the clinical usefulness
of these laboratory tests results is affected by analytical
sensitivity and specificity, biological variation, need to
collect 24 hours urine, diet, and activity. As early detection

of CKD is necessary for preventing the progression of Recent Publication

kidney disease to kidney failure, it is essential to standardize 1. Quality management in biochemistry: A
these laboratory tests in pre-analytical, analytical, and post- practical approach, Aeeizh, Tehran, 2017.
analytical stages, and using more sensitive and specific tests. 2. Summary of management in

For more than ten years, it is recommended to use estimated biochemistry; Aeeizh, Tehran, 2018.
glomerular filtration rate (¢GFR) as a sensitive marker for 3. External Quality Assessment of
screening early stages of CKD. Different formulas have Glycohemoglobin in Iran: Comparison of
been introduced for estimation of GFR according to serum Five DifferentCommercial Methods with
creatinine, race, sex, age, and body weight, each of which two different total allowable errors. ] Med
has its advantages and disadvantages. Biochem 37; 1-9,2018.

In this panel, we will discuss about challenges in detection, 4. Evaluation of the performance of
diagnosis and monitoring of CKD in pediatrics and adults common serum and urine creatinine
according to laboratory tests, problems of standardization measuring kits: Is the results of these

of creatinine and urine albumin measuring methods, and methods clinically useful. Journal of Islamic
limitations of different formulas for estimating GFR, and Azad University. Tehran medical sciences
also introduce strategies for quality improving of these tests.J branch 1397: 28 (2). 162-168.
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Dialysis Efficiency in Hemodialysis Patients of Social Security Organization Hospital of
Takestan in 1397

Babak Bajelan 1 , Kamran Soleimani Tadi 1, Saeedraza Mohamadi 1 *

1- Takestan Hospital Social Security Organization, Takestan, Iran
babisanz@yahoo.com, K.soleimanitadi@gmail.com, s.r.mohammadi@yahoo.com

Introduction: Hemodialysis is the most commonly used treatment for patients who suffer from kidney failure. Therefore,
improvement of dialysis efficiency is an important issue in managing of these patients. This study trying to determine dialysis
efficiency in patients who come to dialysis unit at Social Security Organization Hospital of Takestan. Material and Method: The 39
hemodialysis patients were participated in census method. Data gathering was accomplished by information inserted in patients’
record. In order to determine dialysis efficiency, we used Kt/V and URR scales. The averages of Kt/V and URR were calculated for
3 consecutive months. Results: Among 39 patients, there were 24 men and 15 women and the average age was 55.3 + 15.4 year. The
average of 3 consecutive months Kt/V in 14 patients who used High Flux filter was 1.35 + 0.1 and in 25 patients who used Low Flux
filter was 1.34 + 0.2. (P-value >0.05) However, the mean of Kt/V and URR was higher in patients whose dialysis was performed
by fistulas compared with Shaldon. . (P-value <0.05) The average of total Kt/V was 1.34+0.2 and the lowest quantities were 0.89
and 1.9 respectively. The average of URR was 66.35 + 5.9 and the lowest quantities were 51 and 80 respectively. Conclusion: The
results of this study suggest that 82.05 percent of patients have more than 1.2 Kt/V and 66.6 percent of patients have more than 65
URR. The results obtained in this center are higher than the average results reported in other similar centers.

Keywords: Dialysis, Efficiency, Hemodialysis, Time Factors
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Chronic Kidney Disease and Its Labratory Challenges
Farahnaz Pasha *

Chronic Kidney Disease (CKD) can be defined as decreased kidney function with size-adjusted estimated glomerular filtration
rate(eGFR/1.73m2)< 60 ml/min or as kidney damage that persists for at least 3 months.Because the number of patients with End
Stage Renal Disease(ESRD)continue to rise,with associated poor prognosis despite modern renal replacement therapies,and an
enormous health care cost,it has been recognized that CKD is important entity in public health emphasizing the need for earlier
identification and treatment.The management of a patient with CKD involves many considerations:first and most important one
is screening that should include monitoring for the presence of proteinuria and measurement of kidney function.Urinary protein
measurement is a screening test in all high-risk individuals. screening can be done by urine dipstick,but a more reliable method
is an early morning measurement of the albumin-to-creatinine ratio in a spot urine sample.In terms of milligrams per gram or
millimole of creatinine, normoalbuminuria,microalbuminuria,and macroalbuminuria can be determined.A positive urine albumin-
creatinine ratio test should be repeated at least twice over 3 months to exclude acute kidney injury and to confirm a positive test.
The GFR usually expressed in terms of milliliters per minute,is the volume of serum cleared by the kidney per unit of time.It
depends on body size and age.Measurement of serum creatinine is one way to obtain a rough estimate of the level of renal function.
The relationship between serum creatinine and renal function in non-linear,as doubling of serum creatinine will reflect a decline in
GFR of approximately 50%. An alternative method of estimating GFR is based on equations that use the serum cystatin C level.
Laboratory methods of cystatin C commonly standardized and are in progress also cystatin C equation is not is wide use.
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Pediatric Kidney Disease and Its Laboratory Challenges
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Although some signs and symptoms in children suspect the physician to kidney disease, we need confirmatory laboratory items
to detect underlying disease and estimate the severity that might affect on the management. The aim of this review is to focus
on the importance of the accuracy and precision of lab items in pediatric suffer of kidney disease. Some laboratory items should
be adjusted per body size of the child and consider the reported unit before interpretation. Physicians use creatinin to estimate
glomerular filtration rate. Even small amount of lab error in measurement has a great impact on estimated GFR. According to
eGFR the renal function classified to stage one to five. By declining renal function, the dosage of medication should be adjusted,
restriction in diet recommended. Plasma and urine electrolyte (sodium, potassium, chloride ) and blood gas ( PH, PCO2, HCO3)
figures are important for deciding the way of investigation, the amount and type of fluid recommendation. Urine analysis is a key
to assess the concentration dilution ability (Specific gravity), acidification (PH), renal disease (RBC cast, WBC cast, tubular cast).
Infection (nitrit, leukocyte esterase, WBC, RBC), urine biochemistry is a handy way to detect the cause of urolithiasis . Accurate
measurement of urine protein and microalbumin are very important to diagnosis of glomerular versus tubular proteinuria. Then ,
complements ( classic and alternative pathways) , ANA, antiDNA, ANCA, have value to discriminate various kidney diseases. In
conclusion: Inaccurate, incomplete report each items mentioned above might have a huge impact on management of the children.
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Different Formulas for Estimation of Glomerular Filtration Rate: Advantages and Limitations
Reza Mohammadi 1 *

1-Department of Biochemistry, Faculty of Medicine, Tehran Medical Sciences, Islamic Azad University, Tehran, Iran
r.mohammadi.bio@gmail.com

Serum creatinine is the best internal indicator of glomerular filtration rate (GFR). Although, its diagnostic sensitivity is low for early
detection of chronic kidney disease (CKD). Estimated GFR (eGFR) is a more sensitive indicator which is calculated by different
formulas according to serum creatinine concentration, age, weight, sex, gender, and race. Cockcroft-Gault (CG), Modification
of Diet in Renal Disease (MDRD), and Chronic Kidney Disease Epidemiology Collaboration (CKD-EPI) are common formulas
which are used to estimate GFR in clinical laboratories. In spite of simplicity, these formulas has limitations that can effect on their
clinical application. These are suitable for adults, but another formulas such as Schwartz equation should be used for children and
adolescents. Body weight is another factor that may effect on the performance of these formulas. In the obese and lean individuals,
CG eGFR estimation is falsely high and low, respectively. MDRD and CKD-EPI results are not affected by body weight, because
their results are according to mL/min/1.73 m2. In the other words, these equations presumed that patient has body surface area
(BSA) of 1.73 m2 which is not true for all patients. In individuals who are vegetarian or has severe malnutrition, obesity, skeletal
muscle disease, and rapidly changed kidney function, GFR estimation is not accurate.

Keywords: Chronic Kidney Disease, Estimated Glomerular Filtration Rate, CKD, Egfr.
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Challenges in Methods of Urine Proteins Measurement
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Standardized measurement of any analyte in biological fluids requires a hierarchical reference system consisting a defined
measurand,measured by a reference measurement procedure(RMP)against a certified reference material (CRM).Such a
standardization practice,enables the clinical laboratories to produce comparable and uniform results out of measuring a given
analyte in the same patient sample.Due to very vast variety of types of urine proteins,international efforts for standardizing the
measurement of urine proteins have been unsuccessful. The main reasons of such a failure have been the lack of a reference
measurement method and also a certified reference material because of complexity of urine proteins.Hence,a joint working group
has been established by international federation of clinical chemistry and laboratory medicine (IFCC)in collaboration with national
kidney disease education program (NKDEP)called working group for Standardization of Albumin Assay in Urine(WG-SAU).The
main purpose of WG-SAU is to establish a reference procedure and reference materials for the measurement of albumin in urine
instead of urine proteins.In this lecture, it will be attempted to describe the latest achievements of IFCC/NKDEP joint working
group on Urine Albumin Assay standardization.

Keywords: Reference Measurement Procedure, Certified Reference Material, Standardization, Urine Protein / Albumin

0138

Challenges in Measurements of Creatinine Methods
Nuthar Jassam 1 *

1- Consultant Clinical Biochemist and Head of Department, Harrogate NHS Foundation Trust (England)
nuthar.jassam@hdft.nhs.uk

The implementation of national and international guidelines is the driving force to standardise clinical practice.Since many
guidelines recommend decision limits based on laboratory tests,there is an urgent need to ensure that different laboratories obtain
the same biochemical results.In this context,reliable and comparable serum creatinine measurements are of vital importance for
the correct classification of patients with CKD.Comparable serum creatinine measurements enable standardising eGFR reporting.
Indeed,the European in vitro Diagnostic Directive demands that manufactures ensure traceability of biochemical test results to
a higher order reference material. Furthermore,many national initiatives to implement eGFR reporting started with projects to
recalibrate creatinine assays first.Despite the manufacturer’s claim of creatinine assay standardisation and local re-calibration
programmes for creatinine assays,our findings showed a lack of agreement between creatinine results,particularly creatinine
results generated by various Jaffe-based creatinine assays.This paper presents the shortfalls of some of the commercially available
creatinine assays and highlights the potential impact on the classification of patients with CKD.
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Diagnosis, prevention, treatment and management
of diseases are directly or indirectly associated with
laboratory equipment and kits. Supplying qualified
and affordable laboratory kits and equipment is
one of the main concerns of medical laboratories.In
Vitro Diagnostic (IVD) device department, as one
of the subsidiary departments of national medical Recent Publication
device directorate, is professionally involved in the 1. Quality management in biochemistry:
regulation of importing high quality and affordable A practical approach, Aeeizh, Tehran,
laboratory equipment and products for sufficient 2017.
quantity in order to prevent shortage of devices. 2. Summary of management in
Supply management challenges of IVD devices and biochemistry; Aeeizh, Tehran, 2018.
approaches of national medical device directorate 3. External Quality Assessment of
in this regard will be discussed in this panel. Such Glycohemoglobin in Iran: Comparison
activities in order tofor supervision and management of Five DifferentCommercial Methods
of IVD devices supply include process and technical with two different total allowable errors.
requirements for in vitro diagnostic devices in Iran J Med Biochem 37; 1-9,2018.
comparing to other countries, organizing IVD 4. Evaluation of the performance of
Expert Committee, inquiry from IMED website, common serum and urine creatinine
distribution and virtual warehouse portal, medical measuring kits: Is the results of these
device reporting (MDR) portal, and sale services methods clinically useful. Journal of
portal, etc.. Islamic Azad University. Tehran medical
sciences branch 1397: 28 (2). 162-168.
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Introducing Two Main Duties of the National Medical Device Directorate of MOH; After Sale
Service and Medical Device Reporting (MDR)

Nasim Torbati *
n.torbati@imed.ir

Two main duties of the National Medical Device Directorate of MOH are “Reviewing reports of quality problems, adverse events,
and Medical Device Reporting (MDR)”, as well as “Supervising proper performance of After-Sales Service”. According to the
regulations of medical equipment, as well as the instruction of “the reports of quality problems, adverse events, and MDR?”, all
manufacturers, importers, distributors and medical institutions are required to submit a report to represent the quality problems of
these items to the National Medical Device Directorate in order to improve the quality, eliminate the quality problems, and prevent
the emergence of adverse events caused by medical equipment, as well as to preserve the health in the society. Submitted reports are
reviewed, and required corrective actions are performed by experts from National Medical Device Directorate. After sales services
include the set of measures and obligations performed after selling of medical device by the domestic/foreign manufacturer (or their
authorized representative) in order to ensuring the optimum performance of the sold equipment accompanied by safety principles
during the commitment term. The above said measures include the installation, commissioning, performing Acceptance tests,
training, guaranty of supplying spare parts, partial or overall maintenance, calibration, promotion and updating, product tracking,
processing customer requests, corrective measures and product recall. Issuance of any license for manufacturing or import of
medical equipment is subject to the ability of the manufacturer, importer or legal representative to provide the best possible after-
sales service. As a regulatory body, National Medical Device Directorate, has the responsibility to supervise the proper functioning
of after-sales services by representative.
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Key Changes of Regulation (EU) 2017/746 on in Vitro Diagnostic Medical Devices
Shadi Sadat Navabi *
sh.navabi@imed.ir

On 26 May 2017, EU’s new IVD Regulations (2017/746) entered into force and will replace with the existing Directive .It must
be mentioned these rules will apply after 5 years (spring 2022). The significant role of the new regulations in EU aims to tackle
this issue by redefining IVDs. This will tighten regulations around devices that could pose risk to the human body. Under the new
regulation 80% of IVD’s will require some form of conformity assessment by a Notified Body.Following are critical changes that
manufacturers should do. Roles and extended responsibilities for economic operations should be clearly defined: Manufacturer,
Authorized Representative, importer and distributor Supplier Management System impact- Include upstream and downstream
suppliers Identification and traceability with the UDI and Single Registration Number Increase transparency with the new European
Database for Medical Devices Shift from List to rule-based classification Increased Involvement of Notified Bodies

Risk Management requirement integrated in different business processes e.g. Design control, clinical performance, manufacturing,
QC. New and strict requirement for Clinical Evidences and performance evaluation studies More demanding approaches for PMS
Unannounced Audits Person Responsible for regulatory requirements (no conflict of interest).
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The Role of Advanced Technologies in Improving the Quality of Laboratory Services
Raziyeh Zareh-Khoshchehreh *
r.zareh@imed.ir

At the present time, clinical laboratories are in the midst of a technological revolution. Additionally, many medical advances will
be led by basic research and technological innovation in laboratory testing. Particularly, advanced technologies are associated with
increased efficiency, reduction in errors, and improved quality in the delivery of health care services. On the other hand, linking
knowledge with action is one of the greatest challenges of the global health system. Significantly, Health Technology Assessment
(HTA) refers to the systematic evaluation of effects and properties of health technology. It is an important tool for help to delivering
new technologies to those in need of them. Therefore, appropriate HTA strategies can help to informed policy and decision-making
to solve health problems and improve quality of life. Hence, the role of National Medical Device Directory of Iran in assessment
and confirmation of advanced clinical technologies will be described.
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The Role of Cooperation Between Medical Laboratories and National Medical Device
Directorate in Promoting Quality and Improving Community Healthcare

Somayeh Mahmoodi Khaton Abadi *
s.mahmoudi@imed.ir

In Vitro Diagnostic (IVD) device department, as one of the subsidiary departments of the national medical device directorate, is
professionally involved in the regulation of importing high quality and affordable laboratory equipment and products in sufficient
quantity in order to prevent shortage of devices. All imported laboratory devices which are approved by the national medical device
directorate, has a unique IRC code. Laboratories can refer directly to the www.imed.ir website for registered products. These
systems include lists of authorized importers of medical devices, licensed manufacturers, authorized distributors and suppliers,
rating of medical equipment companies and Medical Device Reporting (MDR). Devices that are not found on the site of IMED are
considered as smuggling or their quality are not approved by national medical device directorate. Therefore, effective cooperation
of medical laboratories and national medical device directorate will improve the quality of healthcare system, reduce patient and
laboratories costs.
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Registration Process and Technical Requirements for in Vitro Diagnostic Devices in The
Islamic Republic of Iran

Mohammad Alidadi *
Mhalidadi@yahoo.com

Diagnosis, treatment, prevention and management of diseases are directly or indirectly associated with laboratory equipment and
products. The undesirable quality of the equipment can lead to disruption or delay in the diagnosis, and hence imposition of costs
to patients, medical laboratories and health care system. To ensure the quality of these equipment is performing quality control
processes after purchase and before use. Even when we get acceptable results, quality control cannot guarantee the consistency
of the quality of manufactured products. Therefore, the existence of regulatory requirements and the monitoring system for the
various features of equipment are crucial for importing, as well as producing qualified equipment in Iran. Additionally, this will not
be possible without the consumers’ awareness of these requirements. In Iran, these requirements are different based on risk class
of the device. By increasing the risk class, these requirements are more stringent and include more technical requirements. General
requirements are include ISO13485 quality management system certificate, declaration of conformity and etc. Among technical
requirements, NGSP and VDSCP certificates can be mentioned.
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Procedure of Production License
Roza Mokhtari 1 *, Maryam Mesbahi 2

1- Head of Supervision on Production and Quality Control , 2- Expert of Supervision on Production and Quality Control Mokhtari
bio@gmail.com, mesbahi.maryam@gmail.com

Issuance procedure of production license for IVD products in IMED is as follows: Manufacturer registration in Engineering and
Maintenance Department. Introducing the technical manager and taking the relevant training course. Product registration and
representing relevant documents. Performance evaluation and auditing production line.In case of confirmation of above items,
production license will be issued.
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Technological Advances & Future Trends in Laboratory Medicine 0145-O150

/ Laboratory medicine is the branch of medicine that provides objective data to clinicians and other healthcare workers N

to guide appropriate clinical decision making. Laboratory medicine is integral to many clinical decisions on prevention,
diagnosis, treatment, and disease management. It supplies health care professionals with evidence-based data necessary
to provide high-quality, safe, effective and appropriate care to patients. The past 50 years have witnessed notable
achievements in the field of laboratory medicine and clinical laboratory diagnostics. There have been enormous advances
in clinical laboratory technology as well as its clinical applications through the identification of a growing number of
laboratory biomarkers of acute and chronic disease. These technological advances have augmented the important role of
laboratory medicine in healthcare delivery clearly establishing it as a vital part of the continuum of patient care. There have
been many notable achievements in the field of laboratory medicine and clinical laboratory diagnostics. In my lecture,
will elaborate on some of the key achievements that I personally feel have had the greatest impact in the field and have
enhanced the value and impact of laboratory medicine in healthcare delivery. These include the increased emphasis on
the concept of quality systems and total quality management, technological innovations, point of care testing, informatics/
data management, and evidence-based laboratory medicine.

Technological innovations in analytical methodology have also had a major impact on enhancing the efficiency and quality
of clinical laboratory service. Improved assay technology combined with the advent of automation have contributed to
increased productivity and reduced laboratory error. Automation has particularly had a direct impact in the field of clinical
pathology including clinical chemistry, immunology, serology, and hematology. Automated analyzers combined with the
use of track technology has allowed the processing of thousands of samples in a single day and significant improvements
in laboratory turnaround time in both hospitals and community reference laboratories. In addition to technological
advances in routine chemistry and hematology, the introduction of advanced analytical instrumentation such as mass
spectrometry (MS) and nuclear magnetic resonance (NMR) into the clinical laboratory has revolutionized complex and
specialized areas of laboratory testing particularly in the areas of special chemistry, therapeutic drug monitoring (TDM),
toxicology, microbiology and metabolic disease screening.

Another major breakthrough in laboratory medicine has been the miniaturization of assay systems and the advent of point
of care testing (POCT) at patient bedside. POCT is a fast growing area and is likely to have an immense impact on the
future delivery of laboratory services. A growing number of biochemical, immunochemical, toxicological, hematological,
and coagulation markers can be measured at the point of care on small handheld devices. Despite the initial challenges
with analytical performance, major advances have been made in improving precision and reproducibility of POCT
technology and increased confidence in these devices from both clinical programs and clinical laboratories. Along with
the implementation of more precise and accurate point of care devices, a fundamental shift in the provision of POCT has
recently occurred with implementation of complete eConnectivity solutions allowing documentation of all POCT results
in patient charts and bidirectional communication between various devices and the central laboratory information system
The relatively recent advent of web-based and mobile communication has also created the unique opportunity for effective
communication between patients, clinicians, and laboratories to engage in the process using innovative electronic and
online modalities. Mobile EMR and web applications are used to provide tools which help physicians provide safe, cost-
effective, high-quality care, allowing online access to scientific medical information, key medical reference resources,
graphical presentations of disease workflows, and tele-medicine. Indeed, laboratory medicine is a domain which offers a
unique opportunity to analyze extremely large, rich and complex data sets of information concerning medical laboratory
test results. In recent years, an increasing number of web-based and mobile applications have been developed to improve
access to laboratory test information and aid in test result interpretation. They range from simple apps that provide
reference lab value information to complex medical diagnostics data management.

In closing, during my almost 30 years as a laboratory scientist, I have witnessed enormous advances in laboratory
medicine and the science of clinical diagnostics. However, it has also been my experience that many clinical laboratories
do not take full advantage of technological advancements as well as emerging scientific evidence in test selection and
test result interpretation. What is critically needed in the field of laboratory medicine is building a culture of innovation
and adopting the concept of evidence-based laboratory medicine across the continuum of the laboratory testing process

Kincluding post-analytical interpretation of laboratory test results using the latest evidence-based reference intervals. /

Recent Publication
Tietz Textbook of Clinical Chemistry
and Molecular Diagnostics. 6th Edition.
(United States) 2016-
Chapter 79
Adeli K, Higgins V, Trajcevski K,
Palmert MR. Important considerations for
interpreting biochemical tests in children.
BMJ. 2018 May 24;361:k1950. doi:
10.1136/bmj.k1950.
Higgins V, Asgari S, Chan MK, Adeli K.
Pediatric reference intervals for calculated
LDL cholesterol, non-HDL cholesterol,
and remnant cholesterol in the healthy
CALIPER cohort. Clin Chim Acta. 2018
Nov;486:129-134.
Tahmasebi H, Trajcevski K, Higgins
V, Adeli K. Influence of ethnicity
on population reference values for
biochemical markers. Crit Rev Clin Lab
Sci. 2018 Aug;55(5):359-375.
Higgins V, Truong D, White-Al Habeeb
NMA, Fung AWS, Hoffman B, Adeli
K. Pediatric reference intervals for
1,25-dihydroxyvitamin D using the
DiaSorin LIAISON XL assay in the
healthy CALIPER cohort. Clin Chem Lab
Med. 2018 May 24;56(6):964-972.
Ozarda Y, Higgins V, Adeli K. Verification
of reference intervals in routine clinical
laboratories: practical challenges and
recommendations. Clin Chem Lab Med.
2018 May 5.

Prof. Kh. Adeli
Postdoctoral Diploma, Clinical Biochemistry, University of Toronto, Canada

Board Member, American Association of Clinical ChemistryAACC Academy (NACB)

Postgraduate MD, University of Toronto
Editor-in-Chief, Critical Reviews in Clinical Laboratory Sciences
\ Email: khosrow.adeli@sickkids.ca

Biochemistry, Paediatric Laboratory Medicine Senior Scientist, Molecular Medicine, Research Institute

Member, Scientific Advisory Board, International Centre in Genetic Engineering and Biotechnology, Trieste, Italy.

Chair, International Federation of Clinical Chemistry (IFCC), Communications and Publications Division

Member, Divisional Executive Committee - Clinical Biochemistry, University of Toronto

Member, Senior Executive Committee, Banting and Best Diabetes Centre, University of Toronto

Chair, Postdoctoral Training Program Committee in Clinical Chemistry, Faculty of Medicine, Dept of Lab. Medicine & Pathobiology,

/




Laboratory & Diagnosis Vol. 10, No 42, Supplement Issue

0145

The Factors, Opportunities and Threats of IOT Development in Iranian Clinical Laboratories
Omid Pournik 1 *, Bizahn Hejazi 2

1- Social Medicine Department, Faculty of Medicine, Iran University of Medical Sciences, Tehran, Iran, 2- Medical Laboratory
Sciences Department, Faculty of Allied Medicine, Iran University of Medical Sciences, Tehran, Iran
Pournik.o@iums.ac.ir, bizhan.he1996@gmail.com

Introduction: Internet of Things (I0T) is communication technology between different machines that can be used in smart health,
especially clinical laboratories. Due to the increasing use of high-tech devices in clinical laboratories, there is an opportunity to
connect these devices together using the IOT. The Purpose and Importance of the Research: The purpose of this article is to examine
the opportunities available in clinical laboratories in relation to IOT and its considerations. IOT is a relatively new technology that
is important to know because of presence of high-tech devices in clinical laboratories. Methodology: In this paper, using futures
research, structural analysis and scenario analysis, we first investigate the key factors affecting the development of IOT in Iranian
clinical laboratories and then examine a scenario. Initial research data were collected using interviews with Iranian experts and
directors and reviewing the literature and background of the research. Results: Based on the results, the business circumstances was
considered as the main variable that influenced the development of the Internet of things in Iran’s laboratories and eventually the
flourishing scenario was examined. Discussion and Conclusion: In the coming years, IOT and cloud computing appear to be present
in Iranian medical diagnostic laboratories more than now.

Keywords: Internet of Things, Medical Laboratory, Technology, Future study
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Development of Neonatal Screening Program in Iran
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Newborn screening is a simple test that takes a few drops of blood from the heel of each baby, usually within 24 to 48 hours after
birth. In Iran, with a population of about 82 million with approximately 2,500 births a day, 22 Objective diseases for the screening of
Inherited Metabolic Disorders are performed. The target diseases for the screening of Inherited Metabolic Disorders in Iran include
6 amino acid metabolism disorders and urea cycle disorders, 5 fatty acid oxidation disorders, 9 organic acid disorders (a total of 20
diseases) detectable by MS-MS spectroscopy technology, and two of them are biotinidase deficiency and classical galactosemia that
are diagnosed with ELISA method. The list of diseases that are detected in the screening of newborns by the MS-MS method include:
Amino acid metabolism disorders and Urea cycle disorders include: 1-Argininosuccinic acid, 2-Citrullinemia Type 1, 3-Maple
Syrup Urine Disease, 4-Homocystinuria, 5-Classical Phenylketonuria, 6-Tyrosinemia type 1. Fatty Acid Oxidation Disorders
include: 7-Carnitine Absorption (Transporter) defect, 8-Medium Chain Acyl-CoA Dehydrogenase Deficiency, 9-Very Long Chain
Acyl-CoA Dehydrogenase Deficiency, 10-Long Chain 3-Hydroxyacyl-CoA Dehydrogenase Deficiency, 11-Trifunctional Protein
Deficiency. Organic Acid Disorders include: 12-Propionic Acidemia, 13-Methylmalonic Acidemia (methylmalonyl-CoA mutase),
14-Methylmalonic Acidemia (Cobalamin Deficiency), 15-Isovalric Acidemia, 16-3-Methylcrotonyl-CoA Carboxylase Deficiency,
17-3-Hydroxy-3-Methylglutaric Aciduria, 18-Holocarboxylase Synthase Deficiency, 19-p-Ketothiolase Deficiency and 20-Glutaric
Acidemia Type 1.

Keywords: Newborn Screening, Inherited Metabolic Disorders, Tandem Mass Spectrometry
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Pathologists and senior scientists often lead large laboratories.There is, in fact, no one right way to lead in all circumstances, and
one of the main characteristics of good leaders is their flexibility and ability to adapt to changing circumstances. In general, leaders
will have a vision of what can be achieved and then communicate this to others and evolve strategies for realizing the vision.
They motivate people and are able to negotiate for resources and other support to achieve their goals. Strategic thinking skills
is perhaps the most important skill a leader needs—and what really distinguishes leaders from managers—is to be able to think
strategically. Of course, as well as being able to create a compelling vision, they must also be able to communicate it effectively
to their followers, which is partly why communication skills are also vital to leaders. Alongside strategic thinking, therefore, go
organising and action planning, both essential for delivery of your vision and strategy. In the laboratory, good leaders also often
have very strong facilitation skills, to manage groups effectively. Leaders also need to be able to make good decisions in support
of their strategy delivery, and solve problems. One of the first skills that new leaders need to master is how to delegate. This is a
difficult skill for many people but, done well, delegation can give team members responsibility and a taste of leadership themselves,
and help them to remain motivated. Leadership is often particularly important at times of change. In Nelson Mandela’s 8 Lessons
for Leadership and in the book, Legacy which is the story of the All Blacks Rugby Team from New Zealand these attributes will be
discussed and how they can be adopted in a laboratory environment.
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Laboratory medicine is the branch of medicine that provides objective data to clinicians and other healthcare workers to guide
appropriate clinical decision making. Laboratory medicine is integral to many clinical decisions on prevention,diagnosis,
treatment, and disease management.It supplies health care professionals with evidence-based data necessary to provide high-
quality,safe,effective and appropriate care to patients.The past S0 years have witnessed notable achievements in the field of
laboratory medicine and clinical laboratory diagnostics.There have been enormous advances in clinical laboratory technology
as well as its clinical applications through the identification of a growing number of laboratory biomarkers of acute and chronic
disease.These technological advances have augmented the important role of laboratory medicine in healthcare delivery clearly
establishing it as a vital part of the continuum of patient care.There have been many notable achievements in the field of laboratory
medicine and clinical laboratory diagnostics. In my lecture,l will elaborate on some of the key achievements that I personally feel
have had the greatest impact in the field and have enhanced the value and impact of laboratory medicine in healthcare delivery. These
include the increased emphasis on the concept of quality systems and total quality management,technological innovations,point
of care testing,informatics/data management,and evidence-based laboratory medicine.Technological innovations in analytical
methodology have also had a major impact on enhancing the efficiency and quality of clinical laboratory service.Improved assay
technology combined with the advent of automation have contributed to increased productivity and reduced laboratory error.
Automation has particularly had a direct impact in the field of clinical pathology including clinical chemistry,immunology,serolo
gy,and hematology.Automated analyzers combined with the use of track technology has allowed the processing of thousands of
samples in a single day and significant improvements in laboratory turnaround time in both hospitals and community reference
laboratories.In addition to technological advances in routine chemistry and hematology,the introduction of advanced analytical
instrumentation such as mass spectrometry(MS )and nuclear magnetic resonance(NMR )into the clinical laboratory has revolutionized
complex and specialized areas of laboratory testing particularly in the areas of special chemistry,therapeutic drug monitoring
(TDM), toxicology,microbiology and metabolic disease screening. Another major breakthrough in laboratory medicine has been the
miniaturization of assay systems and the advent of point of care testing(POCT )at patient bedside.POCT is a fast growing area and is
likely to have an immense impact on the future delivery of laboratory services.A growing number of biochemical,immunochemical,
toxicological, hematological,and coagulation markers can be measured at the point of care on small handheld devices.Despite
the initial challenges with analytical performance,major advances have been made in improving precision and reproducibility
of POCT technology and increased confidence in these devices from both clinical programs and clinical laboratories.Along with
the implementation of more precise and accurate point of care devices,a fundamental shift in the provision of POCT has recently
occurred with implementation of complete eConnectivity solutions allowing documentation of all POCT results in patient charts
and bidirectional communication between various devices and the central laboratory information system.The relatively recent
advent of web-based and mobile communication has also created the unique opportunity for effective communication between
patients,clinicians,and laboratories to engage in the process using innovative electronic and online modalities.Mobile EMR and
web applications are used to provide tools which help physicians provide safe,cost-effective,high-quality care,allowing online
access to scientific medical information, key medical reference resources,graphical presentations of disease workflows, and tele-
medicine.Indeed,laboratory medicine is a domain which offers a unique opportunity to analyze extremely large,rich and complex
data sets of information concerning medical laboratory test results.In recent years, an increasing number of web-based and mobile
applications have been developed to improve access to laboratory test information and aid in test result interpretation. They range
from simple apps that provide reference lab value information to complex medical diagnostics data management. In closing,during
my almost 30 years as a laboratory scientist,] have witnessed enormous advances in laboratory medicine and the science of clinical
diagnostics.However,it has also been my experience that many clinical laboratories do not take full advantage of technological
advancements as well as emerging scientific evidence in test selection and test result interpretation. What is critically needed in the
field of laboratory medicine is building a culture of innovation and adopting the concept of evidence-based laboratory medicine
across the continuum of the laboratory testing process including post-analytical interpretation of laboratory test results using the
latest evidence-based reference intervals.
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Increase in the borderline cases due to early diagnostic techniques and development of the health care systems require more sensitive,specific and reliable
techniques than routinely used methods.Development of the mass spectrometry techniques became an useful tool for the measuring ofanalytes.Mass
spectrometry(MS)integrated with liquid(LC/MS)or gas chromatography(GC/MS)provides higher sensitivity and specifity. Because of having unique
sensitivity,lower detection limits and diversity of its applications MS has an outstanding position among analytical methods.However higher sensitivity
and specifity features do not guarentee reliability of tests all the time.Quality management is important to catch the new problem before affecting the
routine results in terms of patient safety:Most of the LC-MS/MS assays are in house developed tests and each application’s of these assays have high
variability between the laboratories. In house test development should meet certain method validation parameters.The biggest challenge for quality
management is the variety of device configurations and the lack of standardization and procedures.LC-MS/MS quality depends first on developing and
verifying an accurate and robust method. The Clinical and Laboratory Standards Institute(CLSI)has developed guideline, CLSI 62-A about relevance
issues in quality management of MS-based routine test. Quality management procedures should include both quality control and quality assurance steps.
Sample analysis performance should include calibration curve,internal standard and QC steps.Quality assurance plans should cover not only sample
analysis performance but also instrument and assay performance over time.Quality management plan should be applied in the form of daily,weekly
and periodic device controls. If using standardised commercial kits,all new lots should be compared to current lots.Assay performance should cover
vacuum,LCpressure and the number of column injections.LC columns and MS response decrease gradually with every injection.Use of MS assays
for diagnostic purpose requires highly experienced staff for not only the development of test but to maintain test. LC-MS/MS methods will provide
excellent results to the clinical laboratories if they are well-developed,verified and controlled.
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New Technologies in laboratory Diagnosis
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There is a great need to develop new robust and reliable probes for laboratory diagnosis. Conventional antibodies or complementary nucleic
acid sequences represent the commonest form of probe for the detection of various types of molecules. The development of monoclonals
was a milestone in the evolution of ligand-based assays. Whilst monoclonals have a valuable role in diagnosis,the production of monoclonal
antibodies is technically demanding and can be expensive. Moreover,the size of monoclonal antibodies(150 kilodaltons)means that re-
engineering of the molecules using recombinant methods can be a challenge. Single chain antibodies such as the so-called “nanobodies” are
anew class of diagnostic probes resulting from a serendipitous discovery during the analysis of camel serum. The immune system of the
camelid family (camels, llamas and alpacas) has evolved uniquely to produce heavy chain antibodies that consist only of a single monomeric
variable antibody domain in a smaller functional unit of 12-15 kilodaltons. Interestingly, the same biological phenomenon is observed in
sharks. Since the entire antibody molecule is smaller than a conventional mammalian antibody, it means that recombinant engineering is
easier and protein expression in vitro using bacterial production systems is much simpler. The entire gene can be cloned and expressed in
vitro. Moreover these antibodies are very stable and heat resistant meaning that cold storage is not required especially if these are incorporated
into a diagnostic kit. We have commenced with the development of nanobodies to glycated proteins for future application as diagnostic probes
particularly in POCT. Phage display cDNA libraries generated from immunized animals are used to screen for reactive antibodies. Reactive
clones can then be expressed in bacterial expression vectors and tested for reactivity and utility in immunoassays in a variety of formats
including ELISA Jateral flow immunochromatography, microfluidic devices for use in POCT and in automated immunoassay platforms.
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4 The role of laboratory in the safety enhancement N
of blood and blood components is long practiced and
irreplaceable. The medical diagnosis laboratories have
developed abreast with significant advances in transfusion
medicine and have greatly helped the domain of transfusion
medicine keep up with international standards. Annually
more than 4 million blood and blood components are
prepared and delivered to patients. Blood banks act as
one of the most important chains in ensuring safe blood
transfusion. Conducting cross matching tests, retyping
of blood groups, antibody screening, and maintaining
the cold chain are the important key. With the low donor
selection process and valid screening kits and molecular
tests have led to decrease rate in transfusion transmitted.
After the establishment of patient blood management,
hemovigilance systems and formation of hospital blood
banks committee, special focus has been paid to improving
the quality of hospital blood banks.

In recent years national standards of blood transfusion
have been formulated and issued to medical centers. In the
coming session, the challenges and the key points of the
guidelines will be discussed. The goal of this session is to
pave the ground for more communication and interaction
among laboratories and blood banks of medical centers so
that better use is made of new technologies, requirements
and standards are abided to ensure safe and timely blood
and blood components, precise identification of rare blood
groups to be made for saving lives, valid screening kits to
be used, and errors in cross matching and blood typing
to be reduced. It is evident that the quality improvement
of laboratory services plays a significant role in the
enhancement of transfusion medicine.
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Extternal quality control is a method which is used more and more frequently for improving the lab produced test result. As we supply
the repeatibility of our tests via internal quality control, external quality control shows us the performance rate of our tests in terms of
accuracy. In many of the countries the external quality control applications are mandatory. Accuracy is crucial for the cases which the test
plays a critical role on the diagnosis and the treatment of the patient such as immunohematology. By ensuring that the tests are accurate
a lot of negatives could be avoided such as false transfusion. There are many service providers around the world which manufacture
quality control kits for various purposes. Some of these firms obtain their samples from numerous manufacturers and serve only as a
service provider. There are around 5-6 service providers across the world which are currently working on immunohematology field.
All of these companies provide services and produce samples at the same time. Turkey is one of those countries which the external
quality control is obligatory in clinical laboratories. Till 2016 the external quality control was supplied by foreign firms. However in
2016 Hali¢ University Medicine Faculty has produced samples for immunohematologic external quality control programs by the help
of APLUS Diagnostics. Also with the participation of over a hundred laboratories a simulation run was made by the new software
program. In 2018 and 2019 the number of participants had reached 200 and 500 respectively in all 1200 Laboratories.

Keywords: Quality Control, Inmunohaematology, External Quality Control, Manufacturing
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Background: Antimicrobial Peptides (AMPs) are oligopeptides consisting variable number (from 5 to above 100) amino acids. AMPs
target wide spectrum of organisms such as bacteria, viruses, parasites and fungi. AMPs are mostly identified as cationic peptide defense
line in their hosts. Human neutrophils are able to produce a branch of such peptides, called difensins. Method: At first, neutrophils
were recovered from LCRS leukoreduction filters and then extracted from other blood cells by Hystopaque gradient centrifugation
and dextran sedimentation. Then the viability was assessed by trypan blue staining. The intracellular granules were then separated
from other cellular residues using sonication. In the next step and in order to determine difensin existence, SDS-PAGE was performed
and its antibacterial activity was checked on bacterial cell culture medium without further purification. Results: Recovered neutrophils
showed 95% of viability. SDS-PAGE results illustrated that the specified peptide was successfully separated from other proteins and
peptides. Extracted peptide in the specific region on the gel was cut and directly put on to Muller Hinton Agar medium in order to be
assessed for gram positive staphylococcus aureos (ATCC:6538) and gram negative bacteria Pseudomonas aeroginosa (ATCC:25668).
The bactericidal activity was determined for both gram positive and gram negative bacteria by lack of bacterial growth around the
defencin peptide. Conclusion: Extracted peptide can save its activity against gram positive and gram negative bacteria during extraction
process from neutrophil. In addition, human neutrophil antibacterial activity can be resulted as the presence of this peptide.

Keywords: LCR5 Leukoreduction Filter, Difensin Peptide, SDS-PAGE, Neutrophil
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Blood transfusion is one of the most common processes during hospitalization. Determining blood type and crossmatch are critical
pre-transfusion tests in order to avoid incompatible blood transfusion which may lead to hemolytic reaction. Tube method is the
standard method for determining blood group. Any discrepant ABO group results should be resolved before blood is issued. If
transfusion is necessary before these results are resolved, the patient should receive group O red cells. The most frequent cases of
cell type and serum type discrepancies include the subgroups of ABO, the presence of cold antibodies, autoantibodies, technical
staff error, use of inappropriate antisera and lack of quality control. With crossmatching , in the first place, ABO incompatibility is
identified. If there is an incompatibility in any of the cross match steps, the antibody presence is considered and it is necessary to
perform an antibody screening test. Depending on the stage of reaction, the degree of reaction and the patient’s clinical condition,
the final decision is made for blood transfusion. To solve the problem of typing and cross- matching, re-providing a suitable blood
sample, repeating the test, reviewing the method of performing the test, obtaining complete information about the patient such as
age, sex, history of blood transfusion, history of pregnancy and diagnosis of the disease is of great importance.
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Point of Care Testing in Patient Blood Management
Elham Khalaf-Adeli *
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Conventionally, in the hospital setting, blood transfusion is an available supportive treatment regardless of its complication and costs.
Patient blood management (PBM) is a multidisciplinary approach to optimizing the care of patients who might need transfusion.
Patient blood management programs establish effective strategies to treat anemia, minimize blood loss and avoid blood transfusion.
Point-of-care testing (POCT) or bedside testing is defined as medical diagnostic testing at or near the point of care—that is, at the
time and place of patient care, where immediate and effective clinical decision is essential. POCT devices provide clinical decision
making in real time and save golden time for rapid monitoring and earlier treatment to enhance quality and efficiency of patient
care. POCTs prevent development of hospital-acquired anemia by requiring less blood for diagnostic testing. Various POCT tests
are available for implementation of PBM programs both in area of hematology and hemostasis. Point of care hemoglobin assay
provides rapid and reliable determination of hemoglobin level which is the first step in the transfusion process. Viscoelastic tests
are useful in giving quick information about kinetic of clot formation including fibrinogen concentration and activity, platelet
activity and fibrinolysis. Furthermore, POC platelet function testing is useful to perioperative monitoring of anti-platelet therapy.
In conclusion, with the aim of reducing the need for blood transfusion, there is a growing interest to the point of care tests as part
of a comprehensive PBM program.
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Current Problems in Hospital Blood Bank Audit
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The audit is an arrangement of evaluation and measurement, and also a means of continuous improvement. Quality Assurance
defines all the steps taken both in and outside the Blood Bank to attain safest blood transfusion for the patient. Correct identification
of patients at all stages of the blood transfusion process is necessary. One of the most common problems is taking samples for
transfusion especially in urgent requests. It must be labeled only one patient at a time and immediately after the blood has been
added. Sample tubes MUSt NEVER be relabeled or labeled after the blood sample has left the patient on the side. Another problem
is competency of all staff involved in the transfusion process mainly turn over and lack of training in hospital blood bank. The
one hand, Laboratories that routinely perform electronic issue should have a documented emergency plan, including validated
manual processes, in case of IT failure. On the other hand, Laboratories should have written protocols in place which describe the
responsibilities of all staff in dealing with urgent situations. Iranian hospital blood banks should consider this important subject
that must be documented. Another common problem is doing Standard Operating Procedure for ABO Grouping Tube Method
and cross match. Additional difficult subject is audit of blood utilization by Hospital Transfusion Committee that designs an audit
schedule, which includes implementation of maximum surgical blood ordering schedule (MSBOS) and guidelines for appropriate
use of blood alternatives.
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Restrictive Blood Transfusion
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More than four centuries of trial and error on blood transfusion till the discovery of Karl Landsteiner in 1901 led the emergence
of academic blood transfusion science to be accompanied with a liberal approach. With the appearance of new- emerging diseases
such as HIV and Hepatitis C in 1980 and 1990 and their effects on blood safety, the liberal approach was shifted to more restrictive
one. Allogeneic transfusion has short-term and long-lasting complications such as: infectious, storage defects, ABO incompatibility
and effects on the immune system, which can lead to poor clinical outcomes. The immunosuppression induced by blood transfusion
is defined as Transfusion- related Immunomodulation (TRIM). Restrictive transfusion thresholds are a useful method of decreasing
red blood cell (RBC) use and transfusion complications. In recent decade, restrictive blood transfusion has entered to a new-era,
in which WHO recommends patient blood management instead of blood transfusion. Today, performing surgeries without blood
transfusion is on the top of blood transfusion medicines’ programs. The Patient Blood Management strategy supports restrictive
transfusion in patients who do not have active bleeding. Restrictive transfusion strategies diminish the risk of receiving a RBC
transfusion and decrease the volume of RBCs transfused. Different multicenter randomized, controlled trials have considered
hemoglobin trigger (Hb < 70 g/L) and (Hb < 100 g/L) as restrictive and liberal in stable patients respectively. Another restrictive
strategy is transfusion of a single unit of RBC, followed by clinical reexamination to decide the requisite for further transfusion.
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Management of Instruments, Consumables and Reagents in Blood Banks
Sedigheh Amini-Kafiabad 1 *

1- Assistant Professor, Research of Blood Transfusion Medicine, Blood Transfusion Research Center, Tehran, Iran
s.amini@ibto.ir

All blood banks shall use only devices including reagents/materials/equipment and etc. from approved suppliers that meet the
documented specifications and requirements. Specifications and requirements are defined according national and/or international
standards. Where relevant devices shall meet the national requirements that specified by ministry of health and/or devices shall meet
requirements of Directive 93/42/EEC for medical devices, Directive 98/79/EC for in vitro diagnostic medical devices and related
ISO and/or comply with equivalent international standards. Incoming materials/reagents/equipment shall be examined to make sure
they meet the appropriate specifications and requirements. All methods for control of incoming devices and daily evaluation shall
be documented and recorded. According the findings of control and evaluation, all devices shall be released by an expert staff that
qualified for this task. Management of devices: 1/ The documents (Such as SOPs, URSs, ...) of receipt, specifications, quarantine,
acceptance and rejection criteria, validation according the purpose, control and evaluation shall be prepared. 2/ The national and/or
notified bodies certificates, manufacturers’ records, scientific papers and other reports (if they are available) should be reviewed and
evaluated. 3/ Sampling and testing and/or checking the documents such as a manufacturer’s certificates of release for each batch are
recommended. 4/ Final decision should be performed according the documents and control findings.

0158

Manufacturing Sample and Providing Eqc Service for Inmunohaematology and Blood
Groupping

Mujdat Aytekin 1 *

1- Faculty of Medicine Department of Basic Medical SciencesProf, Department of Biochemistry, Halic University, Turkey
mujdataytekin@halic.edu.tr

External quality control is a method which is used more and more frequently for improving the quality of lab produced test results.
As we supply the repeatibility of our tests via internal quality control,external quality control shows us the performance of our tests
in terms of accuracy.In many of the countries the external quality control applications are mandatory. Accuracy is crucial for the
cases which the test plays a critical role on the diagnosis and the treatment of the patient such as immunohematology.By ensuring
that the tests are accurate a lot of negatives could be avoided such as false transfusion.There are many service providers around
the world which manufacture quality control kits for various purposes.Some of these firms obtain their samples from numerous
manufacturers and serve only as a service provider. There are around5-6service providers across the world which are currently
working on immunohematology field. All of these companies provide services and produce samples at the same time.Turkey is one
of those countries which the external quality control is obligatory in clinical laboratories.Till 2016 the external quality control was
supplied by foreign firms.However in2016the Medical Faculty of Hali¢ University has produced samples for immunohematologic
external quality control programs by the aid of APLUS Diagnostics.Also with the attendance of over a hundred laboratories a
simulation run was made with the new software program.In2018the number of participants had reached200,in2019almost half of
the1200potential participants have signed up to this programme.Since the samples have been produced nationally the homogeneity
and the stability of the results have increased massively making the results more reliable. Since the production of the samples are
made in Turkey this has made many labs to register for the programme with low costs.Also by making the users enter their data in
their own mother tongue has made the firms adapt to this program much easier.Last but not least the national production of some
tests such as blood type antigens has made it easier to confirm the accuracy of the results.
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Iranian Blood Transfusion Organization
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1- Iranian Blood Transfusion Organization
rezabalali@yahoo.com

INHS (Iranian National Haemovigilance System) is a mandatory system in Iran that is supported by the law and since 2009
this system was established in some hospitals as a pilot project, and then in 2012, its implementation became mandatory in all
hospitals. It should be noted that donor related reactions are collecting in donor vigilance system and it is not included here. From
January 2009 to September 2017 this system was established in 748 (80.3%) hospitals (from 931 hospitals across the country). A
total of 16246 of transfusion reactions were reported. The incidence of ATR was equivalent to 1.23 reactions every 1,000 units of
blood components distributed. The majority of reported reactions (n=16238 or 99.95%), were acute or immediate and 8 (0.05%)
considered as delayed blood transfusion reactions. As regards the type of reaction, 44.15 % were of an allergic nature and 34.9% of
a febrile type. There were no reports of Post Transfusion Purpura. All erroneous administrations were due to human error; 69 cases
happened at the patient’s bedside. 40 cases were caused by blood bank errors and 29 cases were related to both blood bank and non-
blood bank errors. Regarding the severity of the reactions, in 14750 patients (90.79%), symptoms were mild and the patients fully
recovered, followed by 123 (0.76%) life threatening reactions and in 15 (0.76%) death has occurred. In complications leading to
death, ABO mismatched RBC Transfusion was reason in 4 cases, TRALI in 1case, Hemolysis due to Allo antibody 2 cases, GVHD
in 1 case and 7 cases was due to the underlying disease.
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Challenges in Clinical Microbiology Laboratories Quality Control P1-P 2

P1

Is HTLV-1 Proviral Load Quantifiable in Serum, the Impact of Virus on Clinical
Manifestation of HTLV1associated Neurodegenerative (HAM/TSP) Disease?

Alireza Pourreza 1 *, Faezah Hoseinee 2, Farid Hoseinee 1, Reza Boustanee 1, Sanaz Ahmadi 1, Faezah Sabet 1
, Abdolrahim Rzaeel

1- Medical Lab, DaneshLab, Mashhad, Iran, 2- Immunology Research Center, Inflammation and Inflammatory Diseases
Division, Mashhad University of Medical Sciences

daneshlab@yahoo.com, facze(@gmaj.com, Farid@gmail.com, boustanee@gmail.co, ahmadee@gmail.com, sabet@gmail.com,
rezaee(@gmail.com

Objective(s): HTLV-I-associated myelopathy/tropical spastic paraparesis (HAM/TSP) is the most common neurodegenerative
manifestation of HTLV-1. Five provinces, particularly northeast of Iran are endemic area for this virus. In the present
study the impact of HTLV-1 proviral load (PVL) on clinical features of HAM/TSP patients were evaluated. Materials
and Methods: The HTLV-I qualitative PCR for Tax and LTR DNA fragments for detection and then HTLV-1-PVLs were
quantified in 90 patients with HAM/TSP in peripheral blood mononuclear cells (PBMCs) using real time quantitative
PCR (TagMan) assay. The diagnosis of HAM/TSP was made in accordance with the WHO criteria by a neurologist.
Results: The serologic and qualitative PCR of all the patients were positive. The HTLV-I-PVL in HAM/TSP patients was
not significantly associated with age and gender. The most common HAM/TSP neurological symptoms among Iranian,
were difficulty walking, weakness in the lower limbs, urinary problems, in which the difficulty of walking at a rate of 90%
were associated with PVL (p = 0.007). While, the prevalence of urinary incontinence of HAM/TSP patients was high and
did not associated with proviral load. Conclusion: Although, the serological tests are applicable for screening of HTLV-1
infected patients, serum is not reliable source for molecular confirmation by PCR or quantification of PVL by real time
PCR. The best sample for the presence of HTLV-1 is PBMCs. Differences in HTLV-I proviral load and consequently
clinical manifestations among Iranian (mostly, spastic symptoms) and other endemic populations might be due to host
genetic and environmental factors variations.

Keywords: HTLV-1, HAM/TSP, Proviral Load
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P2

The Healing Effect of Zataria Multiflora Essential Oil on Experimental Burn Wounds Infected
with Pseudomonas Aeruginosa in Rat

Maryam Zare 1 *, Ali Karimi Khormeh 2, Maryam Motevasel 3, Maral Mokhtari 4, Omid Koohi-Hosseinabadi 5,
Nader Tanideh 6, Kamiar Zomorodian 7

1- Department of Immunology, Shiraz University of Medical Sciences, Shiraz, Iran, 2- Cardiovascular Research Center,
Shiraz University of Medical Sciences, Shiraz, Iran, 3- Diagnostic Laboratory Sciences and Technology Research Center,
Faculty of Paramedical Sciences, Shiraz University of Medical Sciences, Shiraz, Iran, 4- Department of Pathology, Shiraz
University of Medical Sciences, Shiraz, Iran, 5- Laboratory Animals Center, Shiraz University of Medical Sciences,
Shiraz, Iran, 6- Stem Cells Technology Research Center, Shiraz University of Medical Sciences, Shiraz, Iran, 7- Basic
Sciences in Infectious Disease Research Center, School of Medicine, Shiraz University of Medical Sciences, Shiraz, Iran
stud2281054616@sums.ac.ir, alikarimia70@gmail.com, motevaselml0@gmail.com, Maral mokhtari@yahoo.com
koohiomid@yahoo.com, nadertanideh@yahoo.com, zomorodian@sums.ac.ir

Introduction: Bacterial infections are one of the important cause of death in burn patients after hospitalization. Pseudomonas
aeruginosa is a common cause of primary infection in burn wounds. P.aeruginosa, which leads to nosocomial infection,
is a multidrug-resistant opportunistic pathogen. Considering the increasing rate of antibiotic resistance as a major
problem in different clinical settings, the use of traditional herbal medicines with antimicrobial properties seems to be a
helpful approach. Aims and importance of research: This study aimed to investigate the antibacterial and wound healing
properties of the Zataria multiflora essential oil (ZMEO) on burn wound infected with P.aeruginosa in comparison to
silver sulfadiazine (SSD). Methodology: A third-degree burn wound was created on the back of 65 male Sprague Dawley
rats and inoculated with P.aeruginosa (ATCC27853). Rats were divided into 4 groups including control, ZMEO, SSD, and
carrier gel groups and each group received appropriate intervention. Finally, at days 7, 14, 21 and 28 post infection, skin
tissue samples were obtained and wound closure, tensometery and histological examinations were performed. Results:
There was a significant difference regarding wound closure between groups (p<0.01), and the ZMEO treatment group
had the highest level of wound contraction. Also, the tensile strength was significantly higher in skin samples treated via
ZMEO (p<0.01). The mean histological score showed good wound healing effects in ZMEO group (p<0.001). Discussion
and conclusion: Z.multiflora essential oil has multiple wound healing and antimicrobial properties in rats, compared to
SSD which is commonly used as a topical treatment for burn wounds.

Keywords: Burn Wound, Pseudomonas Aeruginosa, Zataria, Multiflora
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Clinical Laboratory: Accountability and Social Responsibility P3

P3

Statement of National Medical Laboratory Employees’ Professional Obligations
Mohammad Javad Vadizadeh 1 *

1- Tehran University of Medical Science
mj-vadizadeh@student.tums.ac.ir

Medical laboratories have a vital role in health care system. Diagnosis, prevention, and treatment of a disease is often
based on the laboratory’s report; therefore the quality of laboratories’ operating is critical so they should follow high
ethical standards. Considering the lack of professional commitment among the laboratory documents and on the other
hand its role in laboratory promotion, in this research we made an attempt to demonstrate the laboratory’s employee
obligation against their career, patience, and workplace based on essential rules of respecting the environment and patience,
professional integrity, profession’s conscience, honesty, achieving and developing relative honors. To investigate data
around professional integrity initially the google search engine and PubMed database and also the Elsevier issue were
exploited. In this point documents in virtual database of the international medical laboratory standing committees and
world health organization (WHO) and then reference laboratories’ ethic codes and professional treatment issues of three
countries which include: United States of America, Canada, New Zealand were processed. At the end by investigating,
merging and ordering the data, the final framework was designed. Considering texts we can emphasize that performing
the professional commitment letter in medical laboratories will ensure the health care services’ quality and efficient
function increase.

Keywords: Professionalism, Professional Commitment, Commitment, Ethics, Professional Obligations, Obligations,
Laboratory, Honesty, Responsibility
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Clinical Laboratory & Allergic Diseases P4- P7

P4

Association of IL-33 Level with Ascaris Infection in Allergic Rhinitis or Asthma Patients
Mehrnaz Abdolalian 1 *, Sorena Darvish 1,Hamid Reza Nouri 2, Ali Rostami 3, Iraj Mohammadzadeh 3

1- Student Research Committee, Babol University of Medical Sciences, Babol, Iran, 2- Cellular and Molecular biology
Research Centre, Health Research Institute, Babol University of Medical Sciences, Babol, Iran, 3- Infectious Diseases and
Tropical Medicine Research Center, Health Research Institute, Babol University of Medical Sciences, Babol, Iranwww.
mehrnazabdolalian@gmail.com, sorenadarvishh @gmail.com, nourihr851@gmail.com, alirostami1984 @gmail.com,
irjmoh200@yahoo.com

Background: Ascaris is one of the most common intestinal nematodes in humans.Interleukin-33 can play an important
role in the pathogenesis of allergic diseases. In recent years, There has been evidence that there is a possible association
between helminths infections and allergic diseases. Therefore, in this study, the association of IL-33 level with Ascariasis
infection was evaluated in patients with allergic rhinitis and asthma. Method: In this case-control study after determining
the status of Ascariasis by serologic method , 30 patients with asthma, 30 patients with allergic rhinitis, and 28 control
subjects were selected by non-probability sampling. Each group was divided into two subgroups of positive and negative
Ascariasis. The IL-33 level in serum was evaluated using ELISA kit. Finally, the data were analyzed using one way
ONOVA test. Finding: The mean of IL-33 level in patients with allergic rhinitis and asthma was significantly higher than
control group (p < 0.05). Also, in patients with asthma, the mean of IL-33 was significantly higher in Ascaris positive
patients than the Ascaris negative group , while there is no significant difference in the level of this cytokine between
Ascaris positive and negative groups in patients with allergic rhinitis. In the control group, the level of this cytokine was
significantly higher in Ascaris positive subjects than the Ascaris negative group (p < 0.05). Conclusion: The results of this
study showed that infection with Ascaris can be effective in improving asthma progression through increasing levels of
IL-33.

Keywords: Ascariasis, Asthma, Allergic Rhinitis
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Demodex Forgotten Problem
Mansour Ghorbani 1 *

1- Shafa Laboratory
man10462003@yahoo.com

Demodex is a genus of tiny mites that live in or near hair follicles of mammals. Around 65 species of Demodex are
known. Two species live on humans: Demodex folliculorum and Demodex brevis, both frequently referred to as eyelash
mites. Older people are much more likely to carry the mites; about a third of children and young adults, half of adults,
and two-thirds of elderly people carried them. The lower rate in children may be because children produce less sebum.
Comedone extractor is the best instrument for skin sampling for Demodex.

Keywords: Demodex, Comedon Extractor

P6

Identification of Allergenic Components of Alternaria Alternata in Patients with Allergic
Asthma by Immunoblotting Technique

Zohreh Mehrdadpour 1 *, Ali Naseri 2, Farazad Jabbari Azad 2, Mohammad Bagher Khorrami 3

1- Mashhad University of Medical Sciences - Health Center, 2- Mashhad University of Medical Sciences, 3- Social
Security Organization

mehrdadpz2@mums.ac.ir, naseria@mums.ac.ir, jabbariF@mums.ac.ir, mkhorramil 34@gmail.com

Introduction: Alternaria alternata is considered as one of the most common sources of aeroallergen. Method: 70 (37 male,
33 female) patients with allergic asthma and 70 non-allergic persons as control group composed our study population.
Prick test and blood sampling performed for all of them. The fungal isolate was cultivated and the appropriate antigen
(cytoplasmic extract) was prepared. Then, the antigenic components were separated by SDS-PAGE method and the
protein bands obtained in immunoblotting were adjacent separately with the patients serum and were investigated
regarding the presence of specific IgE. Results: The results showed that 14 (20%) of the patients had positive skin test for
Alternaria alternata antigen. SDS-PAGE revealed 11-115 kDa of protein bands that 11-83 kDa bands in immunoblotting
had responded to specific IgE. Specific IgE response was observed against 12 different bands. The most important
allergen components in the studied patients were protein bands 26, 30, 16, 22, 11 and 57 kDa, which were reacted with
88.9%, 66.7%, 61.1%, 50%, 44.4% and 44.4% of patients serum, respectively. In the examined patients, 18 persons
(25.7%) exhibited of specific IgE against Alternaria alternata allergens, and no bands were detected in the control group.
Conclusion: Alternaria alternata has several allergen components that can contribute to allergic reactions in patients with
asthma and Due to the presence of this fungus in our environment, it is important to identify its allergenic components.

Keywords: Alternata alternaria, Asthma, Allergen, Immunoblotting
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Bioinformatics Based Investigation of Regulating Factors Impact on Celiac Disease-Related Gene Expression

Tara Tabandeh 1 *, Samira Rahimi Rad 1, Masih Nazari 1, Pouya Dadkhah Dastjerdi 1, Nafiseh Kaviani 1, Mansoureh Azadeh 1

1- Zist-fanavari Novin Biotechnology Institute, Isfahan, Iran
taratabandeh@smi.iaun.ac.ir,  rahimirads@yahoo.com, masih.nazari@yahoo.com, pouya.dadkhah@yahoo.com,
noosha.kaviani@yahoo.com, bionovin@gmail.com

Introduction: The Celiac disease (CD) is a serious intestinal autoimmune disorder in which the use of gluten causes
immune response that attacks the small intestine. Interestingly, while an estimated 40% of the population has the primary
gene variant associated with CD, only 1% of the subjects with these genes develop intestinal inflammation and damage
after ingesting gluten. Objective: The main aim of this study is to pinpoint the most important factor in controlling the
expression of CD by bioinformatics. Method: Following the previous studies, effective genes associated with CD were
collected. Then, through the RegNetwork database, the transcription factors for each related genes were detected, thus
the relationship between all genes and its transcription factors was constructed. Result: The articles review led to the
collection of the most important 20 genes involved in celiac. Among these genes, only the regulatory information of 16
genes is available in the database. Therefore, 10 of these regulatory factors target the most genes that are, respectively:
CREBI, USF1, TFAP2A, ETS1, NFKBI1, SP1, MAX, MXI1::CLECSA, StAT5B, POU2F1 of these CREB1, USF1 has
the highest score in targeting 7 genes as well as expressions of IFNG, TNF, and MUCI, the genes are controlled by 7
different regulatory factors.Conclusion: The results of this study indicates that targeting of the transcriptional regulating
factors specially USF1 which has a significant role in controlling the co-expression of pathogenic genes and could be
considered as a goal for treatment.

Keywords: Celiac Disease, Bioinformatics, Gene Expression, Regulatory Factors
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Clinical Laboratory & Male Infertility Etiology P8- P13

P8

Relationship between Recurrent Spontaneous Abortion and Sperm Factors
Farnaz Arshadi 1 *, Safoura Razavi 1, Mohammad Mehdi Abolhoseini 2, Gholamhosein Tamadon 3

1- B.S in Medical Laboratory Science, School of Paramedical Sciences, Shiraz University of Medical Sciences, Shiraz,
Iran., 2- MSc Student in Biotechnology, Faculty of Biotechnology, School of Paramedical Sciences, Shiraz University
of Medical Sciences, Shiraz, Iran., 3- Diagnostic Laboratory Sciences and Technology Research Center, School of
Paramedical Sciences, Shiraz University of Medical Sciences, Shiraz, Iran.

arshadi.farnaz.74@gmail.com, mailto:safoura razavi@yahoo.com, mahdi.a75b@gmail.com, tamaddon.g@gmail.com

Recurrent spontaneous abortion is two or more sequential pregnancies in the first trimester or early second trimester of
expectancy.About 50% of causes of recurrent spontaneous abortion cases are unexplained. Sperm factors can have probable
role in these cases, so it is suggested to investigate sperm factors to find disqualification and infertility. This review highlights
several methods to evaluate sperm factors. TUNEL test uses for sperm DNA evaluation. Aniline blue and toluidine blue
staining utilizes for sperm chromatin evaluation.Sperm hypo-osmotic swelling test uses for determination of sperm membrane
integrity as a sign of DNA integrity. other methods are: semen analysis, fluorescence in situ hybridization (FISH), sperm
toroid integrity (Stl), semen culture, nuclear chromatin condensation test and seminal macrophages detection. The purpose
of this review is to diagnose reasons of some unexplained recurrent spontaneous abortion.

Keywords: Recurrent Spontaneous Abortion, Sperm Factors
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The Characterization of Genes Expression in the Preliminary Determination of
AsthenozooSpermia in Contrary of Normozoospermia

Amir Hossein Aalami 1 *, Saman Niknamfar 2, Milad Kiaparvar 2

1- Department of Biology, Faculty of Science, Mashhad Branch, Islamic Azad University, Mashhad, Iran., 2- Department
of Biochemistry, Science and Research Branch, Islamic Azad University, Tehran, Iran
amir.h.aalami@protonmail.com, samannicknam1865@gmail.com, abol.aaa23@gmail.com

Background:Sperm is a small, highly functional and compact cell that delivers the male genetic material to the next generation.
Barrenness affects nearly 15% of couples and genetic abnormalities are thought to account for 15%-30% of male infertility. Male
factor infertility is a complex disorder such as Azoospermia and Oligospermia that affects a large region of the population; however,
many of its etiologies are unexplained. By illustrating the underlying genetic basis of infertile phenotypes, it may be discovered the
causes of infertility. The present review study aimed at investigating the role of genes in the diagnosis of male infertility. Methods: This
review was done by searching on Pubmed, Scopus, Science Direct and Web of Science by entering male infertility, Spermatozoa,
Epididymis, Azoospermia, Oligospermia, Testicular, Gene expression and Diagnosis as Keywords. Result:Extracting and analysis
the expression of genes reported that remarkable genes recognized to be associated with male sterility include: MTHFR, SHBG,
Piwi, CYP19A1, NER, GStM1, BCL2, ESR1, ESR2, eNOS, TNP1, SOHLH1, EPPIN, GStT1, TSSK6, TSSK2, MDR1, MSHS,
MLH3, H2BFWT, PACRG, and FASLG. Some expressions were specific to the normozoospermic cluster suchlike, CAPNSI,
FAMI53C, ARF1, CFLI1, RPL19, USP22 up-regulated and ZNF90, SMNDC1, cl4orf126, HNRNPK down-regulated whenever
some were specific to the asthenozoospermic cluster up-regulated: RPL24, HNRNPM, RPL4, PRPF8, HTN3, RPL11, RPL28, RPS16,
SLC25A3, C20rf24, RHOA, GDI2, NONO, PARK7; down-regulated: HNRNPC, SMARCAD]1, RPS24, RPS24, RPS27A, KIFAP3.
Discussion:Investigation of the genetic factors that impact male representative infertility will provide helpful insights into the creation
of early diagnosis for patients and the determination of the causes of idiopathic infertility. Novel technologies that explain the influence
of genetics from a global perspective may lead to further developments in the understanding of the etiology of male factor infertility.

Keywords: Male Infertility, Azoospermia, Oligospermia, Gene Expression, Diagnosis
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Cell-Free PiRNAs as New Biomarkers of Male Infertility Assessment

Sattar Gorgani-Firuzjaee 1 *

1- AJA University of Medical Sciences, Tehran
gorganiS9@gmail.com

Male infertility as a devastating problem affects half of reproductive-aged infertile couples. However, the molecular mechanisms
and causes of idiopathic male infertility remain unclear. Diagnosis of male infertility has mainly been based on traditional semen
analysis. Huge body of evidences demonstrated that routine semen analysis has failed to accurately distinguish between fertile
and infertile males. Recent studies focused on cell-free microRNAs (miRNAs) in body fluids and human seminal plasma. Unlike
miRNAs which are expressed in a variety of tissues and cells, piwi-interacting RNAs (piRNAs) are expressed mainly in germ cells
especially pachytene spermatocytes and spermatids in human testes. piRNAs are longer (about 29 nucleotide-long) than miRNA
and form RNA-protein complexes through interactions with PIWI proteins. Cell-free piRNAs have been detected in human semen
and their levels gradually decrease from fertile to infertile subjects. A piRNA signature panel of 5 piRNAs which discriminating
fertile from infertile patients has been described. This panel could be used as specific non-invasive biomarker of male infertility.
New studies on piRNAs should open up new avenues in research and diagnostic since they can provide firsthand information about
gene disorders and dysregulation in the male reproductive system.

Keywords: Male Infertility, Biomarkers, Mirna and Pirna
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Explanation of Sperm Morphology Evaluation by “Strict Method” and Its Relevance on the
Prediction of Male Fertility Potential

Mojtaba Aliyari 1 *
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Introduction Semen analysis is the cornerstone of male infertility evaluation. Among the various parameters of semen,
morphology evaluation by “Strict Critera” has a strong tool to differentiate genetic from acquired causes of infertility and makes
the possibility of reporting of substantial indices such as TZI and Al, as relevant predictors of male infertility. Method Systematic
evaluation of related books, review articles, research articles and data obtained from my regular and continous communications
by the pioneers of sperm morphology evaluation. Result According to the professor “Kruger” opinion, infertile men has normal
morphology less than 4%, and for subfertile and normal men, difined values are 5-14% and more than 15% respectively.
Discussion According to Strict criteria, noemal spermatozoon is one that can make a thight bonding to Zona pellucida. WHO in
its last edition on 2010, has accepted this method of morphology evaluation as an international guideline and this is the greatets
changes in the consecutive editions of WHO guidelines for human semen analysis from 1980 till 2010. With this method we can
discriminate the Genetic (Globozoospermia, Short tail syndrome, ...) from acquired types of abnormal morpholgy and has the
advantage of calculating and reporting of indices such as Terarozoospermia index (TZI) and Acrosome Index (Al) as a strong
predictors of infertility evaluation and pregnancy prediction especially in the assissted reproduction.

Keywords: Male Infertility, Sperm Morphology, Strict Criteria, Tetatozoospermia, Kruger
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Study the Association of Common Polymorphisms in Cytokines Gene Family with Idiopathic
Male Infertility in an Iranian Population
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This study aimed to investigate the association of four polymorphisms in cytokines gene family with idiopathic male infertility. In
a case-control study, we collected blood samples from 230 healthy fertile and 230 infertile men who referred to the Kashan IVF
center. The IL-1RA VNTR, IL-1a G4845T, IL-1a C376A, and IL1P C3953T polymorphisms were genotyped by PCR or PCR-
RFLP. The result of our genetic association study for IL-1a G4845T revealed that there was a significant association between GT
genotype, TT genotype, T allele and idiopathic male infertility. Although there was no significant association between IL-IRA VNTR
and male infertility in the overall analysis, subgroup analysis revealed that subjects with VNTR 4R/5R genotype were at a higher
risk for oligozoospermia. With regard to IL1B C3953T, the data showed a significant association of TT genotype and T allele with
male infertility. In a subgroup analysis, we found that TT genotype and T allele were associated with oligozoospermia. About IL-1a
C376A, a significant association was observed between the homozygous genotype CC with male infertility. Carriers of C (AC+CC)
showed a similar risk for male infertility. Also, allelic analysis showed that the C allele is associated with male infertility. In sub-group
analysis, we found that the AC genotype is associated with asthenozoospermia. In addition, carriers of allele C were at a high risk for
asthenozoospermia. Also, allele C was significantly associated with oligozoospermia and non-obstructive azoospermia. Based on our
findings, the four mentioned polymorphisms could be considered as potential biomarkers for screening of susceptible individuals.

Keywords: Polymorphism, Cytokines, Male Infertility, PCR-RFLP
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A Brief History of Fertility in Thalassemic Men
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1- Hematology Department, Allied Medical School, Shahid Beheshti University of Medical Science, Tehran, Iran,
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vahidetakhviji@yahoo.com, azazarkeivan@yahoo.com

Background:Male infertility in B-thalassemia patients is typically considered to be the consequence of iron deposition
in the endocrine glands and has attenuated reproductive health of patients on transfusion. Depending on clinical
thalassemia’s profile, we aimed to assess the current status and fertility complications among thalassemia married men in
reproductive ages. Material and method: We studied thalassemia patients’ files who referred to Adult Thalassemia Clinic
in Tehran and evaluated 63 married men concerning parameters affecting fertility. Patients” demographic, clinical, fertility
and spouse’s health status were documented. We evaluated pituitary-gonadal axis, serum ferritin, liver enzymes before
planning a pregnancy and reported them as a history of spontaneous conception. Result: Out of 63 patients, 35 (55.8%)
couple have 67 spontaneous pregnancies leading to 59 successful pregnancies (88%), 5 abortions (7%) and 2 fetal deaths.
Hypogonadism and hypothyroidism were seen in 22.6% and 17.7% of patients, respectively. Serum ferritin levels had a
significant negative correlation with the Testosterone and Luteinizing and Follicle - Stimulating Hormones levels. Also,
a significant positive correlation with level of liver enzymes reported. Moreover, ALT and ASt had a significant negative
correlation with pituitary hormones, too (p<0.05). Conclusion: Organized iron chelation especially in puberty period
would be reduce the oxidative damage and related complications. Infertility in these patients seems to be attributed to
iron deposition in various endocrine organs, pituitary, reproductive system and also others like liver contributing to the
hormonal metabolism.

Keywords: Fertility, Thalassemia Men, Infertrility, Iron Toxicity
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Investigation of Anti-Plasmodial Activity of Apigenin in Mice Infected with Plasmodium
Berghei by Metabolomics Approach

Mahdi Amiri 1, Ali Ramazani 2 *

1- Tamin Ejtemaei, Zanjan Modiriat Darman Tamin Ejtemaei, 2- Zums, School of Pharmacy
mahdi_amiri57@yahoo.com, ramazania@zums.ac.ir

Introduction: Due to the challenges of controlling, preventing and eradicating parasitic diseases such as malaria, there is
a need for the discovery of new therapeutic factors in this field. Medicinal plants derived from plants have brought new
ways to treat malaria. In this study, we investigated the effect of Apigenin, as a member of the big family of flavonoids,
on Plasmodium berghei as a plasmodium laboratory model in in vivo. Also, the toxicity of this component was studied
by use standard methods. Methods: In this study antiplamodial effect of Apigenin was investigated in vitro and in vivo by
metabolic approach. A study of 60 male Swiss Albino mice was divided into 6 groups of 10 members. About 3 hours after
intraperitoneal administration of the parasite, the Apigenin was injected in to three groups of mice. On the fifth day blood
sampling was performed on tail mice and prepared smears. The smears were stained for parasitemia count. Also, on the
last day of treatment, the plasma samples of mice were analyzed by sampling the animal heart IHNMR by Metabolomics
and Chemometrics techniques. Results The results of this section showed well that effect of Apigenin is dependent on
doses and successfully inhibited the growth of Plasmodium berghei in mice.Modified cycles include glucocorticoid
cycles, mineralocorticoids, bile acids, sulfur metabolism, estrogen cycles and androgens, cholesterol catabolism, and
biosynthesis of cholesterol. Conclusion: The results of this study showed that Apigenin able effectively treatment of
Plasmodium berghei and its effect is dose dependent.

Keywords: Apigenin, Plasmodium Berghei, Metabolic, Chemometrics, Nuclear Magnetic Resonance
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Impact of Vitamin C Supplementation on Serum Ferritin Level in Hemodialysis Patients
Roghayeh Aslanian 1 *, Firoz Amani 2
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Background: Iron deficiency anemia is common in patients on maintenance hemodialysis (HD). Serum ferritin is
increased in HD patients. Vitamin C supplementation has shown to improve functional iron deficiency and anemia in HD
patients. In this study we aimed to evaluate the effect of vitamin C supplementation on serum ferritin level.Methods: In
this randomized clinical trial, 39 HD patients were randomly assigned to receive routine therapy with (n=24) or without
(n=15) vitamin C 500 mg IV twice a week after each dialysis session for 2 months. Changes in serum ferritin, iron, total
iron-binding capacity (TIBC) and transferrin saturation (TS) before and after treatment were measured in each group.
Results: Serum ferritin levels before treatment in case and control groups were 1859+1398.5 and 2567.5+1907.8 ng/mL
which was significantly decreased to 1084.8+£727.9 and 1313.5+1151.5 ng/mL, respectively (P=0.006 and P=0.007).
Serum iron, TIBC and TS did not change significantly in each group after treatment. Comparing the mean changes in
serum ferritin, iron, TIBC and TS, there was no significant difference between groups. Conclusions: Vitamin C had no
effects on serum ferritin, iron and TS.

Keywords: Hemodialysis Patients, Ferritin, Vitamin C, Anemia
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Study of Liver Damages and Biochemical Analysis of Liver Enzyme ASt in Patients with HCV
Infection and Co-Infection with HIV in Isfahan

Maryam Mokhtari 1 *, Hossain Khan Ahmad 2, Dina Zohrabi 2

1- Nour Danesh Institute of Higher Education, Department of Biology, Faculty of Science, 2- Isfahan University of
Medical Sciences, Department of Molecular Biology and Genetics Isfahan Medicine School
m.mokhtarii2005@gmail.com, hossein_khanahmad@yahoo.com, zohrabi.dina@gmail.com

Introduction: Hepatitis C has high genetic diversity and is divided into 6 genotypes and various types. Infection with
hepatitis C in HIV-infected people and injecting drug users is one of the most important problems that causes liver
damage and death. This study reviews Liver damages and Biochemical Analysis of liver enzyme ASt in patients with
HCV infection and co-infection with HIV in Isfahan Materials and Methods: In this study, out of 530 patients referring to
Isfahan Counseling Center for Behavioral Disorders in 1396 who were suspected of hepatitis C, 95 patients with positive
HCYV regarding to RT-PCR and serological results were included in the study. The level of ASt enzyme was measured
using Erba’s auto-analysis device to evaluate liver disease in patients. All patients were also examined clinically by
sonography. Data were analyzed by SPSS-21 software. RESULTS: In this study, the level of ASt liver enzymes in HIV
co-infected patients was higher than those with HCV infection. Also, according to the results of sonography and clinical
examinations, people with HCV-HIV co-infection had more liver damage. Conclusion: The evaluation of the progression
of liver fibrosis during treatment with retroviral drugs is very important in coinfection with HCV-HIV. Measuring the
level of liver enzymes is part of the primary testing of liver disease, and by examining them periodically, it is possible to
determine the course of liver disease in patients with HCV infection.

Keywords: Hepatitis C Infection, ASt Liver Enzymes, HCV-HIV Co-Infection, Liver Damages, Liver Fibrosis
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Low Levels of Adiponectin Predict the Development of NAFLD: Is It Irrespective to Visceral Adiposity
Index, Visceral Adipose Tissue Thickness and other Obesity Indices?

Solaleh Emamgholipour 1 *, Mehrnoosh Shanaki 2, Hossein Poustchi 3

1- Department of Clinical Biochemistry, School of Medicine, Tehran University of Medical Sciences, Tehran, Iran, 2- Department of
Medical Laboratory Technology, School of Allied Medical Sciences, Shahid Beheshti University of Medical Sciences, Tehran, Iran,
3- Liver and Pancreatobiliary Diseases Research Center, Digestive Diseases Research Institute, Tehran University of Medical Sciences,
Tehran, Iran
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Introduction: We aimed to study the correlation of plasma adiponectin levels with various obesity indices (e.g. visceral adipose tissue
thickness (VAT), body mass index (BMI), waist-to-hip ratio (WHR), and visceral adiposity index (VAI)), IR, and CVD indices, particularly
carotid intima-media thickness (cIMT) in patients with NAFLD, type 2 diabetes (T2D), NAFLD+T2D, and healthy subjects. Methods:
The ultrasonography procedure was also used to measure the amount of VAT and cIMT. The plasma levels of adiponectin were determined
using ELISA Kit. Results: Multivariate stepwise linear regression cumference (WC), hip, WHR, VAL, VAT, and homeostasis model
assessment of IR (HOMA-IR). Multinomial regression analysis demonstraanalysis showed that VAI (f=-0.240, P=0.033) is a predictor
of adiponectin concentration in all participants independent of age, waist cirted an association of lower circulating levels of adiponectin
with NAFLD (odds ratio [95% CI]:.277[0.101-0.760]; P=0.013), NAFLD+T2D (odds ratio [95% CI]: 0.298[0.103-0.865] ; P=0.026),
and T2D (odds ratio [95% CI]J: 0.366 [ 0.137-0.974]]; P=0.044) independent of both obesity indices (e.g. BMI, VAT, WC , hip, VAL,
WHR ) and HOMA-IR. In NAFLD group, adiponectin circulating levels had a positive correlation with cIMT , HOMA-IR, low-density
lipoprotein cholesterol (LDL-C) / high-density lipoprotein cholesterol (HDL-C), and total cholesterol (TC) / HDL. However, it was
inversely correlated with HDL-C in NAFLD patients. Conclusion: It seems likely that lower levels of adiponectin expose a greater risk of
developing NAFLD, T2D, and NAFLD+T2D independently to obesity or IR indices.

Keywords: Adiponectin, NAFLD, T2D, Obesity
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The Study of Heart Biomarkers (High-Sensitivity Troponin I, D-Dimer, Plasma Fibrinogen) and Hematological
Biomarkers (MPV, PDW, PCT, PLCR, RDW) in Patients with Non St-Segment Elevation Myocardial

Faegh Bastani 1, Mhamad Fazilati 2 *, Ali Etesampor 3, Ahmad Mirdamadi 3, Jina Vazirzadeh 3, Hani Alijani 3, Mahin Mikhak 3

1- Payamnor University, Isfahan Shariaty Hospital, 2- Payamnor University, 3- Management of Social Welfare Treatment, Isfahan
Hospital

faeghbastani@yahoo.com, mfazilati@yahoo.com, aeetesam(@yahoo.com, mirdamadi @yahoo.com, j.vazirzadeh@gmail.com,
hani @yahoo.com, migak @yahoo.com

Background Rapid and accurate diagnosis of acute myocardial infarction (AMI) are critical for the initiation of effective medical
treatment. Recently,a high-sensitivity cardiac troponin I (hs-cTnl) assay was developed as a biochemical marker for the early diagnosis
of AMLAn increased systemic and local inflammation plays a key role in the pathophysiology of acute coronary syndrome (ACS).
The aim of this study was to investigate the association of Hematological biomarkers (such asMPV,PDW,PCT,PLCR,RDW) and
biochemical Cardiac Markers (such as hs-cTnI,D dimer,Fibrinogen) in Non St-Segment Elevatin Myocardial Infarction. Material
and methods A total of 286 patients with Non St-Segment Elevatin Myocardial Infarction were enrolled. D dimer was measured by
Turbidimetric following Coagulation. Fibrinogen and hs-cTnl were measured by Turbidimetric Immunoassy and Enzyme-Linked
Fluorescence Assay,respectively. Hematological Indices were measured daily during the hospitalization by automated instruments
in hematology laboratories of the patients with acute myocardial infarction by Hydrodynamically focused detection method. Results
We included 286 patients (mean age 68.993+14.007 years,69.6 male). The mean MPV value was 10.374+0.825 and the mean hs-cTnl
value was 2848.274 (100;37898). There was a positive correlation between plasma D dimer with RDW-CV(r=0.489,p=0.007). There
was a positive correlation between plasma Fibrinogen with PLT(r=0.934,p=0.002). Conclusions There is a high demand for reliabl
e,accessible,noninvasive,and hematological prognostic marker in ACS,which would identify patients of high cardiovascular risk in
secondary prevention and tailor the therapy to their needs. Our study showed that hematological indices such as , PLT, RDW,MPV and
cardiac biochemical markers such as hs-cTnl,D dimer,Fibrinogenmay provide additional prognostic value in patients with NStEMI.

Keywords: Non St-Segment Elevation Myocardial Infraction, Hematological Parameters, High-Sensitivity Troponin I, D-Dimer, Red
Cell Distribution Width, Platelet-Larger Cell Ratio
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Serum Levels of Iron, Ferritin and Vitamin D in Shiraz and Isfahan Cities: Evaluation and
the Effect of Diet and Climatic Conditions on Them

Mahsa Servatkhah 1 *, Shamayel Hashemi 1, Javad Dehghani 1, Jaber Imanifard 1, Javad Neshat 1
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servatkhah@yahoo.com, hashemyshamayel@yahoo.com, javaddehghanil978@gmail.com, j.imanifard@gmail.com, neshatlab@gmail.com

Introduction Diet and climate are important factors which effect the serum level of many factors and depends on these two, Therefore,
it is possible to prevent the occurrence of many diseases by examining the amount of these factors and enriching the food with the
factors required by the body. Material and method: In this study, the result of serum iron, ferritin and vitamin D levels were collected
from 5000 patients referring to two laboratories in Shiraz and Isfahan for one year. Critical outcomes of patients who were suspected
of inflammation or major B-thalassemia were excluded. For two laboratories, methods of evaluation are completely the same. Results:
The above survey shows that on the average about 75% of the respondents are women’s. About 37% of clients in Isfahan and 32% of
Shiraz client suffer from vitamin D deficiency (normal: 20-70ng/ml). The percentage of people with iron defieciency in Isfahan 1.6%,
in Shiraz 18.4 (normal men: 35-160, women:20-140ug/dl), and ferritin deficiency is 9.7% in Isfahan and 14.7% in Shiraz(normal
men:20-300, women: 15-150ng/ml). Conclusion Due to results, and because of the difference between climate and diet in these two
cities, it seems that we should enrich the diet of people in Isfahan with vitamin D and people of Shiraz with Iron.

Keywords: Iron, Vitamin D, Climatic Conditions, Diet
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Evaluation of a Novel Genetic Polymorphism of Inducible Nitric Oxide Synthase (Inos) with
Immunity to Visceral Leishmaniasis
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Tabriz, Iran, 4- Department of Immunology, Hamadan University of Medical Sciences, Hamadan, Iran
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a.farzin57@yahoo.com, panah.884(@gmail.com, Ghheydari1347@gmail.com

Background: Inducible nitric oxide synthase (iNOS) plays a pivotal role in the pathway of reactive oxygen and nitrogen species
metabolism when leishmaniasis infection occurs in human. Inducible NO synthase enzyme produces NO which plays an important
role in host resistance and induces cytotoxicity in visceral leishmaniasis. So that we evaluated the association of visceral leishmaniasis
with genetic polymorphisms in iNOS gene at the -954G/C locus. MATERIAL AND METHODS: This is a case-control study with 284
participants in three groups; 93 patients with VL, 86 seropositive controls without any history of leishmaniasis, and 105 seronegative
healthy controls. iNOS genotyping was carried out using an Amplification Refractory Mutation System-PCR (ARMS-PCR) and gel
electrophoresis.Results: In patients group, 56 (60.2%) individuals presented wild homozygote (G/G genotype) and 4(4.3%) individuals
showed mutant homozygote (C/C genotype) and 33(35.5%) individuals showed heterozygote form (C/G genotype). The proportions
of these genotypes for seropositive and sero negative control groups were (25, 29.1%), (5, 5.8%), (56, 65.1%) and (88, 83.8%), (1,
1.0%), (16, 15.2%) respectively. A significantly increased risk of leishmaniasis was found in the iNOS -954G/C genotype [odd ratio
(OR) 1.24, 95% confidence interval (CI) 2.008-7.196, p value < 0.001]. Distribution of genotypes were in consistent with Hardy-
Weinberg equilibrium. CONCLUSION: Polymorphism of -954G/C iNOS gene is associated with an increased risk of Leishmaniasis
and genetic variants of iNOS is suggested as biomarker of susceptibility to Leishmaniasis.

Keywords: Visceral Leishmaniasis, -954G/C iNOS, Genetic Polymorphism
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The Investigation of Microalbuminuria Prevalence among Diabetics Visiting the Laboratory of
Ayatollah Bahari Hospital in Bahar City, 1395

Amirhossein Rahbari 1 *, Mohammad Fazilati 2, Alireza Panahi 2, Sahar Khamooshi 2, Leila Moorshedloo 2, Seyyad Jalal
Moosavi Bahar 2, Sasan Amini 2, Roaya Sohrabi 2

1- Ayatollah Bahari Hospital, Hamadan University of Medical Sciences, Hamadan bahar, 2- Isfahan Payame Noor University
rahbaril229@yahoo.com

Diabetes is one of the most rampant diseases in developing countries. The late diagnosis of which will lead the patient to diabetic
nephropathy or Microalbuminuria. The result of this process eventually is renal failure. The stages of the illness progress is first
determined by Microalbuminuria and later by Macroalbuminuria. The aim of this study is to investigate the frequency and prevalence
of Microalbuminuria among diabetics.Material and methods: In this descriptive cross sectional study, from 186 diabetics visiting
the laboratory of Ayatollah Bahari spot morning urine was taken and their Albumin random and cratinine random was measured
and we calculate the ratio between them, ACR (Alb/Cr)ratio. Result: Of 186 patients 46.5 percent were males and 53.5 percent
were camels. Overall, 81.7 percent of the subject had a normal Albumin discharge, 17.2 percent had Microalbuminuria and 10.8
percent had Macroalbuminuria. Also there was no significant difference between the results grained from male and female groups.
Conclusion: The total prevalence of nephropathy was determined at 18.28 percent. Given the outbreak of diabetes in Bahar city and
high prevalence of Microalbuminuria and nephropathy in this study, and considering that 50 percent of type 2 diabetics are unaware
of their illness, it is recommended that people be educated to check their FBS,2HPP and HbA1C annually.

Keywords: Diabetic Patient, Ayatollah Bahari, Renal Failure, Microalbuminuria, ACR
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Introduction: Multiple Sclerosis (MS) is an autoimmune disease of the central nervous system, although its cause is unknown, but
evidence indicates that the immune system plays an important role in pathogenesis of MS. Recent studies revealed that adipokines such
as resistin and visfatin may be important in the pathogenesis and development of autoimmune disease such as MS. The Complement
Clq Tumor necrosis factor-Related Proteins (CTRPs) are a novel family of adipokines that exerts a dual function in immunity and
metabolism. Adiponectin is a member of this family predominantly expressed in adipose tissue and plays crucial role in metabolic
disorders but its role in inflammatory/autoimmune diseases is unknown. CTRP-3 is another member of this family that is expressed
by adipocytes and monocytes and have anti-inflammatory effects. The aim of this study was to evaluate plasma level of CTRP-3 and
adiponectin in MS patients and their relationship with level of proinflammatory mediator TNF-a. Methods: Plasma levels of CTRP3,
adiponectin and TNF-a were evaluated in 31 healthy controls and 32 MS patients using ELISA methods. Results: Plasma CTRP3
level of the MS patients were significantly lower than that of healthy controls. While the plasma level of adiponectin was significantly
higher in MS patients compared to the healthy controls. A statistically significant negative correlation was observed between plasma
concentrations of CTRP3 with TNF-a. Conclusion: CTRP3 and adiponectin are two novel adipokines that may contribute to the
pathogenesis of multiple sclerosis and can be considered an interesting therapeutic target for the treatment of this disease.

Keywords: Multiple Sclerosis, CTRP3, Adiponectin
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High Intensify Interval Training (HIIT) Reversed High Fat Diet Induced M1 Macrophage
Polarization in Rat Adipose Tissue by Inhibition of NOTCH Signaling
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Medical sciences, Tehran, Iran, Tehran-Fatemi Etemadzadeh
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Introduction: Due to role of exercise intervention in management of metabolic disease such as obesity, diabetes and low
molecullar evidence of its effectiveness, the current study aimed to compare the effect of high inensity interval training (HIIT)
and continuous endurance training (CET) on serum and adipose tissue markers of M1/M2 macrophage polarization.Methods:
45 healthy male Wistar rats, (20010 gr) divided to normal chow (NC) n=10 and high fat diet (HFD) n=35, diabetes induced by
high fat diet and divided randomly to 4 groups. Training programs performed 5 days/week for 10 weeks. CET protocol included
30 minutes running at 50 to 60 percent of VO2max. HIIT protocol consisted of 5 repeated interval of 2 minute rat’s sprint on the
treadmill at each rat’s 80-90% VO2 max workload with 1 minute 30-35% VO2 max interval. Then assessed serumic parameters
by biochemical and elisa method and macrophage polarization markers investigated at mRNA and protein level by real time
PCR and western bloting respectively. Results: Both exercise training programs especially HIIT reversed HFD-induced serumic
biochemical parameters (glucose, triglyceride, cholesterol, HOMA-IR and hsCRP), M1 polarization markers (circulating IL-6,
TNF-a and adipose tissue mRNA expression of IL-6, TNF-a and iNOS), M2 markers (CD206, CD163 and IL-10 expression) and
p-IkKB, p-NF-«kB and NICD expression as key membedrs of NOTCH signaling.Conclusion: Our findings suggest that, despite
of devoting less time, HIIT workout is more effective intervention for diabetosity managment. In addition, HIIT reversed HFD
induced macrophage polarization by targeting NF-kB and NOTCH signaling pathway.

Keywords: Obesity, Diabetes, Macrophage Polarization, High Intensity Interval Training, Continuous Endurance Training
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Background: One of the biggest problems is the increased prevalence of obesity, which is associated with an increased risk of insulin
resistance and type 2 diabetes . Visifatin is an adipokine that has recently been isolated from adipose tissue and has insulin-like role in
tissues. this study evaluated the effect of Visfatinon Glut4 gene expression in C2C12 mucosal cell lines. Methods: this practical and
experimental study Which used C2C12 cells that were capable of differentiating into skeletal muscle to study the viscfatin-activated
molecular pathway. The cells tested after replication were divided into four groups, one of which did not receive any material as a
control. Three groups were exposed to Visfatin at concentrations of 0.1, 1.0 and 2.0 ng. the expression of Glut4 gene Changes at 24,
48 and 72 hours were evaluated by Real time method. Kidou test, Kruskal-Wallis test, Friedman test were utilized to compare the
variables and determine the amount of gene expression changes and statistical analysis of Real Time PCR data by independent and
pairwise tests (pared, one-way anova, 2-way anova and Repeated measures ANOVA ). Results: The results showed that expression
of Glut4 gene at a concentration of 1.0 ng Visfatin in 72 hours was significantly higher than 0.1 and 2 ng Visfatin concentrations so
the high does Visfatin concentration in 72 hours not increase the expression of the Glut4 gene. Discussion: This study showed that
visfatin had insulin-like action and activates the expression of Glut4 receptors, which is related to time and Visfatin concentration.

Keywords: Type 2 Diabetes, Insulin Receptor Gene, Glut4 Gene, Visfatin
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Study of the association between total protein, creatinine and urea among patients with renal disease Introduction: present
study aims to evaluate the association between total protein, creatinine and urea among patients with renal disease in
Sayyad Shirazi Hospital of Gorgan. Methods: present study was done on 80 people with renal disease including 37 men
and 43 women. Blood samples was given from all patients and their total protein, creatinine, and urea were measured
using biochemical methods. Results: the results showed that urea and creatinine were correlated significantly in all
patients and among men and women separately (P=0.00 in all three groups). There was no significal correlation between
total protein, urea and creatinine in any of the three groups. Conclusion: the results showed that there is no significant
correlation between total protein, creatinine and urea levels and this finding was not related to sex. So more studies are
needed to clarify these relations.

Keywords: Total Protein, Creatinine, Urea, Renal Disease
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Comparison of Lipoamide Dehydrogenase Activity in HI-60 Leukemia Cells and Normal Lymphocyte
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To determine the importance of Q10H2 as an antioxidant in cancer, we measured the activity of lipoamide dehydrogenase
(Q10H2 recycling enzyme) in HL-60 and normal lymphocyte. The cultured cells of HL-60 and human normal
lymphocytes were assayed in cell lysate of given number of both HL- 60 and normal lymphocyte. The activity of lipoamide
dehydrogenase and the protein concentration were determined by spectrometric methods. The activity of LAD was found
to be 0.216umol/min/pg protein in HL-60 cells and 0.0415umol/min/pg protein in normal lymphocytes. Although the
average protein concentration ratio in HL-60 cells to normal lymphocyte was found to be %124, the average ratio of
enzyme activity in HL-60 to normal lymphocyte was %526. These results are indicative of independence of enzyme
increase in HL-60 cells of increase of protein synthesis.

Keywords: Lipoamide Dehydrogenase, Lymphocyte, HL-60, Leukemia
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Comparison of the Results of Total Bilirubin Test Using Dichloro-Aniline (DCA) with the
Results of Bilirubinometer
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The Bilirubin test is one of the required tests in the first few days of birth in newborns. Given that in some laboratories the
dichloro-aniline method (DCA) and in some other laboratories use the Bilirubinometery method is used to measure total
bilirubin in newborns, the degree of consistency or difference between the two methods can be of particular importance. In
this study, which was conducted at Andimeshk Imam Ali Hospital, in first half of 2017, samples of 320 newborns from the
pediatric and gynecological sections for the concentration of total bilirubin was sent to the laboratory. Tubes containing
patient samples were sent to the laboratory in an aluminum foil and the samples were centrifuged in less than 2 hours and
immediately followed by both DCA (BT-1500 autoanalyser) and bilirubinometer (Erma model) methods. Then the results
of the two methods were compared with each other. The results obtained from the two methods indicated that bilirubin
increased by 0.4-2.2 (1.2 mg /dL) in the bilirubinometer method compared to the DCA method. In bilirubinometery,
total bilirubin results are higher than the DCA method, which should also include the test method for testing. Also, in
measuring successively or performing tests in two or more different labs, this should be considered.

Keywords: Total Bilirubin, Dichloro-Aniline Method (DCA), Bilirubinometer
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Cardiovascular diseases with 11 million deaths annually are the leading cause of disability and death in the world.
According to the World Health Organization, in 2016, 15.2 million of 56.9 deaths worldwide are related to ischemic heart
disease. The incidence and incidence of cardiovascular disease in the Middle East region is reported more than in the rest
of the world. The rate of mortality from cardiovascular disease in the Middle East is projected to increase by 171% from
1990 to 2020. The aim of this study is to investigate biomarkers (measurable biological signs) in a patient’s heart that is
timely diagnosed The cause of the disease and the referral of the patient helps the clinic. Method: In this study, 53 sources
that have been published between 1983 and 2018 in relation to cardiovascular diseases and related biomarkers have been
used. These resources are used to search for key words of cardiovascular disease, cardiac biomarkers, cardiovascular
inflammation and heart failure in the Pubmed, Google scholar, Uptodate, Elsevier. Based on available findings, B-type
natriuretic peptide (BNP, Cardiac Troponins I, T, and C-reactive protein) was used for differential diagnosis of cardiac
failure, myocardial damage, and cardiovascular and cardiovascular infections, respectively. Biomarkers Soluble source
of The tumorigenicity 2 (sSt2) and Galectin-3 (Gal-3) are also useful for the diagnosis of cardiac fibrosis and cardiac
hypertrophy. Of course, the next generation of biomarkers, including sSt2, GDF-15, Gal-3 and miRNAs, still did not find
clinical good position.

Keywords: Cardiovascular Biomarkers, Heart Failure, Cardiovascular Disease
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Association of Serum Lipid Profile and Glycosylated Hemoglobin in Diabetic Patients
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Cardiovascular disease is one of the main causes of life expectancy in diabetic patients, and lipid metabolism disorder plays a
role in atherogenic lipid profile in the development of these complications. Therefore, the aim of this study was to determine the
relationship between lipid profiles and HbAlc hemoglobin in diabetic patients. In this study, 123 patients who were referred to
Sayad Shirazi Hospital of Gorgan were evaluated and categorized into diabetic and non-diabetic groups. The subjects were 68.3%
female and the rest were male. Of the subjects, 80 were non-diabetic (57 women) and 43 were diabetic (27 women). In non-diabetic
subjects, mean serum cholesterol, TG, LDL, HDL, and HbAlc¢ levels were 167.92, 118.7, 96.08, 44.67 and 6.48, respectively,
and in diabetic subjects 164.12, 175.46, 86.64, 41.30 and 9.64, respectively. All diabetics and 47.5% non-diabetic subjects had no
uncontrolled HbA ¢ levels. There was no significant correlation between serum FBS and lipid profiles in diabetics, but there was a
significant positive correlation with HbA 1c (Sig = 005). In non-diabetic patients, serum lipid profile and HbA 1c serum levels were
not significantly correlated with FBS. There was no significant correlation between serum FBS and lipid profiles in women, but
there was a significant positive correlation with HbA1¢ (Sig=.000). In men, there was a significant correlation between serum FBS
with TG (Sig=.024) and HbA 1¢ (Sig=.004). According to the results of this study, HbA 1¢ and lipid profiles alone are not predictors
of diabetes.However, its generalization requires more studies for clinical evaluation.

Keywords: Lipid Profile, Glycosylated Hemoglobin, Diabete
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Shahid Yahyanejad Babol Medical Center

Ahmad Salehi Gatabi 1 *, Fezzeh Mollazade Jelodar 1, Maryam Hashemi Kamangar 1
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Background and aim:It is important provide the correct laboratory results in order to diagnose the disease respond the treatment
of the disease.the heart attack percentage of Troponin released and released into the bloodstream is greater than CK-MB.The aim
of study was to determine the prescribing of CK-MB and Troponin tests suspected outpatient patients.Heart symptoms were done.
Methods:This descriptive cross-sectional study was carried out the Yahya Nejad hospital in Babol,Iran the second six months of the
year. The tests were carried out using standard biochemical method.Data collection tools were standard questionnaire of the Health
Reference Laboratory information extracted from HIS hospital program. The results of the experiments were extracted. Then,data
were analyzed using standard gideLine and standard. Results:By measuring the Troponi and CK-MB tests in326patients,326patients
referred to the laboratory second month the year. The number of 320CK-MB patients these patients was normal and 6 CK-MB patients
were abnormal. This study showed that patients with MI in the early hours, The CK-MB test is normal and Troponin tests will detect
a number of MI patients.Since Troponin levels increase early hours of the symptoms of acute heart attacks, Troponin measurement
instead of CK-MB is recommended the basis of line-referrals. Conclusion:The study found that98%of outpatients were diagnosed
and monitored for heart attacks early hours.Only Troponin was tested. Troponin test specific for diagnosis acute myocardial infarction
but low sensitivity, but CK-MB test diagnosis of acute myocardial infarction in patients with acute chest pain has both sensitivity
specificity. Therefore,it is recommended avoid unnecessary CK-MB test patients with suspected MI the early hours.

Keywords: Cardiac Enzymes, Heart Symptoms, CK-MB and Troponin Tests
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Camk?2 Autophosphorylation-Dependant Learning & Memmory
Mehdi Vatanpor *
mehdi_arya@yahoo.com

Calcium/calmudulin-dependant kinase 2 is the most abundant protein in the post synaptic desity. It has been proposed to
play an important role on learning & memmory due to its autophosphorylation ability.once phosphorylated in the right
position CaMK 2 remains active even after the initial stimulant has finished.Although the model seems quite logical &
straight forward the function of CaMK 2 autophorylation in learning & memmory is amatter of discussion. Whileits
importancein learning is well established;there is not enough data to reach a conclusion on memmory. Here we discuss
CaMK 2 autophosphorylation theory & its importance for LTP ; learning; memmory & possible relevance in different
diseases.

Keywords: Synaptic Plasticity, LTP, Signaling, Memmory, Hippocampus
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Introduction: Vitamin D deficiency has become a challenging epidemic around the world. Vitamin D plays role in the
development of osteoporosis and osteomalacia and fracture, and its association with heart disease, diabetes and some
cancers has also been proven. The aim of this study was to determine the prevalence of vitamin D deficiency in the city
of Ganaveh. Method and Material: In this cross-sectional - descriptive study, 500 vitamin D test data were collected
randomly from the archives of each laboratory in the city in 1395. Data were analyzed by gender and age by SPSS
software. Result: The number of requests for vitamin D were 137(27.4%) males and 363(72.6%) females with an average
age 0f 32.22 + 18.41. 153 (48%) and 240 (48%) had severe and mild vitamin D deficiency, respectively. Also, the number
103(20.6%) of the subjects was normal and 4(0.8%) had excessive amounts of vitamin D. Independent T test was used to
determine the mean difference of vitamin D between male and female sex (P value = 854.1). Conclusion: The prevalence
of vitamin D deficiency in the city of Gonwave is 78.6%, and 39% of it suffers from severe vitamin D deficiency. Also,
according to the statistical test, no significant difference was found between the levels of vitamin D in males and females.

Keywords: Incidence, Deficiency, Vitamin D, Ganave, Laboratory
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Prevalence of Vitamin D Deficiency and Its Associated Factors in Kashmar City in 2017-2018
Narges Fakhrerad *
alavi.a.67@gmail.com

Background: Vitamin D deficiency health threats are evident since a century Nowadays, vitamin D deficiency became a
global pandemic with over one billion people affected in all age groups and both genders Furthermore, vitamin D deficiency
was found to be a potential contributing cause of death in patients with cardiovascular diseases, cancers. Prevention
and early diagnosis and treatment of vitamin D deficiency are identified as key tools to reduce its health burden and
promote health notably in the elderly.Methods : This study aimed to determine the prevalence of vitamin D deficiency
and insufficiency and related risk factors among healthy adults in Khashmar A representative random samples of 3000
adults was taken in in 2017-2018. . vitamin D and calcium Complement and were collected via a brief interview . Blood
samples were collected and serum level 25 (OH) D3 were measured using ELiza method. Data analysis was performed
using SPSS 21 software The participants were divided into four categories according to their serum concentrationsof
25-hydroxyvitamin D and also their age. Results: Only22% of the population had a “sufficient” serum 25(OH)D level 30-
100 ng/mL, whereas43 % had “insufficient” [serum 25(OH)D level 10-30 ng/mL], 20% had “deficient” [serum 25(OH)
ng/mL D level <10 ng/mL ], and 15% had * intoxication” [serum 25(OH)D level >100 ng/mL)]. Conclusion : The
prevalence of vitamin D deficiency was greater among in female 10-35 years old and lower among people who use
calcium Complement and in female >75 years old.

Keywords: Level of Vitamin D, Prevalence, Deficiency
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Treatment Growth Hormone Disease with Normal Therapy
Razieh Fazel *, Tahereh Hoseini , Salar Maani
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The natural pituitary contains 3-5 mg of growth hormone and secretes daily of 875-500ug GH. The GH secretion does not
have a constant and uniform flow, but is carried out in the form of Pulsatile. The GH contains a single polypeptide chain
composed of 191 amino acids. Hypothalamus controls the secretion of GH from the anterior pituitary with the release
of the GHRH (somatocrine) and the somatostatin (SF) inhibitor (HF). In this systematic review, after reviewing the Sid
information source and search in google scholar, the Keywords of growth hormone, the criteria for entering the articles
included 1 from 2010 to 2018. Based on this study, the most effective non-drug factors include: sleep, Physical activity
and exercise, some amino acids especially arginine, low blood sugar (hypoglycemia), stressors and neurotoxic shock.
The effective factors include: alpha-adrenergic agonists, such as goutapres Prodigy medications such as levodopa and
bromocriptine, serotonin agonists also increase the level of GH secretion. Also exercise up to 60 minutes, increase GH,
testosterone, cortisol, lactate in the athletes’ blood. Disadvantages of using the growth hormone after the growth plates
can cause acromegaly, and the most common cause of death is growth hormone, heart failure (cardiomyopathy). Glucose
intolerance, types of diabetes and hypertension can also occur. This increase is proportional to the intensity of the workout
and it could be a good alternative to the use of growth hormone.

Keywords: Treatment, Growth Hormone
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The Simultaneous Effect of Palm Pollen and Resistance Training on the Concentration of
Bilirubin in Active Men
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1- Department of Hematology, School of Para Medicine, Bushehr University of Medical Sciences, Bushehr, Iran, 2- Blood
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Introduction Extreme Physical activity increase production of oxidative species that imbalance between oxidative
stress and antioxidant system due to damage various tissues. Because of this, antioxidant supplement is recommended.
Since pollen palm have antioxidant effects, this study evaluated the effect of palm pollen and resistance training on the
concentration of bilirubin in active men. Methods In the experimental- interventional study, 24 active men with circular
resistance training were selected randomly into three groups and each group was included eight person: groupl (pollen
palm), group2 (vitamin C) and group3 (placebo as a control). Pollen palm, vitamin C and placebo were prescribe as
capsule, tab and tab once in every day. Circular resistance training was designed at 10 station for each group. Serum
samples were collected at regular intervals for measurement of bilirubin level. SPSS v.16, descriptive and inferential
statistics were utilized for data analysis. Result 24 hours after final exercise, the amounts of direct bilirubin in vitamin
C, palm pollen and placebo groups were 0.76+0.16, 0.73+£0.07 and 0.78+0.05 mg/dl respectively. There was significant
difference between vitamin C and date pollen groups. Conclusion Despite the positive effect of date pollen on athletes, it
did not effect on the amount of their bilirubin.

Keywords: Resistance Training, Bilirubin, Vitamin C, Palm Pollen, Antioxidant
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Evaluation of Results of TSH Tests in Referral Pregnant Mothers to Laboratories of Health
Comprehensive Services Centers of Khalil Abad City (Khorasan Razavi)(1397)
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1- Khalil Abad Health Center, Mashhad University of Medical Sciences
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Part of the change in thyroid gland function during pregnancy is due to two human chorionic gonadotropin (hCG) and
estrogen hormones. Measurement of thyroid stimulating hormone (TSH) is the most important scale for evaluation of
thyroid gland function during pregnancy which for all pregnant mothers done in health centers. The normal range of this
hormone is different in months of pregnancy but is 0.2-3 mU/L in average. The amount <0.2 as hyperthyroidism and >3
as hypothyroidism must be followed that both of these conditions can cause serious problems for mother and baby. The
aim of this study is evaluating the amount of TSH in 600 referral pregnant women to health centers of Khalil Abad city
during 1397. Results showed that 16.6% of abnormal TSH had 3.6% TSH<0.2% and 13% TSH>3. The percentage of
these disorders were 25% for the age group <18 years, 15.7% for 18-35 and 20.2% for >35. As regards that the prevalence
of thyroid gland disorders in pregnancy should be upto 3% and according to a relatively high level of abnormal TSH
among studied pregnant mothers, a precise program should be made to reduce the disease through interventions in iodine
and drug therapy programs.

Keywords: Thyroid Gland, Pregnant Mother, Laboratory, Health Center
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Correlation between Insulin Resistance Index and Polyunsaturated Fatty Acids in Type 2
Diabetic Patients

Fouzieh Zadhoush 1 *, Morteza Pourfarzam 1
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f.zadhoush@pharm.mui.ac.ir, pourfarzam@pharm.mui.ac.ir

Introduction: Exact relationship between polyunsaturated fatty acid (PUFA) and insulin resistance index in diabetic patients
are unknown. In this project we investigated erythrocytes membrane fatty acid (FA) profile including non esterified FAs
and esterified FAs, using gas chromatography/mass spectrometry (GC/MS), and its association with insulin resistance
index in type 2 diabetic patients. Materials and methods This cross-sectional study comprised 90 type 2 diabetic patients
and 40 non-diabetic control group. Fasting plasma levels of glucose (FBS), total cholesterol, triglycerides, HDL-C, LDL-C
and HbA lc were determined in subjects. TG/HDL-C ratio, Atherogenic index of plasma (AIP), and homeostasis model
assessment of insulin resistance (HOMA-IR), for estimating insulin resistance, were calculated. Erythrocyte membrane
were prepared for determining fatty acid (FA) profile using GC/MS. Results Findings show significant association
between HOMA-IR and Palmitic Acid, Oleic Acid, triglycerides, weight, waist circumference, BMI, TG/HDL-C ratio and
AIP in diabetic patients (P< 0.05). Inverse significant association between HOMA-IR and PUFA, n6 fatty acids, Linoleic
acid and direct significant association with weight, waist and hip circumference and BMI were detected in control group
(P<0.05). Discussion and Conclusion In summary,we conclude that HOMA-IR has no correlated with PUFA in diabetic
patients, whereas it negatively correlated with PUFA in control group. Thus it seems that consumption of PUFA may
prevent insulin resistance in healthy subjects.

Keywords: Fatty Acid, Gas Chromatography/Mass Spectrometry, Insulin Resistance Index, Type 2 Diabetic Patients
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Diabetes mellitus is a common metabolic disease that is considered to be the cause of mortality due to cardiovascular
complications. Vitamin D deficiency is a common epidemiologic problem that can be linked to many metabolic diseases.
Given the prevalence of diabetes, identification of controlling or contributing factors in the treatment of diabetes is
important. In this study, 123 patients who were referred to Sayyad Shirazi Hospital of Gorgan were evaluated and
categorized into diabetic and non-diabetic groups. The subjects included 68.3% of women and 80 of them non-diabetic.
The average age of individuals is 50.27 years. In non-diabetic subjects, mean serum cholesterol, TG, LDL, HDL, and
vitamin D levels were 167.92, 118.7, 96.08, 44.67 and 32.5 and in diabetic subjects 164.12, 175.46, 86.64, 41.30 and 29.6
respectively. All diabetics were uncontrolled with HbA1c and 67.4% had vitamin D deficiency. In 47.5% of non-diabetic
subjects, HbA1c levels were uncontrolled and 67.5% had vitamin D deficiency. In diabetic and non-diabetic individuals,
as well as in men and women, there was no significant correlation between lipid profile and vitamin D serum FBS. There
was no significant correlation between serum vitamin D level and lipid profile in diabetic and non-diabetic subjects. Also,
this relationship was not significant in the men and women group. Our findings indicate that lipid profiles and vitamin D
have no effect on glycemic indices, although further studies are needed for clinical evaluation.

Keywords: Lipid profile, Vitamin D, Diabete
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Objectives: One of the complications of Type 2 diabetes is the pressure overload induced by the hypertension resulting in
cardiac hypertrophy. The current treatment for such diseases is always associated with side effects. Recently attention has
been given to the use of plant extracts and phytochemicals, one of which is resveratrol, a polyphenol with antihypertrophic
properties. The aim of this study was to evaluate the effect of resveratrol on pathological cardiac hypertrophy in type 2
diabetic rats. Method and Materials: Thirty-six male Wistar rats divided in to 6 groups (N= 6 in each group).The control
and diabetic groups were treated with or without resveratrol (10 and 90 mg/kg/day) for a period of two months daily by
oral gavage. RES was dissolved in 0.5% carboxymethyl cellulose and for histopathological experiment; a small piece of
heart tissue was fixed with 10% formalin and embedded in paraffin. Results: RES significantly reduced the FBS level and
increased of the weight of the rats in treated diabetic group. Histopathological investigation showed normal structures in
heart tissues of the rats in the control group. In contrast, the degenerated myocytes, cytoplasmic vacuolization, vascular
congestion, fibroblastic proliferation and pericardial adipose tissue neutrophil infiltration was observed in the heart
tissue of diabetic rats. Moreover, the resveratrol (10mg/kg) treated group showed significantly normal tissues. Thus, it
is suggested that the alleviation of the oxidative stress may be one of the mechanisms by which resveratrol prevents the
development of pathological hypertrophy and cardiac dysfunction in rats.

Keywords: Resveratrol, Hypertrophy, Diabetes, Heart
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Diabetes is a chronic metabolic disease that caused by diminished or absent secretion of insulin or even by reduced tissue
sensitivity to insulin and it is a great challenge to health care systems in everywhere. Glycated hemoglobin (HbA1C) is the
reference test for long-term glucose monitoring but it is not recommended in patients with the metabolism of hemoglobin,
such as in hemolytic or iron deficiency anemia, hemoglobinopathies, pregnancy, and uremia. Glycated albumin (GA)
is a laboratory test that it is importance for glycemic monitoring in diabetes in the last years. In this review article, we
investigated some of articles and texts that are writted about the diabetes and diagnosis of it. Glycated Albumin is a
short-term marker of glycemia, despite the HbAlc it is not influence in hemoglobin variants , iron deficiency , hemolytic
anemia and other pathologies that cussed to reduce the life of erythrocytes. Also HbAlc Reflects the mean blood glucose
concentration over the past 2—-3 months and in Glycated Albumin this time is approximately 15 days.This investigation
confirms that Glycated Albumin is usefulness for the diagnosis of diabetes diseases.

Keywords: Diabete, HbA1C, Glycated Albumin
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Alzaimer Diagnosis and Teatment
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Alzaimer is a disease that distroys memmory and neuronal cells. more than 5 million people in america and more than 10
million in other communities have this disease . we tried to find relation betwen regulatory molecules that have critical
rule in memmory . phosphorylation of T- 286 in calmodulin kinase 2-A & tau protein & Presilin 1 & 2 that are related to
amyloid -beta formation in neuronal cells. many attempts to cure this disease , failed but new ways of treating tte disease
are in research .

Keywords: Alzimer, Calmodulin kinase2, Tau protein, Presilin 1& 2
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Background: Job stress threatens teachers’ well-being and health. Identifying physiological factors that underline job
stress is crucial for teachers’ health and students’ learning. This cross sectional study examined the cycle of stress
biomarkers (salivary cortisol and alpha amylase) over the course of teaching among Iranian English teachers. Materials
and Method: 59 English teachers from two foreign language institutes in Bushehr province, southern Iran volunteered to
participate in this study. The participants’ saliva samples were collected three times over the course of a usual teaching day
(before class, during class, and after class). Salivary alpha amylase and cortisol levels were analyzed in the biomarker Sina
Lab in Bushehr using commercially available and research-based kinetic reaction (sAA) (Pars Test) and immunoassay
(cortisol) kits (IBL). Results: A significant pattern was found for alpha amylase while cortisol did not show any significant
change over the course of teaching. Conclusion: The findings highlighted the usefulness and importance of measuring
physiological biomarkers in studying teachers’ stress.
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Introduction: Pregnancy has a profound impact on thyroid function. The importance of maternal thyroid hormones in the development
of the central nervous system of the fetus has been proven. Thyroid dysfunction during pregnancy is associated with complications
such as high blood pressure and preeclampsia, doses of contraction, birth weight loss, early delivery and fetal death. Regarding these
complications and the importance of abnormal screening in pregnant women, this study was conducted to determine the screening
of thyroid gland in the first first months of the neonate referred to SalmanFarsi Hospital in Bushehr. Methods: This descriptive cross-
sectional study was carried out in 1397 in Salmanfarsi Hospital of Bushehr. Pregnant women who came to the hospital during the first
trimester of pregnancy were enrolled in the study. Pregnant women with previous hypothyroidism were excluded from the study. After
obtaining written informed consent, TSH test were done by electro chemiluminescence method. TSH above 2.5 was considered as
hypothyroidism. Data were analyzed using descriptive statistics and spss16 software. Results: The mean age of the subjects was 30.94
+ 10.1. Of the 161 pregnant women, 79(49.1%) patient had TSH more than 2.5 mIU / L, which were considered as hypothyroidism.
The age range of 25-35 was the most frequent for hypothyroidism in comparison with other age groups. Conclusion: Hypothyroidism,
especially subclinical, is common in Bushehr women during first trimester of pregnancy. Further countrywide investigation are needed
to evaluate the prevalence and etiology of hypothyroidism to prevent maternal and fetal adverse effects of hypothyroidism in Iran.
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Introduction:Food patterns are influenced by environmental factors. Therefore, the vulnerability is due to the shortage of nutrients is
varies among different people. Lifestyle as a variable can affect the intake of micronutrients. Regarding the importance of micronutrients
in women, this study aimed to investigate the levels of vitaminD, calcium and phosphorus in rural and urban women in Bushehr
and compare them with each other. Method:In this analytical-cross sectional study, the volume of samples with 95% confidence
level, was considered 200. Using cluster sampling method, 100 villages and 100 urban women were selected. After receiving written
informed consent, Scc per person was sampled. Women taking vitaminD and calcium tablets and also diagnosed with osteoporosis
or underlying illness were excluded. Data were analyzed using Mann Whitenney U and descriptive statistics by spss16. Results: The
mean age of the population was 33.43 + 12.09. The mean BMI in urban and rural women was 22.98+6.91 and 23.43+18.4 respectively.
VitaminD deficiency was 35% in urban and 64% in rural women. Calcium deficiency in rural and urban women was 3% and 8%
respectively. The studied population had normal phosphorus values. Significant relationship was found for vitaminD(pvalue<0.001),
calcium(Pvalue<0.001) and phosphorus(Pvalue<0.001) in two groups.Conclusion: Despite lower amounts of vitamin D and calcium
in urban women, the mean BMI was not significantly different. Therefore, we cannot conclude that rural or urban life is two important
variables in the rate of growth and weight and ultimately the rate of osteoporosis. Future studies are recommended by considering
more variables.

Keywords: Vitamin D, Calcium, Phosphorus, Life Style
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Introduction: MafA is a transcription factor with b-zip design which belongs to MafA family. MafA protein binds to Insulin
enhancer element , RIPE3D, of insulin gene promoter and activates insulin gene expression. This experimental study, was
designed to cloning of MafA gene into pCDNA3.1(+) vector. Methods: Total RNA was isolated from rat pancreas and the
cDNA was synthesized. PCR was carried out. The MafA PCR product was purified. PCR product and pcDNA3.1+ vector
were double-digested with EcoRI and the Hind I1I restriction enzymes at 37 °C for 2h. The purified linear vector and insert
were subjected to ligation reaction using T4 DNA ligase. Then 2 pL of the ligation product was transformed into calcium
chloride-competent E. coli Top10F’ cell. Transformed cells were selected on LB medium agar plates containing ampicillin
(100 pg/ml). Several colonies were assayed by colony PCR using universal T7 and BGH primers. After selecting the
positive recombinant clones, the plasmid DNA was extracted from the cells cultured overnight and confirmed by PCR,
restriction-enzyme digestion, followed by DNA sequencing using T7 and BGH primers. The plasmid was purified and
sequenced. Results: According to the applied primers in the RT-PCR step, colony PCR, restriction site digestion and
DNA sequencing the accuracy of MafA cloning into pCDNA3.1(+) plasmid was confirmed. Discussion: In this study, we
developed a novel method for cloning of MafA in pCDNA3.1(+). The obtained artificial vector can be used in order to
generation of functional artificial pancreatic beta cells in future.
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Neurofilament Light in CSF and Serum as Biomarker of Multiple Sclerosis
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1- Department of Biochemistry, School of Medicine, Urmia University of Medical Sciences, Urmia, IR Iran
toofani2020@yahoo.com, ghaderbiochem@gmail.com, r.paribanaem69@gmail.com

Background: Multiple sclerosis (MS) is a chronic autoimmune-mediated demyelinating disease of the central nervous
system (CNS) that is usually associated with varying degrees of progressive disability. Improved biomarkers are
needed to facilitate clinical decision-making and as surrogate endpoints in clinical trials in MS. We assessed whether
neurodegenerative and neuroinflammatory markers in cerebrospinal fluid (CSF) and serum at initial sampling could
predict disease activity. To evaluate whether levels of CSF and serum neurofilament light (NF-L) correlate with clinical
variants and treatment response in MS. Methods: We argue that the Nf-L subunit can reflect acute axonal damage
mediated by inflammatory mechanisms and can imply prognostic value for conversion from clinically isolated syndrome
(CIS) to definite MS In this study was to investigate the association between Nf-L levels in CSF and serum in early
MS and disease severity at long-term follow-up. Results: Neurofilaments light reflect the underlying neurodegeneration
and intrathecal inflammation driving progressive disease and neurodegenerative axonal damage. These biomarkers are
especially relevant as new therapies aimed at neuroprotection and neural repair are developed, including stem cell-based
regenerative therapies. Conclusion: We conclude that elevated levels of neurofilament light in cerebrospinal fluid and
serum were associated with unfavourable prognosis. These data suggest that the neurofilament light level could be used
as a prognostic marker in early relapsing-remitting multiple sclerosis.

Keywords: Neurofilament Light Chain, Neuroinflammation, Multiple Sclerosis
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Comparison of Mirna Signature Versus Conventional Biomarkers before and after Off-Pump
Coronary Artery Bypass Graft

Masoud Khanaghaei *, Fetemeh Pourrajab
masoud7116@yahoo.com, mkh7116@yahoo.com

Circulating levels of microRNAs and their expression patterns are supposed to serve as signatures for diagnosis or
prognosis of cardiovascular events. The present study aimed at determining if there is any correlation between the release
pattern of 3 miRNAs and the plasma levels of conventional biomarkers cardiac troponin I (¢Tnl), creatine kinase and uric
acid in patients undergoing their first off-pump coronary artery bypass graft (OCABG). Seventy OCABG patients were
enrolled.Pre-operative mean ejection fraction was 45.8 + 8.6%, the average number of grafts was 3 + 0.87/patient, and the
internal mammary artery was used for all. Beside conventional clinical assays, we performed real-time quantitative PCR to
analyze the levels of miR-155, miR-126 and miR-499 at 1 day before surgery as well as 4 days after surgery. Importantly,
there was no report of myocardial infarction in our patients, pre or post-operatively. In contrast to conventional biomarkers
cTnl and CK, circulating levels of miRNAs decreased significantly (P<0.01) after revascularization surgery. A significant
positive correlation was seen between the ¢Tnl and miR-499 (r [1 0.53, P<0.01) and between miR-126 and UA (r [] 0.5,
P<0.01). Time course study of circulating miR-499, miR-126 and miR-155 in cardiac surgery clarified their advantage
and correlations to the traditional biomarkers ¢Tnl, total CK, CK-MB and UA. Our results suggest that this signature is
a novel, early biomarker which indicates myocardial ischemia in cardiac surgery that use for monitoring of response to
pharmacological interventions aimed at reducing cardiac ischemia, especially in OCABG candidates.

Keywords: Cardiac Biomarkers, Micrornas, Off-Pump Coronary Artery Bypass Surgery
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The Evaluation of Ceruloplasmin (Cer), Zinc (Zn) and Total Antioxidant Capacity (TAC) in
Elderly and Healthy Smoker Drivers as Compared to Non-Smoker Drivers

Zahra Alikhani 1 *, Amirhossein Esmaeli 1

1- Islamic Azad University of Babol Branch
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Introduction: Smokers are exposed to significant amounts of oxidant and free radicals. The oxidative stress based on
cigarette smoke plays an important role in the pathogenesis of many diseases, including of cancer and cardiovascular
disease. In the present study, changes in concentration of Cer, Zn and TAC in the blood samples of elderly and healthy
smokers are compared with non-smokers subject . Materials and Methods: In this case-control study, Cer, Zn and TAC
levels were evaluated in smoker drivers (30 healthy smoker drivers with 45-70 age and 30 non-smoker drivers) . For
evaluation of Ceruloplasmin is used from Immunotorbideometric method and using BIONIK kit and Hitachi 104 auto
analyzer. Zinc measurements were performed using a zinc kit by photometric method. To evaluate of TAC, the ELISA
method was used with zellbio kit. Data were analyzed by means comparison and standard deviation using of SPSS. The
mean of data was assessed in two groups with independent T-Test. The significance levels was considered with p <0.05.
Result: Comparison of the parameters in smokers and non-smokers showed that the changes in TAC, Cer and Zn levels
were significant at the level of p<0.01. In addition, the research results showed that the TAC levels in smokers were
0.444+0.085 which compared to non-smokers to the 0.885+0.641 decreased. Conclusion: The results of our research
showed that oxidative stress caused by smoke with TAC and Zn decreased and Ceruloplasmin increased. These changes,
in the long run, it can lead to the development of cardiovascular diseases.

Keywords: Cigarette, Oxidative stress, Total Antioxidant Capacity, Zinc, Ceruloplasmin
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Introduction: Diabetes is a global metabolic disease that affects the quality of life with a glycemic disorder and tissue
impairment. If not controlled properly, it will lead to nephropathy. The most important cause of diabetic nephropathy is
elevated urinary albumin. Increased Cr and BUN are also known as risk factors for renal damage. The aim of this study
was to determine the effect of brown algae extract and metformin on BUN and Cr levels of diabetic rats. Method:48 rats
were collected in six groups. StZ diabetic subjects were treated with algae extract at concentrations of 150, 300 and 450
mg/kg, and metformin at 100 mg/kg concentration. Then serum BUN and creatinine levels of rats were measured. Data
analysis was performed using SPSS 16 and a significance level of p <0.05. Results: Serum BUN level of diabetic control
increased compared to naive control, but there was no significant difference between the algae extract and metformin-
treated groups compared to the diabetic control group. Serum creatinine increased in the diabetic control group than in the
healthy control group. Compared to the groups treated with extract, there was a significant decrease in creatinine levels at
the dose of 150 (p = 0.006), 300 (p = 0.032) and 450 (p = 0.025) and metformin (p = 0.022) with diabetic control group.
Conclusion: Algae extract was able to reduce the serum creatinine level at three concentrations, but serum BUN changes
in these groups were not significant for the improvement of kidney function.

Keywords: Diabet, BUN, Cr
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Anti Nuclear Anti Body (Ana) in Visceral Leishmaniasis
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Background: The ANA test is a blood test that is commonly used for evaluating of autoimmune or connective tissue
disorders. Visceral leishmaniasis is a chronic infectious diseases wich the cellular Immune mechanisms responsible for
the control of leishmania infections.This study attempted to investigate the ANA in leishmaniasis, since there was a
probability of observing highly positive ANA in this disease. methods: In this study, we collected samples of blood
of children who were infected by visceral leishmaniasis .The number of samples was 26 and was collected from three
hygienic centers in Ardebil, Meshkin and Germi within 1.5 years. In one sample the DAT of serum was negative, but in
the biopsy of bone marrow the leishman’s body was reported. The participants were 9 (34.6%) females and 17 (65.4%)
males and their ages varied from 5 months to 5 years (mean 21 months). Results: in the 11 cases (42.3%) the ANA test
was positive and in 15 cases (57.7%) was negative. The most frequent of positive ANA titers in 2 cases (7.7%) was 14
and the highest titer was 50. ANA in 5 cases of females (55.6%) and in 6 cases of males (35.6%) was positive. Conclusion
study indicates that visceral leishmaniasis is an infectious disease which in the antinuclear antibody (ANA) test can be
positive. Presence of positive ANA test in visceral leishmaniasis probably be due to disease pathogenesis and changes in
immune system and it’s disorders.
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A Concurrent Mutation of Alpha Globin Gene in Beta-Thalassemic Patients with Mutation
Homozygote IVSII-I / IVSII-I

Fariba Rad *

Co-inheritance of alpha thalassemia with B-thalassemia is rare. Finding these double heterozygotes is important for genetic
counseling before marriage and prenatal diagnosis. Considering the high rate of beta thalassemia with IVSII-I homozygous
mutation in Iran and the probability of concurrent inheritance of alpha and B-thalassemia, which can lead to a large variety
of phenotypes, we looked at the synchronization of the point mutations of the alpha gene Globin in beta thalassemia patients
with IVSII- I homozygous mutations. Material and methodsA descriptive study was carried out on 132 eligible patients who
had come to Zafar adult thalassemia clinic, Tehran-Iran. To conduct the test, 5 ml peripheral blood was collected in antagonist
EDTA-K2. DNA was extracted using the kit of DNA. Both alpha-globin proliferation (PCR) genes were used to diagnose
mutations. After the length of the reproduced piece, the products were prepared for the sequencing process. Using the Codon
code Aligner software, the piece was examined.Resultsthis study was performed on 123 patients who had entered the study.
The average age of the patients was 40 years (at least 11 years and maximum 69 years). (N = 53) 43% of the patients were male
and (n = 70) 57% were female. 10.6% (n = 13) of the patients had alpha point mutations. The most common mutation in this
study was PA2.DiscussionThese mutations do not modify the 3 thalassemia phenotype with the mutation. It is recommended
that these mutations be investigated in suspected patients with alpha thalassemia.

Keywords: Alpha Thalassemia, B-Thalassemia, Mutation

P52

Epigenetic Changes in FOX03 and CHEK2 Are Associated with Poor Clinicopathological
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Background: Epigenetic changes have the major roles in pathogenesis and disease progression of myelodyplastic syndromes
(MDS). FOXO03 and CHEK2 are tumor suppressor genes and their genetic and epigenetic changes are subjected to many studies
in different types of cancers. Limited data are available regarding epigenetic modifications and expression of FOXO3 and CHEK?2
in MDS patients. We aimed to clarify the correlation of clinicopathological findings in MDS patients and epigenetic changes of
FOXO3 and CHEK2. Methods: There were 54 subjects with MDS diagnosis which included in present study; 26 RCUD, 10
RCMD, 4 RAEB-1, 11 RAEB-2 and 3 MDS associated with isolated Del (5g-). Laboratory diagnosis was made according WHO-
2008 criteria’s. Revised International Prognosis Scoring System (IPSS-R) was applied for risk stratification. The methylation
status of CHEK?2 and FOXO3 promoters were determined by Methylation-sensitive high resolution melting analysis (MS-HRM)
of sodium bisulfite-converted DNA. Expression of CHEK2, FOXO3 and GAPDH were measured by the quantitative real-time
PCR and fold changes were calculated using the AACT method. Results: There were no promoter methylation in normal control
subjects. FOXO3 promoter methylation was associated with high risk WHO-subgroups (P=0.017), high risk IPSS-R(P=0.007),
high risk cytogenetics (P=0.045) and more than 5% blasts in bone marrow (P=0.001). CHEK2 promoter methylation was
correlated with more than 5% blasts in bone marrow (P=0.009). Conclusions: According to current study, epigenetic modification
of FOXO3 and CHEK?2 are associated with adverse subgroups and disease progression in MDS.
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Common Types of Anemias and Their Diagnostic Workups
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Anemia, a common hematologic disorder, is defined pathophysiologically as a decrease in the oxygen-carrying capacity of
the blood. All oxygencarrying capacity of the blood is due to the binding of oxygen to hemoglobin contained uniquely in
red blood cells. Because anemia can cause tissue hypoxia, it often produces such symptoms as fainting, fatigue, pallor, and
difficulty in breathing.baseed on MCV, RDW, and RPI anemia is divided into 4 large groups. Hypoproliferative,microcytic
Hyperproliferative,normocytic Hypoproliferative,normocytic Hypoproliferative,macrocytic Red cell indices are not
pathognomonic of the cause of a particular type of anemia, the combination of MCV, RDW, and RPI examined together
will often significantly narrow the differential diagnosis and facilitate further test selection.

Keywords: Anemia, Hypo Proliferative, Hyper Proliferative, Rpi
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O Arab Hb is a rare and abnormal hemoglobin characterized by the presence of a mutated type of beta chain in the
hemoglobin molecule in which mutation results in the replacement of leucine amino acid instead of glutamine 121. The
structure of this hemoglobin is stable and has a strong tendency to connect with oxygen. The homozygous form of this
disease is very rare and often occurs concurrently with other hemoglobinopathies, such as beta thalassemia and anemia
of the sickle cell. beta-thalassemia Patient introduction: Referring to a maleship of 36 years old and Iranians, they went
to Fazel Lab Center for Nutrition and Health in Tehran for pre-marriage tests. In examining the result of blood count and
indexes, a microcytic anemia was observed in marriage, and for both subjects after thalassemia counseling, hemoglobin
A2 and hemoglobin electrophoresis were measured. Hemoglobin A2 measurement was performed by ion exchange and
hemoglobin chromatography using Hb Capillary Zone method. . In male candidates, by hemoglobin electrophoresis,
hemoglobin A2 and hemoglobin were reported in a total of 93.8%, and according to genotyping, hemoglobinopathies of
B-thalassemia minor and O-hemoglobin were suggested.
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Introduction Red blood cells undergo several biochemical and morphological changes during storage in blood bank
condition. These alterations are collectively termed the storage lesion lead to reduce RBC viability and RBC function.
These changes decrease oxygen transporting capacity and result in more rigid cells impairing the RBC microcirculation.
Aim: Oxidative stress is a common feature of RBC storage lesions. In this study, we evaluate some biochemical markers
related to RBC oxidative damage during RBC storage.Methods In this study, we randomly selected 10 RBC bags prepared
by Iranian blood transfusion center. RBC bags were stored for 42 days at 2-6 centigrade in the refrigerator. We analyzed
the malondealdehyde (MDA) concentration as a marker for lipid peroxidation, total oxidant, nitric oxide (NO) and
lactate concentration. On the other hand we analyzed, Lactate dehydrogenase (LDH) enzyme activity, pH and hemolysis
index(HI) during 42 days of RBC storage. The results were analyzed by using SPSS statistic program.Result The result
showed significantly increased in MDA, total oxidant, lactate concentration, LDH enzyme activity and hemolysis index,
whereas significantly reduced in No concentration and pH during RBC storage, especially 2 weeks after storage (P<0.001).
Discussion Based on the results, oxidative damage was observed during storage, especially two weeks after storage that
oxidative damage intensity was higher than first two weeks of storage. Therefore, it is recommended that RBC be used in
the first two weeks of storage, which has not yet increased significantly in the oxidative damage.

Keywords: RBC Storage Lesions, Oxidative Stress, RBC Storage, Blood Bank
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Large Heinz Body Inclusions in Both Wright and Vital Staining of a Patient with Hbh Disease
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Some inclusion were visible within RBC with both vital and wright stain. In this article important laboratory findings that
leads to final diagnosis is discussed in details. patient with microcytic hypochromic anemia and marked thrombocytosis
in automatic analyzer should be considered to perform vital staining.
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IgG is the most abundant immunoglobulin in the human blood, and accounts for approximately 75% of the serum antibodies.
Therefore, serum can be a very common source for IgG isolation. Human IgG is a glycoprotein with a molecular weight
of 150 kDa, which can be considered as an antigen for other animal species. The red blood cells that are sensitive to
the antibodies (gamma globulin) with complement components (beta globulin) react with anti-human globulin, which
causes red blood cell agglutination. The purpose of this study was to prepare anti-serum against human IgG for use in
diagnostic kits based on agglutination. IgG purification steps were performed after normal blood collection and serum
isolation. This immunoglobulin was injected into New Zealand White Rabbit. Then blood collection and separation from
the rabbit were performed and the immunoglobulin purification steps were done using sedimentation, filtration and ion
exchange chromatography. The results of purification steps indicated that the quality and purity of the isolated protein are
high enough to be consider. In this study, in addition to the production of anti-human IgG, different methods of antigen
injection applied that resulted in the production of optimal anti-human globulin. This anti-serum can be used for clinical
diagnosis in Coombs-Wright tests, cross-matching, and also the detection of blood groups with weak Rh or Du.
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Background: We previously showed involvement of DNA demethylation and expression changes of cell cycle related
genes in arsenic trioxide (ATO)-induced cell cycle arrest-associated apoptosis in APL cells. ATO up-regulates expression
of miR-143. DNA methyltranferase 3A (DNMT3A), the key enzyme in DNA methylation, is a direct target of miR-143.
Here we examined, whether ATO induces cell cycle arrest, apoptosis and expression of miR-143 in association with
downregulation DNMT3A or not.Methods: NB4 cells incubated with 2um of ATO for 48 hr. Its effects on metabolic
activity, cell cycle and induction of apoptosis were analyzed by microculture tetrazolium test, PI and Chromatin
Condensation/Dead Cell Apoptosis kit for Flow Cytometry, respectively. Expression of miR-143 and DNMT3A were
assessed by quantitative reverse transcription PCR (qQRT-PCR). Relative gene expression levels of mature miR-143 and
DNMT3A were normalized to the average Ct value of the housekeeping genes U6, SNORD47, and SNORD48 for miR-
143 and HPRT1 for DNMT3A. Results: ATO significantly decreased the metabolic activity (84%), ceased cell cycle
progression at G2/M phase (untreated cells in G1+S= 81% and G2/M= 19%, treated cells in G1+S= 48 % and G2/M =
52%), and induced apoptosis (80%), (P < 0.001). These effects of ATO were significantly associated with upregulation of
miR-143 (4.6 fold, log2 scale, P < 0.001) and downregulation of DNMT3A (-1.4 fold, log2 scale, P < 0.01).Conclusion:
Upregulation of miR-143 and downregulation of DNMT3A may play a mediatory role in ATO-induced demethylation of
the cell cycle related genes and cell cycle arrest-associated apoptosis in APL cells.

Keywords: Arsenic Trioxide, Acute Promyelocytic Leukemia, Mirna-143, DNA Methyltranferase 3A
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Background: Hepcidin plays a critical role in body iron metabolism by preventing the release of iron from macrophages
and cells. The mutation in the hepcidin - inhibiting gene can be a factor in increasing hepcidin levels and not responding
to iron therapy. Hematologic studies in these patients showed anemia of different severity, sever microcytosis, low
serum iron, low transferrin saturation. Type Il transmembrane serine proteinase [TMPRSS6] antagonizes hepcidine
induction. In this study Genome-wide scanning allowed us to map its locus and to sequence a candidate gene. This led
to the definition of a novel molecular basis of iron deficiency involving dysregulation of hepcidin.Methods: We search
MEDLINE and Pub med Database for studies. Sequence analysis of the 18 exons and the intron exon boundaries of the
TMPRSS6 gene was performed using an automated sequencer (ABI PRISM 3100, Applied Bio system). Result: There
are ten SNPs in TMPRSS6 locus. The major allele (G) of SNP rs198846 was associated with lower hemoglobin and was
more frequent in Indian Asians than in Europeans. A type Il plasma membrane serine protease Expressed mainly in liver
indicates an important component in inhibiting the synthesis of hepcidin, whose mutation in homozygous individuals
increases hepcidin levels in the serum. Conclusion: The researcher found, in future TMPRSS6 might also be a target for
manipulation of hepcidin production in disorder of iron metabolism.
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Introduction and Objective: Hairy cell leeukemia (HCL) is a rare B-cell neoplasm that characterized by pancytopenia,
splenomegally, myelofibrosis and the presence in peripheral blood, bone marrow and spleen of atypical lymphoid cells with
a hairy aspect. Hairy-cell leukemia (HCL) is a well-defined clinicopathological entity whose underlying genetic lesion is
still obscure. The aim of this study was to evaluate, clinical, hematological findings and characteristic immunophenotypic
in patients with hairy cell leukemia. Methods: In the present study, the use of different journals, Internet and Articles of
cancer. Results: Hairy cell leukemia (HCL) exhibits a characteristic immuniphenotypic profile that is strongly positive for
pan-b-cell markers; positive for CD103, CD11c, CD22, CD25; and usually negative for CD5, CD10, and CD23. These
cells typically infiltrate the bone marrow, the spleen, and to a lesser extent liver, lymph nodes, and skin. Many patients
present with splenomegaly and pancytopenia. Other clinical manifestations include recurrent opportunistic infections and
vasculitis. Conclusion: These results demonstrate pancytopenia, splenomegaly, myelofibrosis, atypical lymphoid cells
with a hairy aspect and; positsve for CD103, CD11¢, CD22, CD25 .
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Introduction : Thalassemia, as a hereditary illness, causes mild or severe anemia. In the major B-thalassemia, the production of
Acute-phase protein is affected by the metabolic insufficiency of the liver due to the increased load of iron. Studies show that in
these patients, lipid disorders, lipoproteins and LDH levels caused by cellular degradation is more than normal people, but so far,
no research has been done to compare these factors in different groups. In this study, CRP, vitamin-D, ferritin, HDL and LDH
in majorf-thalassemia were compared with those of mild thalassemic disorders including Minor Alpha and Beta. Methods: In
this study, CRP, vitamin-D, ferritin, HDL and LDH were evaluated in three groups of patients with minor alpha, minor beta and
major B-thalassemias, and a healthy group as the control group. Data were analyzed at a significant level of <0.05 by one-way
ANOVA in SPSS(v: 24) ,a statistical software. Results : The results show that in the patients with majorf3-thalassemia, the levels
of vitamin-D(20.766), HDL(31.157) was the least amount and the amount of ferritin(1933.045), CRP(2.803) and LDH(398.941)
were at the highest level. Also, in patients with Minor alpha-Thalassemia, the minimum levels of ferritin (51.286) and the highest
levels of HDL(49.776) and vitamin-D(28.336) were observed, and the minimum levels of CRP(0.456) and LDH(334.99) belongs
to the control group. Conclusion : It seems that Thalassemia Syndrome may affect the levels of vitamin-D and HDL production,
and also in severe conditions, it can affect the increased level of acute phase proteins and cellular degradation.
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Background and Aim: The clinic pathologic details of fifteen patients with thrombasthenia are reported. The bleeding tendency appeared
early in life, with varying degrees of mucous and cutaneous bleeding. The diagnostic criteria, which are generally accepted, included
normal platelet count, long bleeding time, deficient clot retraction and absent platelet aggregation. In twelve of the thirteen families
inheritance was as an autosomal recessive trait; in the thirteenth it was possibly dominant. The only effective therapy remains transfusion
of fresh platelets. Methods: The life span of radioactive autologous platelets in this sense was normal. Indirect evidence suggests that
a platelet surface abnormality is involved. This abnormality could not be detected morphologically, although significant electron
microscopic anomalies, including steatosis, abnormal granules and Golgi vesicles, were found.CBC study with PBS morphology
investigation and aggregation evaluation by ADP,Thrombin agonist performed on 150 patient that refer to Tabriz children hospital.
Results: Congenital SPD was a common disorder in patients with a lifelong bleeding tendency and a prolonged bleeding time. The
frequency in this group of patients was 18%, about one-half the frequency of von Will brand’s disease (VWD. Twenty-three percent of
all patients had normal aggregation responses to ADP, epinephrine, and collagen; 33% had aggregation tracings typical for a secretion
defect; and 44% had miscellaneous aggregation abnormalities. Abnormalities. Platelet morphology in this study was normal. Conclusion:
These findings indicate that SPD is common, heterogeneous, and not necessarily associated with in vitro aggregation.

Keywords: Congenital Bleeding, Long Bleeding Time, Platelet Count
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Introduction:The maintenance of Platelets Concentration is very effective on the effectiveness of manufactured
p roducts. Aim: so far there has been no research on the maintenance status of the Platelets Concentration in the
treatment centers and the rate PSL (platelet storage lesion). Therefore, we intend to compare the quality of dense Platelets
Concentration produced in East Azerbaijan and its changes until the fifth day of storage in bases and medical centers.
Methods:In this study, 40 Platelets Concentration were randomly selected during the three months, and were placed under
conditions of maintenance of the transfusion center and the hospital. Platelet count and white blood cell count, MPV,
pH, CD62P and CD63 expression were performed on days 1, 3, 5. In this study, the results were first evaluated using
Kolmogorov-Smirnov method to ensure normal distribution of data and then using paired t-test and t-test.Results: The
produced Platelets Concentration on the first day had necessary standards. But during maintenance, there was a significant
decrease in platelet count, leukocyte count and PH (p <0.001), as well as significant increase in MPV and expression of
CD62P and CD63 markers (p <0.001). There was no significant difference in the quality of platelet products stored in
the blood transfusion center compared to the hospital.Conclusions: The quality of platelet products on the third day was
standard, but on the fifth day, the quality of platelet count was below the recommended standards. Also CD62P and CD63
as Activation Markers of Platelet due to storage conditions are to increase affecting platelet concentrates quality.

Keywords: Platelet Injection, Quality Control, Platelet-Derived Lesions, Platelet Count
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Light green inclusions in neutrophil and monocyte as death inclusion has been observed in case such as fulminant hepatitis
and ischemic hepatic necrosis. It seems that this inclusion bodies are as a result of phagocytosis of lipofuschin material
or bile pigment from damaged hepatic cells. Similar inclusions was found in one patient admitted to namazi Hospital of
Shiraz University in recent months that ultimately leads to patient death.

Keywords: Fulminant Hepatitis, Ischemic Hepatic Necrosis, Death Inclusion, Neutrophil
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Introduction Platelets undergo several biochemical and morphological changes during storage in blood bank condition. These
alterations are collectively termed the platelet storage lesion (PSL) which leads to reduce platelet viability and platelet function.
Oxidative stress (OS) is one of the main causes for performing of PSL. Nevertheless, the role of OS on platelet survival during
storage is still unclear. Aims This study was conducted to investigate the OS and antioxidant defense of platelet during 5 day of
storage period. Methodologyln this experimental study, 10 bags of platelet concentrate were randomly selected from the Iranian
Blood Transfusion Innovation Center. Platelets were stored for 5 days at 22°C with gentle agitation. We determined OS markers such
as malondealdehyde (MDA) and platelet antioxidant enzymes such as superoxide dismutase (SOD) and glutathione peroxidase (GPx)
activity during platelet storage. On the other hand we analyzed Lactate dehydrogenase (LDH) enzyme activity, lactate concentration,
platelet count and pH. The results were analyzed by the SPSS statistic program. Results OS increased during platelet storage as
indicated by increments in MDA concentration and SOD and GPx enzyme activity (P<0.001). LDH enzyme activity and lactate
concentration were so significantly increased during storage (P<0.001), whereas platelet count and pH were significantly decreased
during storage (P<0.001). Discussion and conclusion The results showed that OS was increased during platelet storage which can
influence to platelet efficacy and viability. This lays the foundation towards new possibilities of employing various antioxidants as
additives in storage solutions for better maintenance of platelet during storage.

Keywords: Platelet Storage, Oxidative Damage, Antioxidant Enzymes, Platelet Storage Lesion
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Introduction Red blood cells undergo several biochemical and morphological changes during storage in blood bank condition. These
alterations are collectively termed the storage lesion lead to reduce RBC viability and RBC function. These changes decrease oxygen
transporting capacity and result in more rigid cells impairing the RBC microcirculation. Oxidative stress is a common feature of RBC
storage lesions. Aim In this study, we evaluate some biochemical markers related to RBC oxidative damage during RBC storage.
Methods In this study, we randomly selected 10 RBC bags prepared by Iranian blood transfusion center. RBC bags were stored for 42
days at 2-6 centigrade in the refrigerator. We analyzed the malondealdehyde (MDA) concentration as a marker for lipid peroxidation,
total oxidant, nitric oxide metabolites (nitrate/nitrite) and lactate concentration. On the other hand we analyzed, Lactate dehydrogenase
(LDH) enzyme activity, pH and hemolysis index(HI) during 42 days of RBC storage. The results were analyzed by using SPSS statistic
program.Result The result showed significantly increased in MDA, total oxidant, lactate concentration, LDH enzyme activity , hemolysis
index and nitric oxide metabolites, whereas significantly reduced in pH during RBC storage, especially 2 weeks after storage (P<0.001).
Discussion Based on the results, oxidative damage was observed during storage, especially two weeks after storage that oxidative
damage intensity was higher than first two weeks of storage. Therefore, it is recommended that RBC be used in the first two weeks of
storage, which has not yet increased significantly in the oxidative damage.

Keywords: RBC Storage Lesions, Oxidative Stress, RBC Storage, Blood Bank
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Objective: HemolyticdiseaseofthefetusandofthenewborncanbecausedbyincompatibilityofmaternalandfetalerythrocytesforRh(D)orother
blood typeantigens. Routine antibody screening isadvocated inall pregnant women, irrespective of whether they are Rh (D)-positive or Rh (D)-
negative,tolookforclinicallysignificantalloantibodiesotherthanRh(D)thatmightcausehemolyticdiseaseofthenewborn. Thepurposeofthisstudy
wastoassesstheincidence ofblood typeantibodies otherthan Rh (D) inpregnantwomenattending forprenatal care inatypical urbanpopulation.

Methods: A retrospective analysis was undertaken of the charts of all pregnant women followed throughout their entire pregnancy at our
Women’s Health Center from 1 January 2015 to 30 April 2017. Results: There were 1265 pregnant women included in the study: 465 had
blood type A (36.7%), 269 type B (21.3%), 424 type O (33.5%) and 107 type AB (8.5%). A total of 1156 were Rh (D)-positive (91.4%) and
109 were Rh (D)-negative (8.6%). Of the Rh (D)-positive women, 522 (41.3%) underwent routine antibody screening in the first trimester.
Only one woman (0.2%) had a positive antibody screen. Of the 109 Rh (D)-negative women, one (0.9%) had a positive third trimester
screen with a negative first trimester screen. Conclusion: Routine antibody screening of Rh (D)-positive women is probably not warranted
from a clinical cost-benefit perspective.

Keywords: Rhesus, Rh (D), Irregular Antibodies, Prenatal Care, Pregnancy
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Introduction: Factor XIII deficiency (FXIIID) is a rare bleeding disorder with high prevalence in Iran relative to the world.
Prenatal diagnosis (PND) has a vital role in early detection of FXIIID in fetuses from high risk families. The purpose of this
study is a comprehensive review of different PND methods for identification of FXIIID. Methods: Different diagnostic methods
used in previous articles had been studied. In addition, two molecular methods (PCR-RFLP and T-ARMS-PCR) were compared.
Within a year relatives of confirmed FXIII deficient patients get into this study. Blood sample collected from 60 individuals.
DNA extracted and analyzed by PCR-RFLP and T-ARMS-PCR methods. The results were confirmed by Sanger sequencing in
case of incompatibility. Results: PND for identification of FXIIID underwent in 1988 by Daffos using ELISA technique. In 1999
Killick genetically studied the high risk couples by PCR technique using short tandem repeat sequences. In 2014, Naderi used
PCR-RFLP for CVSes from 8 fetuses. Recently, Shanbhag fully sequenced 5 CVSes of 5 fetuses from high risk families. In this
study, Results from 57 samples with both T-ARMS-PCR and PCR-RFLP techniques were identical. Results from the sequencing
of 3 incompatible samples were same to the results from PCR-RFLP method. Conclusion: Comparison showed that sequencing
is the most sensitive and specific method, but due to the expensiveness the best approach is PCR-RFLP. Validity of this method
was 100% while T-ARMS-PCR demonstrated 5% error. Since the indispensability of correct diagnosis of this disease, it seems
that T-ARMS-PCR method is not accurate enough.

Keywords: Factor Xiii Deficiency, Prenatal Diagnosis, Rflp-Pcr, T-Arms-Pcr
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Background/Aims: Thalassemia as a hereditary hemoglobinopathy is the most common monogenic diseases of the world.
Patients with thalassemia require regular blood transfusion, which provides the risk for transmission of hepatitis C virus
as the most common post-transfusion infection in such patients, and this rate is very diverse in different parts of the
world. We aimed at to determine the prevalence of hepatitis C virus among patients with thalassemia in Iran. Methods:
In this study, we searched the papers on the prevalence of hepatitis C virus among Iranian thalassemia patients in English
and Persian databases up to 2017. Heterogeneities were assessed by using an I-square test. Prevalence and CI 95%
were calculated using random effects model. Results: In total, 37 studies with 9185 patients included into the meta-
analysis. The prevalence of hepatitis C virus among Iranian thalassemia patients was 17.0% (CI 95%: 14.5-19.8). The
rate of prevalence among male and female subjects was 17.4% (CI 95%: 13.8-21.9) and 16.8% (CI 95%: 13.2-21.1),
respectively. Conclusions: We found that the prevalence of HCV among Iranian thalassemia patients declined over time
and the Iranian blood transfusion organization has had an reasonable performance in HCV screening.

Keywords: Beta-Thalassemia, Hepatitis C Virus, Meta-Analysis, Blood Transfusion

P70

Study of Mirnas Expresion Pattern in Peripheral Blood of Rheumatoid Arthritis Patients with
Different Pattern of Response to Treatment

Mahsa Rezaeepoor 1, Mona Pourjafar 1, Ghasem Solgi 1 *, Ahmad Roodsari-Tahamoli 1, Mehrdad Hajilooi 1

1- Hamadan University of Medical Sciences
mahsa_rezaeepoor@yahoo.com, pourjafar mona@yahoo.com, ghsolgi2@yahoo.com, a.tahamoli@umsha.ac.ir,
mhajilooi@gmail.com

Objective: Rheumatoid arthritis (RA) is a chronic and severe autoimmune disease that involves joint tissues, and cartilage.
Autoantibodies such as rheumatoid factor (RF) and anti-cyclic citrullinated peptide (ACCP) are applicable approach for early
diagnosis, monitoring disease activity, and predicting prognosis. Recently, many attentions have drawn on the role of microRNAs in
the pathogenesis of RA and they may play a pivotal role in regulating immune responses. Material and Methods: peripheral blood from
167 participants including patients with RA with different pattern of response to treatment in compared to healthy controls (HCs) were
recruited. Patients with RA were categorized according to Disease Activity Score28 Joints (DAS28) under supervion of professional
rheumatologist. miRNAs expression were analysed by Real Time PCR method. Results: The expression of miRNAs selected for
validation were significantly differentiated in patients with RA from HCs. Increasing in expression of miR-146a is found in RA patients
in compared to HCs. miR-146b was down regulated in RA patients and its expression was significantly different in pattern of response
to treatment. Conclusion: Our data identify miRNAs as potential biomarkers for predicting and monitoring of disease status in RA.

Keywords: Mirna, Rheumatoid Arthritis, Response to Treatment
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Background: Thalassemia syndrome known as a global health problem and characterized by genetically deficient synthesis of the normal human
hemoglobin. since genotype prevalence and reports around disease complications are different in performed studies. In this study, we aimed at the
evaluation of beta globin genotype prevalence and Xmn1 polymorphism status in thalassemia patients as well as paraclinical findings correlation
analysis. Material and method: The present study conducted on clinical and laboratory findings of 135 regularly transfused thalassemia patients
from the Zafar Adult Thalassemia Center. So, we evaluated serum ferritin and patients’ cardiac and liver MRI T2. Molecular studies to identify
genotype status was performed. Statistical analysis was performed using SPSS v16. The p < 0.05 was considered as a significant level. Results:
IVSII-1/IVSII-1 was the most frequent genotype in thalassemia patient with a frequency of 32.6%. Positive Xmn! polymorphism estimated
at 36.4% for dominant alleles and the obtained results demonstrated a significant correlation between Xmnl polymorphism and clinical and
paraclinical patient information (p < 0.05). Also, there was a significant correlation between ferritin level and cardiac, liver magnetic resonance
imaging T2* (r =-0.732, —0.370, respectively, p = 0.000) Conclusion: according to the obtained results, genotype determination could be a
predictor of the disease tensity, clinical or paraclinical manifestations and valuable for early prognosis determination and therapeutic approach.
Ferritin level is also a worthy predictor of disease complications such as the risk of diabetes mellitus and cardiac and liver iron overload.
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Introduction: The introduction of imatinib has been revolutionized the prognosis and outcome of CMLpatients. However imatinib
resistance, which is defined as the lack of response with a dose of >400 mg/day, remains the main challenge. Approximately 20-25% of
CML patients do notreach complete cytogenetic response (CCR). Resistant patients mainly progress to accelerated phase and may transform
to AML. Several mechanisms including genetic mutations and drug pharmacokinetic may lead to imatinib resistance. Furthermore,
imatinib as an oral medication undergoes variations in gastrointestinal absorption and liver metabolism, both affectingits plasma level.
Aim: Indicating the importance of measuring imatinib plasma level and of considering gastrointestinal anatomic abnormalities or disease
states in CML patients. Methods: Imatinib plasma levels can be measured by HPLC and LC/MS. Studies demonstrated that HPLC can
be used accurately and precisely. Results: The correlation of imatinib plasma level and patient’s response has been well established. A
level of >1000 ng/mL imatinib following one month of treatment has been shown to correlate well with an improved rate of CCR, major
molecular response and event-free survival. Pathology and alteration of the gastrointestinal tract such as gastric bypass surgery, small
bowel syndrome and malabsorption reduce imatinib plasma level and subsequently lead to treatment failure or suboptimal responses
(pharmacologic resistance). For example in a patient with 60 cm of residual intestine, only 20% of the daily dose 0f400 mg was absorbed.
Conclusion: Decreased absorption of imatinib in CML patients can affect the patients’ response and is important to be recognized.
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Introduction: Multiple myeloma (MM) is characterized by heterogeneous cytogenetic abnormalities including translocations and
chromosomal aberrations. These cytogenetic abnormalities affect different aspects of disease including clinical manifestations,
risk of disease progression, prognosis and therapeutic strategies, as a result cytogenetic results play a significant role for clinical
management in MM patients. There are various molecular cytogenetic methods that can help to classify patients and guide for
therapies according to the risk stratification. Aim: The aim of this review is indicating the importance of cytogenetic results for
management of MM patients. Method: Molecular cytogenetic methods include metaphase karyotyping, FISH, gene expression
profiling and aCGH. Standard interphase or cIg FISH analyses are commonly used in clinical laboratories. Result: Cytogenetic
abnormalities based on FISH analysis classify MM patients into high, intermediate and standard risk. t(14:16), t(14:20), del(17p)
and del(1p) are considered as high risk, gain(1g21) as intermediate risk and t(11:14), t(6:14), t(4:14) and trisomies are known
as standard risk. Patients with t(4:14), del(17p) and gain(1g21) are more susceptible for progression to MM and therefore are
considered for prevention therapy and close follow-up.Studies showed that high risk patients treated with bortezomib and
autologous transplantation have an increased overall survival rate similar to intermediate patients. As well as allogeneic bone
marrow transplantation in high risk MM is associated with long-term survival. Conclusion: Molecular genetic results based on
standard FISH testing should be considered in clinical practice of MM patients.
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Background: Acute myeloid leukemia (AML) is a heterogeneous clonal disorder characterized by immature myeloid cell
proliferation and bone marrow failure. Various genetic and epigenetic factors have been found to be influential in such patients.
Methylation silencing of APAF-1, a putative tumor suppressor gene (TSG), has been found in several human malignancies. In
this study, we explored the association of APAF-1 methylation status with AML patients. Subjects and Methods: We studied
the methylation status of APAF-1 gene in 101 AML patients and 50 healthy subjects as controls. Genomic DNA was extracted
from leukocytes in peripheral blood or bone marrow and the methylation status of APAF-1 gene promoter was detected using
methylation-specific PCR (MSP) method with specific methylated and unmethylated primers. Gene expression was analyzed
using real time RT-PCR. Results: The prevalence of methylated (MM) and hemi-methylated (MU) CpG dinucleotides within the
APAF-1 gene promoter of AML patients was 12 (11.9%) and 45 (44.6%), respectively, while no methylation was detected in the
control samples (p < 0.001). Our results showed a higher frequency of methylated APAF1 in FLT3-ITD mutated cases(p=0.04).
APAF1 mRNA expression was significantly lower in methylated cases compared with normal cases. Conclusion: The present
study indicated the increased frequency of hypermethylation of APAF-1 gene promoter in AML patients. APAF-1 aberrant CpG
island methylation was associated with transcriptional downregulation in AML patients. Therefore, promoter methylation of
APAF-1 gene could be considered as an epigenetic factor that contributes to the development of AML.
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Background: MicroRNA(miRNA) are non-coding RNA having 22 nucleotides length. They connect to target genes
mRNA so they can manage its expression this way. Expression variation of microRNA s in viral diseases such as hepatitis
has been studied in recent years. The purpose of this study is to compare miR-382-5p expression in blood donator serums
HCV or HBV positive individuals with normal people in BUSHEHR Province.Methods: This study was conducted on four
groups: healthy, positive HBV (HBV +), positive ELISA and negative confirmation of HCV (HCVe+) and positive ELISA
and positive confirmation of HCV (HCVec + ) individuals. The cDNA synthesis did directly on the serum according to the
company’s instructions. The expression level of miR-125b measured by the gqRT-PCR method and analyzed by SPSS-16.
Results: The expression of miR-382-5p in comparison with healthy subjects was 14.04 times higher in HCVec+(p=0.001),
and 10.13 times higher in HCVe+, but without a statistically significant increase (p=0.678). This variable was 9.79 times
higher in HBV+ than healthy subjects (p =0.008). Also, this variable was not significantly different in the HCVec+ group
from HCVe+ group(p=0.141) and compared to the HBV+ group (p=0.436).Comparison of expression of this miR in all
three groups was not statistically significant (p=0.367).Conclusion: Our findings shows that mean expression of miR-382-
5p can be used as an appropriate indicator for screening and diagnosis of these kind of diseases. Therefor its recommended
that the expression of microRNA profile be investigated in a larger group of HBV and HCV positive individuals.
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Intruduction: Leishmaniasis is a Common Metazoonoses disease that caused by parasitic protozoa of the genus
lieshmania.Human are infected via the bite phelebotomin sandflies. Although the disease is not usually associated with
high mortalityand morbidity rates disfiguring skin lesions and scar left on the skin for long-term social and psychological
effects of the disease. The purpose of this study was to perform the necessary measures to understand the parasite and
adopt a suitable strategy to eliminate the transmission loop and prevent the spread of the disease. Methods: 80 patients
referred of the center of Salak were direct smear and Gimsa staining ,were examined microscopically. Variables such
as sex, location and number of ulcers in different parts of the body were analyzed by SPSS software. Results: 12 cases
were positive.9 men 75% & 3 women 25% ,. 33% of patients had the lesion on the face,58% on the hand , 9% on the feet
and 1% other points. Discussion: The presence of the disease vector in most parts of the country is likely to be native to
the clean spot. By controlling the disease, especially the education of the community, it is hoped that the disease will be
controlled.
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Heterogeneous resistance is said to be the ability of clones of bacteria that are isogenic to the main population of bacteria
and enable them to grow in higher concentrations of antibiotics than other bacteria. This phenomenon may be in a group
Bacteria can grow in high levels of antibiotics without the bacteria requiring a specific genetic resistance mechanism. This
phenomenon helps bacteria to protect antibiotic treatments and invalidate some of the common tests of resistance testing.
Heterogeneous resistance has been seen in relation to different antibiotics in different strains of bacteria. However, the
precise mechanism of this type of resistance has not been clearly established. The heterotransformation differentiation in
single colonies will be very complicated, while most conventional methods of assay and determine resistance measure
the resistance of thousands to millions of cells in the samples. In a bacterial population, a part of the population has more
resistance than other bacteria. Under these conditions, bacteria with less resistance, with a mechanism called the bacterial
shield of some of them for antibiotic use and less and tolerate its concentration for other bacteria On the other hand, in
such a situation, more resistant bacteria, in cooperation with other bacteria, cause the creation of a resistance test, , the
exact mechanism of which is still unknown.

Keywords: Bacterial Shield, Extra-Intestinal Escheriachia Coli, Heteroresistance
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Screening Of Rhizopus Oryzae (R.Oryzae) Fungus Generating Organic Acids from the
Samples of Various Regions

Maryam Rafiee Damaneh 1 *, Tahereh Moazenzade 1, Jamshid Fooladi 1

1- Alzahra University, Biotechnology or Microbial Biotechnology, Biotech (Biotechnology-Microbial) Tehran, Iran
marry.rafiee@yahoo.com

In this study, sampling was performed in various regions and the various fungi available there were purified by diluting
through plate and cultivation in the solid environment of PDA and the given fungi(Rhizopus oryzae) was recognized by
macroscopic and microscopic methods. The cultivation environment used for generating organic acids and investigating
the generation amount of Lactic acid contained agar along with mineral salts through the mixture of Bromocresol green.
The entire isolated specimens were capable of generating organic acid with different values.

Keywords: Potato Dextrose Agar (Pda), Organic Acids, Rhizopus Oryzae, Mineral Salts, Bromocresol Green
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Isolation and Molecular Identification of Lactobacillus with Probiotic Potential in Camel’s Milk
Mojgan Bagherzadeh 1 *

1- Babol azad university, Babol Medical University, Immunology Department
mojan73@yahoo.com

Introduction: Lactic acid bacteria are the largest and most important group of probiotic bacteria in medicine and industry.
These bacteria are present in milk and fermented milk products. camel milk is an important source of different types
of lactic acid bacteria, including lactobacilli with probiotic potential Background:. The aim of this study was to isolate
and identify the molecular characteristics of lactobacilli bacteria with probiotic potential in camel milk of Ag-e Ghala.
Methods: In this study, 44 samples of camel milk were collected, prepared and cultured in MRS. Tolerance to acid and
bile salts, antibiotic resistance and antagonistic effects on pathogenic bacteria Psuedomonas, Shigella, Salmonella and E.
coli were studied. Molecular identification was performed on samples with probiotic potential using 16s rRNA gene by
PCR method. Findings: 5 species of lactobacillus with probiotic potential were identified. Isolated lactobacillus species
were identified using 16S rRNA gene Sequencing. Three isolates (60%) have shown 100% similarity with pediococcus
acidilactici and two (40%), 98% similarity with Lactobacillus salivarius. Conclusion: The study showed that camel milk
has a wide range of gram-positive bacteria with probiotic potential. It seems that camel milk’s lactobacillus can be used
in dairy, agricultural and medical industries.

Keywords: Lactic Acid Bacteria, Camel Milk, Probiotic, Pediococcus
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Investigating the Microflora of Iranian Traditional Sourdough
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marry.rafiee@yahoo.com

Sourdough is a combination of flour, water, and other additives (like NaCl), which is fermented by a heterogeneous
population of microorganisms including yeast and Lactic acid bacteria(LAB).The objective of this survey is to investigate
the microflora of the traditional sourdough of Tafton bread and to describe the chemical properties of sourdough.By
using the methods depending on the cultivation of microorganisms and chemical analysis (the final titratable acidity and
pH), the bacterial and yeast populations of sourdough and its chemical properties have been investigated and described.
In total, 18 bacterial strains(just 3 types of bacterial colonies) and 25 yeast strains(just 3 types of bacterial colonies) were
isolated from the sample of traditional Tafton sourdough.The total number of bacterial colonies was 1/8x106 colonies in
each sample gram(cfu/gr), while the total number of yeasts was much lower, around 5/6x102cfu/gr. The pH of sourdough
was 3/24 and its final titratable acidity(TTA) was 23.8ml from 0.1 normal NaOH on 10 grams of the sample of sourdough.

Keywords: Sourdough, Yeast, LAB, Final Titratable Acidity, Ph
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Evaluation of Rapid HIV Testing in Patients Referring to Isfahan Province’s Behavioral
Diseases Center in 1396-1397

Maryam Mokhtari 1 *, Marjan Meshkati 1, Ali Ajami 1, Akram Ghasemi 1, Leili Ajami 1, Elham Shahriyari 1

1- Isfahan University of Medical Sciences, Deputy of Health
m.mokhtarii2005@gmail.com, marjanmeshkati@gmail.com, ali_ajami@yahoo.com, gha3mi84@yahoo.com, leiliajami@yahoo.com,
elhamshahriyari@gmail.com

Introduction: The rapid HIV test has been available since 1985.Rapid HIV testing is provided in most cases, and examines
the antibodies to the HIV virus. Performing and interpreting the results is easy and affordable. The purpose of this study
was to evaluate the rapid HIV test in the center of the Isfahan Counseling Center for Behavioral Illnesses in 1396-1397.
Methods: This is a descriptive cross-sectional study. This study was performed on 9770 transmitted. Patients for the first
evaluation of HIV in 1396-1397 by immuno-chromatography. RESULTS: The study showed that of 9770 blood samples,
47 received reactive responses, all of which were type 2 HIV. Positive cases were confirmed with 4th generation ELISA.
Negative results were obtained for all tests. Discussion: New developments in preventative measures for people suspected
of HIV / AIDS and the prevention of mother-to-child transmission have increased the demand for Rapid Test. According
to the results, this study showed 100% sensitivity and 99.5% specificity in the primary identification of HIV. In the case
of a positive test, the test should be repeated.

Keywords: Rapid HIV Testing, 4th Generation ELISA, Isfahan, HIV1, HIV2
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Evaluation of Parasitic Infections in HIV / AIDS Patients in Isfahan in 96-97
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1- Isfahan University of Medical Sciences, Deputy of Health
m.mokhtarii2005@gmail.com, marjanmeshkati@gmail.com, Ali ajami@yahoo.com, mojtabad@yahoo.com,
mirzakhaninarges@yahoo.com, aheidarian@gmail.com

Introduction: Cytomegalovirus infection and toxoplasmosis are one of the most common opportunistic infections in
HIV patients, which are often fatal in these patients. The most common disorder in the brain and the central nervous
system (CNS) is the patient (1). It causes various syndromes such as choroiditis, encephalitis and pneumonia. The
purpose of this Evaluation of parasitic infections in HIV / AIDS patients in Isfahan in 1396-1397. Methods: This was a
descriptive-analytic study. Blood sample of HIV / AIDS patients was tested by ELISA to determine the presence of IgG
antibodies to Toxoplasma and Seyedemagal Virus. Result: 328 patients with an average age of 40.4 + 4.8 were studied.
92 (28%) were female and 236 (72%) were male. 164 (50%) tested positive and 164 (50%) tested negative for IgG
toxoplasma antibody and all patients (100%) had positive IgG secretion. Discussion: Clinical and laboratory evaluation
of opportunistic infections in HIV / AIDS patients is very important. It is essential to provide training on the routes of
transmission of seitalomigalvirus infection and toxoplasma infection as well as their symptoms and complications and
periodic evaluations. Training and compliance with the principles of prevention of infection are recommended .

Keywords: Seyedemogalovirus, Toxoplasma Gondii, HIV Positive Patients, Igg Antibody, Setiumgallo Viruses, Igg
Antibodies to Toxoplasma, Eliza, Isfahan
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Determination of Frequency of Bacterial Agents in Urinary Tract Infection and Antibiotic
Pattern of Samples Referring to Esfarayen Health Deputy Laboratory in 1396-1397

Fateme Tashrifi 1 *, Azade Badiee 1, Ozra Haghani Nasimi 1, Mehdi Abdollahi 1, Bagher Moradi 1

1- Medical University of Esfarayen, Esfarayen, North Khorasan
fatemetashrifi@yahoo.com

Introduction: Urinary tract infection is the second most common infection, and the most important complication is renal
parenchymal damage. The aim of this study was to determine the prevalence of urinary tract infections and antimicrobial
resistance pattern of microorganisms isolated from positive samples referred to esfarayen Health Deputy Laboratory.
Materials and methods: This cross-sectional study was performed on samples of urine from 1996-97 at esfarayen Health
Deputy Laboratory for urine culture. The diagnosis of the species was carried out using an antibiogram pattern according
to the National Committee’s standards for clinical laboratory criteria. Discuss and Finding: Of the 70 positive cultivars,
53 cases of Ecoli (75.7%), 7 cases of kelebsiella (10%), 5 cases of entrococcus (7.1%) and 5 cases of staphylococcus
epidermidis (7.1%) were the most common causes of urinary tract infection, and the most sensitive Ciprofloxacin,
Gentamycin and Ceftriaxon and the most commonly reported resistance to ampicillin. Conclusion: The present study
showed that gram negative bacilli, especially Ecoli, were the most important causes of urinary tract infection in this region
and showed the highest antibiotic resistance to ampicillin.

Keywords: Urinary Tract Infection, Antibiotics, Sensitivity, Resistance
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Investigation of Antibiotic Resistance Profiles of Streptococcus Pneumoniae Isoated from
Hospitalized Patients in Children’s Medical Center Hospital in Tehran
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1- Department of Microbiology, School of Medicine, Shahid Beheshti University of Medical Sciences, Tehran, Iran,
2- Department of Medical Laboratory Sciences, School of Allied Medical Sciences, Tehran University of Medical
Sciences, Tehran, Iran

zghalavand@gmail.com, bahram nikmanesh@yahoo.com

The emergence of drug- and multidrug-resistant Streptococcus pneumoniae complicates disease management. We aimed
to explore the prevalence and drug resistance patterns of clinical isolates of P. pneumoniae among children admitted to a
pediatric hospital in Tehran. During an 18-month period, 300 clinical samples (including blood, cerebrospinal fluid (CSF),
synovial fluid, eye discharges, ear discharges, and tracheal samples) from children suspected of having meningitis, sepsis,
pneumonia, septic arthritis or other pneumococcal infections were analyzed using the BACTEC culture system. Positive
cultures were examined for the identification of pneumococcal strains. Susceptibility to antimicrobial agents were done.
Thirty-four pneumococcal isolates were detected in the 300 clinical samples. Less than five percent of pneumococcal
isolates were penicillin-nonsusceptible. A high resistance rate was obsverd against erythromycin, co-trimoxasol and
clindamycin. No isolate was resistant to vancomycin. Drug-resistant and multidrug-resistant pneumococci strains are
circulating in Iran. Therefore, public immunization of infants using PCV13 is recommended to reduce the incidence of
pneumococcal disease and pneumococcal-resistant strains in Teheran.

Keywords: Streptococcus Pneumoniae, Pediatric Infections, Antibiotic Resistance, Invasive Pneumococcal Disease
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Determination of the Frequency of Bacterial Agents in Urinary Tract Infection and Antibiotic
Pattern of Urine Samples in Pregnant Mothers Referring to 2 Urban Center of Esfarayen City
in Year 96

Fateme Tashrifi 1 *, Azade Badiee 1, Ozra Haghani Nasimi 1, Mehdi Abdollahi 1, Bagher Moradi 1

1- Medical University of Esfarayen
fatemetashrifi@yahoo.com

Introduction: Urinary tract infections are the most common bacterial infection in pregnancy. Pregnant women are more
prone to pyelonephritis. Early detection and appropriate treatment of urinary tract infections, especially in pregnant
women, can be effective in reducing complications when there is no access to urine culture. This study was conducted
to determine the susceptibility of E. coli isolated from urine culture in pregnant women in comparison with common
antibiotics in Esfarayen 2 city center. Materials and Methods : This descriptive study was performed on 50 positive
urine samples from pregnant women referring to the Esfarayen 2 city lab were 37 cases of Ecoli (74%), 7 cases of
Staphylococcus epidermitis (14%), 3 cases of enterococcus (6%), 1 case of citrobacter (2%), 2 cases of Klebsiella (4%)
Conclusion: Among the antibiotics used to evaluate antibiotic resistance, the highest sensitivity to ceftriaxone and
nitrofurantoin was observed and the highest resistance to ampicillin and amoxicillin, which was introduced as the first
line drug in pregnant mothers, was observed.

Keywords: Pregnancy, Resistance, Antibiotic, Sensitivity
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Antibiotic Resistance Profile of Frequently Isolated Bacteria from Children with Congenital
Nasolacrimal Duct Obstruction in Isfahan, Iran 2018

Helma Ebneali *, Alireza Zandi, Jamshid Faghri
helma.ebneali7@gmail.com, dr-zandi@yahoo.com, faghri@med.mui.ac.ir

Background: Acute dacryocystitis is an infection of lacrimal system which is more common among children with
congenital nasolacrimal duct obstruction. Here we studied the antibiotic resistance profiles of common isolated bacteria
from children with congenital nasolacrimal duct obstruction in Isfahan. Material and methods: Sixty one eye specimens
from children (0-6 years of age) diagnosed with dacryocystitis were collected. After 24 hours incubation, bacterial
colonies were tested for identification of colonial characteristics by Gram and antibiogram assays. PCR assay carried
out to amplifyl6sRRNA, FemA, and Se705 genes. Results: 60 isolates were gram positive cocci and only 1 case was
seen in the form gram positive diplococcus. Staphylococcus species were the most frequent gram-positive isolates and
S. epidermidis was the dominant bacteria (83%) among children with lacrimal duct obstruction. More than half of the
S. epidermidis were resistant to erythromycin and tetracycline, while 80% of them were susceptible to vancomycin,
chloramphenicol, ciprofloxacin, and imipenem. Discussion: Our results show that S. epidermidis is the dominant bacterial
strain causing dacryocystitis in Isfahan and vancomycin, chloramphenicol, ciprofloxacin, and imipenem are the most
effective antibiotics against this pathogen.

Keywords: Infection, Microbe, Congenital Obstruction
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Dtermined Susceptibility Test for Current Drug Treatment in Patients under 10 Year
with Urinary Tract Infection Caused of Enterobacteriaceae in Kermanshah, s Referance
Laboratory 1396

Toraj Esmaeilzadeh *, Soheila Fathollahi, NayebAli Rezvani
esmailzadeh1987@gmail.com, arezvani51@gmail.com

Introduction and Aims: Urinary tract Infections (UTIs) are one of the most common infectious diseases encountered in the
clinical practice.In fact, Escherichia coli (E.coli) are the most predominant pathogen causing UTIs. Increasing antibiotics
resistance in pathogenic bacterial genealogy of UTI, specially in E.coli is one of the substantial problem in therapy. The
aim of this study was to assess the antimicrobial susceptibility patterns in Patients under 10 year with Urinary Tract
Infection Caused of Enterobacteriaceae. Materials and Methods : A total of 92 (79 female , 13 male) Enterobacteriaceae
strains were isolated from 72 patients under 10 year with UTIs symptoms and bacterial count more than 105 per ml of
freshly voided midstream urine sampel in Reference Laboratory of Kermanshah. Results: Standard susceptibility testing
with the 92 significant organisms in urine showed that more than 61% of the organisms susceptible to Gentamaycin,
43% Amikacin, 34% Co-Trimoxasol, 17% of the organisms susceptible to Nalidixic Acid and other of organisms were
resistance. Discussion: Results showed that resistance to older agents such Nalidixic Acid , and Co-Trimoxasol Increased
in the Patients. So,The Physician should pay more attention about choice the current antibiotics for Patients, Treatment.

Keywords: Urinary Tract Infection, Enterobacteriaceae, Anti Microbial Susceptibility
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Compare Resistance of Escherichia Coli Isolates to Kanamycin, Gentamicin and
Chloramphenicol in Hospitalized Patients of Tabriz

Ashraf Hamedranjdost 1 *

1- Red Crescent
hamedashraf455@yahoo.com

Abstract: Back ground: Since E. coli infections are high in the area and antibiotic resistance to Escherichia coli is in the
opposite direction, we evaluated the resistance level of several antibiotic treatments of Escherichia coli in the region. The
Purpose and Importance of Research: Considering the increased resistance of E. coli strains to antibiotics, we examined
the resistance of strains of Escherichia coli to several antibiotics such as kanamycin and gentamicin and chloramphenicol.
Materials and methods: Patients who were admitted to Imam Reza and Sina Hospital in 1396 who were hospitalized in
1396 should be investigated. Thirty seven specimens of this strain of Escherichia coli, 40 samples of urine, 38 specimens
of diarrhea and 29 blood samples, were used by our disc diffusion method on this We performed 107 samples. Results: In
this research, Escherichia coli isolates were first cultured and then the diagnosis of deafogeny was performed. Gentamicin
was resistant to 12 samples (21.11%) and chloramphenicol was resistant to 18 samples (82.16%) and kanamycin with
13 samples (21.16%) is resistant. Conclusions: In this study, the rate of resistance of Escherichia coli against the three
antibiotics gentamicin and chloramphenicol, kinamicin, was observed that the chloramphenicol resistance level in the
region is higher than the other two antibiotics and then antibiotic resistance is gentamicin and in canamazine. Which
should be done with the use of these antibiotics in the area.

Keywords: Resistance, Escherichia Coli, Antibiotic Susceptibility, Microbial Culture
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Evaluation of Escherichia-Coli Gene Resistance against Aminoglycocide in North-West of
Iran

Ashraf Hemd Ranjdist 1 *

1- Red Crescent
hamedashraf455@yahoo.com

Back ground: Escherichia coli are natural flora in human and livestock intestine. This bacterium is one of the main
hospital infections causes. Some strains e growing resistance to most of antibiotics such as Aminoglycosides that
considered as antibiotics. This study investigates the prevalence of Aminoglycoside-modifying enzymes encoding genes
of E. coli isolates inside or of intestine. The purpose and importance of research: A sensitivity test for antibiotics was
performed 250 clinical isolates using a disc diffusion method. Gentamicin Amikacin- resistant isolates were determined
for molecular analysis. PCR was performed on Aminoglycoside resistant isolates in order evaluate resistance to amino-
glycoside. Materials and methods: Of 250 clinical isolates, 70 isolates were resistant to Aminoglycoside after conducting
disk diffusion test. 70 isolates were E. coli bacteria. Antibiotic sensitivity test on 70 E. coli isolates showed that highest
resistance of Ampicillin antibiotics Trimethoprim Sulfamethoxazole is 50%, and study results of 70 resistance genes
isolates follows. Results: The results of Aminoglycoside-resistant genes PCR among Escherichia coli isolates of this study
are shown as (ant (2 ) - Ia (31.42%), aac (3) -Ila (17.41%), aph (3 ) -Ia (57/28%), aph (3”) - Ila (22.85%) and aac (3)
-IV 0 (0%)). Conclusions: Resistance against Gentamicin, Kanamycin and Tobramycin is coded by ant (2 ) -Ia gene (85)
and resistance against Gentamicin is coded by aac (3) -Ila gene; also, aph (3 ) - Ia and aph (3°) - Ila disable Kanamycin
and neomycin.

Keywords: Escherichia Coli, Resistance, Aminoglycoside, Resistance Gene, Altered Enzymes
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Evaluation of the Resistance Importance of Isolated Strains from Diarrhea Patients to
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Back ground: Resistance to antibiotics is prevalent around the world. Understand resistance pattern of microorganisms’
sensitivity, especially bacteria to antibiotics in each region plays significant role in proper selection and controlling
infections such as hospital infections. In this study, we studied the resistance of Aminoglycosides in isolated strains from
diarrhea patients. The purpose and importance of research: The study was conducted on isolated E. coli strains from
diarrhea patients of Imam Reza hospital in Tabriz. The study was resistance Aminoglycosides was measured using disk
diffusion method. Materials and methods: In this study, sensitivity test was conducted on 10 common antibiotics in E. coli-
associated infections treatment and the obtained for Fluoxetine with 63 samples (25.2%), Cefotaxime with 48 samples
(19.2%), Chloramphenicol with 40 samples (16%), Kanamycin with 30 samples (12%), Gentamicin with 34 samples
(13.6%), Ceftazidime with 24 samples (9.2%) and Amikacin with 6 samples (2.4%). It should be there was isolates to 250
Imipenem. Results: The results of study show that the resistance rate of isolated E. coli isolates from Tabriz to antibiotics
Trimethoprim, Sulfamethoxazole, Ampicillin, Ciprofloxacin and Cefotaxime is high and can be worrying. In contrast,
Imipenem resistance and can treatment of infections caused by Escherichia coli in humans of this region. Conclusions:
The results of study showed that Aminoglycoside- resistant genes of Escherichia coli isolates don’t have high position
produce many problems through producing strains with multiple resistances in treatment of infections.

Keywords: Escherichia Coli, Amino-Glycosides, Sensitivity
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Evaluation Viral Load of Hepatitis C in Patients with HCV Infection and Co-Infection with
HIV in Isfahan Province in 1396
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Introduction: Hepatitis C is classified as Hepaci virus and the Flavi Viride family. The routes of transmission of HCV and HIV
are common. The most effective way to deliver drugs is by using a common needle. The purpose of this study Evaluation viral
load of hepatitis C in patients with HCV infection and co-infection with HIV in Isfahan Province in 1396. Methods: This study
is a cross-sectional study. 95 patients with positive HCV regarding to RT-PCR and serological results were included in the
study. The amount of viral load in patients were evaluated using Real Time PCR. Results: The present study on 95 patients with
hepatitis C showed that 10% of patients with viral load were more than 106, of which 9% had HCV-HIV infection at the same
time, and 71% of patients had a viral load of 104-106, of which 33% they had HCV-HIV infection at the same time. The study
showed that people with HCV-HIV infection had higher viral load. Discussion: Control and eradication of hepatitis C infection
are one of the main programs of the World Health Organization in all countries, including Iran. Given the high prevalence of
HCYV infection in patients with HIV infection, interventions aimed at increasing the awareness of addicts in Avoid the disease.

Keywords: HCV, HIV-HCV Co-Infected, Viral Load, Injectable Addicts
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Adjuvants are the most effective factors in vaccination and formulation of vaccine antigens for their ability to adsorption of antigens,
presentation to immune system and augmentation of immune response. In the studied model, the optimum adsorption level of virus
influenza M2 protein to the alhydroxygel adjuvant surface was obtained by changing the conditions and their different concentrations in
the composition. The resultant changes from this interaction and the bio-molecules behavior at the adjuvant surface were investigated
using physicochemical techniques and tools including FTIR, SEM, UV-Vis spectra, zeta potentiometer, DLS and CD Spectroscopy.
Findings of this study related to the interaction between M2 protein of the influenza virus and alhydroxygel adjuvant indicated
hydrodynamic size changes which led to a larger complex as compared to the unadsorbed protein. In neutral pH, the aluminum hydroxide
adjuvant with positive charge and M2 protein with negative charge (anionic) were adsorbed by the electrostatic forces. Due to this high
level adsorption, molecular effective agents of the protein became more accessible. It was resulted to protein secondary structural
perturbations including high content of -sheet and low content of a-helix. These results offer enhancing immunogenicity regarding
the use of FTIR and CD. Using FTIR and CD after the adsorption were observed high content of B-sheet, low content of a-helix and
secondary structural changes of the protein towards increasing its immunogenicity.

Keywords: Influenza Protein, Aluminum Hydroxide Adjuvant, Vaccine, Structural Behavior
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Investigation of the Frequency of MSP-3a Gene of Plasmodium Vivax Gene in Patients with Malaria
Referring to Isfahan Health Centers Laboratories in 2017-18 Using Nested PCR Method
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Purpose and importance of research: Examining the genetic diversity and identifying different genotypes can provide basic information
about the variability of parameters in the parasite, such as recurrence, duration of infection, resistance, and vaccine production,
providing appropriate ways to control and treat future illness. To investigate the genetic structure of plasmodium vivax, one of its most
diverse antigens known as surface-known myositis (MSP) proteins is used. Several studies have been conducted on malaria in Iran
and world using MSP-3a, but there is no information on genetic variation in areas where malaria has been infected (Isfahan)Research
method :This is a descriptive, cross-sectional study. MSP-3a markers are categorized from A to C based on weight (from 2000 to 1000),
40 positive samples were analyzed in 1396 and data analysis was performed using SPSS-20 software.Discussion and conclusion:
According to the results of reports in malarial countries, the genetic diversity of the parasite can be similar in both regions. Identifying
the diversity of parasite genotypes in different regions is a good way to increase control and treatment of the disease, especially the
development of a vaccine in the future.

Keywords: MSP-3a-Nested PCR-Plasmodium Vivax
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Introduction Human T-cell lymphotropic virus type I (HTLV-I) is a single stranded positive sense RNA virus that has a worldwide
distribution (5 to 10 million people). HTLV-1 has been consistently associated with disease in humans such as adult T-cell leukemia/
lymphoma (ATLL), HTLV-associated myelopathy/tropical spastic paraparesis (HAM/TSP). The infection can be transmitted through
the transfusion of contaminated blood components including; red blood cells, platelet, and whole blood compared to plasma products.
The aim of study was to evaluate Seroprevalence of Human T-cell lymphotropic virus type-1 among blood donors in the North-East
of Iran. Matherials & Methods This study was conducted among 3100 blood volunteers who had been referred to blood transfusion
centers of Golestan Province, Iran on January 2018. Automation ELISA method (Diapro HTLV I-II Ab Kit, Italy) was used as a
primary detection, for confirmation of reactive results, western blot and electrochemiluminescense were done on samples. Results A
total of 3100 blood donations were studied, about 2902(93.6%) persons were male and the remaining 198 (6.4%) were female that
the male to female ratio was 16:1. Also, and the average age was 21-48 years. Eight of samples were reactive with ELISA method
.Confirmation of reactive samples was done by two methods and three blood volunteers’ samples were HTLV -1 positive. Conclusion
Findings showed that the prevalence of HTLV-1 infection among donors who referred to blood centers in Golestan Province was 0.1%.
The result of electrochemiluminescence method was 100% similar to gold standard method (western blotting).

Keywords: HTLV-1, Blood Donation, Western Blotting, Electrochemiluminescence
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Background: Systemic lupus erythematosus (SLE) is a systemic autoimmune disease that affects almost all organs of the body, and
viral infections are involved in its development and progression. Aim: The present study aimed to evaluate the serological status of
some viral infections in patients with lupus and healthy population. Methods: Seventy patients with SLE and 70 healthy individuals
who had no autoimmune diseases and matched for age and sex were enrolled in this study and evaluated for HBsAg, HCVAb, HIVAD,
EBV-VCA-IgG, and CMV-IgG using commercially available ELISA kit. Results: The seropositivity of CMV-IgG and EBV-VCA-IgG
in patients group was 100% and 92.9%, and in healthy subjects was 97.1% and 81.4%, respectively. All patients were negative for
HBsAg and HIVAD, but HCVAb was detected in one patient. The prevalence of EBV-VCA-IgG in patients group was significantly
higher than healthy ones (p=0.043). Conclusion: Considering the higher frequency of EBV-VCA-IgG in patients group compared to
the controls, it seems that these two viruses could be associated with this autoimmune disease; however, the role of antigenic mimicry
of these viruses is also very important in the development and progression of SLE and should not keep an eye out.

Keywords: Lupus, Viral Infections, Cytomegalovirus, Epstein-Barr Virus, HIV, Hepatitis
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Scleroderma is a chronic systemic disorder that affects connective tissue. The present study aimed to investigate the serological
prevalence of HBV, HCV, HIV, EBV, and CMV viruses in patients with scleroderma to determine the prevalence of each of these
viruses, in addition of their roles in the development of scleroderma in Iranian population. 65 patients with scleroderma and 65 healthy
individuals who had no autoimmune diseases and were matched for age and sex were included. The serum of patients and healthy
individuals were evaluated for CMV-IgG, EBV-VCA-IgG, HBsAg, HCVAb, and HIVAb. CMV-IgG was detected in all patients with
scleroderma, while 49 (98%) of healthy subjects had positive results for mentioned test. In addition, EBV-VCA-IgG was diagnosed in
58 patients (89.2%) and 40 healthy subjects (80%). The prevalence of CMV-IgG and EBV-VCA-IgG was not significantly different
between patients and healthy subjects (P> 0.05). The presence of HBsAg and HIVAb was not confirmed in any of the patients with
scleroderma, but HCVAD was detected only in one patient. All of the individuals in control group were negative for HBsAg, HCVADb,
and HIVAD. Considering the high prevalence of CMV-IgG and EBV-VCA-IgG in patients with scleroderma and no significant
differences between healthy and patient groups, and low incidence of HBV, HCV, and HIV infections in the patients group, it might
be concluded that the role of EBV and CMV especially antigenic mimicry in the development and progression of scleroderma can be
considerable. Therefore, further studies are necessary to clarify this issue.

Keywords: Scleroderma, Viral Infections, Cytomegalovirus, Epstein-Barr Virus
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Although the association between liver cirrhosis and the human herpesvirus 8 (HHV-8) infection has not been determined,
the previous studies were shown a significant increase in the titer of antibodies in cirrhotic patients compared to healthy
individuals. To date, only 3 studies have been performed in this regard and there is no report from Iran.This study aimed
to evaluate the serological status of HHV-8 IgG antibodies in Iranian patients with liver cirrhosis. In this descriptive study,
the seropositivity of HHV-8 infection was evaluated in 30 Iranian patients with liver cirrhosis and 30 healthy blood donors
using the ELISA technique. The results were analyzed by SPSS software. The seropositivity of HHV-8 IgG antibodies
in patients and healthy groups was 6.7% (2 patients) and 3. 3% (1 case), respectively, which is not significantly different
between the two groups (p = 0.554). Additionally, the infection was not significantly related to the age and sex of the
patients (p> 0.05). Considering the low prevalence of HHV-8 infection in Iranian patients with liver cirrhosis, it can be
concluded that infection with this virus is not associated with the incidence and progression of liver cirrhosis and it does
not raise concern about the development or worsening of liver disorders. It seems that the high prevalence of HHV-8
antibodies in previous studies conducted on patients with cirrhosis is due to a high prevalence of HHV-8 infection in their
general population.
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Viral infections with several mechanisms are involved in the development and progression of autoimmune diseases, including
scleroderma and the HHV family is often considered as an etiologic agent or cofactor of skin disorders. The present study
aimed to investigate the HHV-8 viral load in patients with scleroderma and compare it with healthy subjects. This cross-
sectional study was performed on 40 patients with scleroderma and 40 healthy individuals who were matched for age and sex
and had no autoimmune diseases. After extracting viral DNA from the serum of patients and healthy subjects, the viral load
of HHV-8 in the serum was measured using a kit and Real-time PCR technique. In none of the serum samples of patients with
scleroderma and healthy subjects, the HHV-8 DNA was detected using the Real-time PCR technique. All Iranian patients
with scleroderma are negative for serum HHV-8 and regarding the high accuracy of the Real-time PCR technique, it seems
that none of the subjects, even in the case of viral infection, were infected with the active form of HHV-8. To date, there is no
report in this field from Iran, and this study is the first survey, but the lack of recognition of the HHV-8 genome in the blood
of patients with scleroderma is not unexpected and consistent with previous studies; therefore, considering the identification
of HHV-8 in patients with other autoimmune disorders and relatively low numbers of patients in this study, the role of this
virus in the pathogenesis of scleroderma still requires further studies
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Background: In hepatocytes, microRNA-122 (miR-122) is the most abundant miRs whose high expression leads to release of the
serum that is highly characteristic of liver diseases. Aim: This study aimed to compare the circulatory level of miR-122 in chronic
hepatitis C (CHC) patients and hepatitis C virus (HCV) infected liver transplant candidates (LTC) to determine if miR-122 can be
considered as a signal in chronic and advanced stage of liver disease. Methods: MiR-122 serum level was measured in 170 interferon-
naive CHC patients, 62 LTC patients, and 132 healthy individuals using TagMan real-time PCR. The results were normalized to the
serum level of Let-7a and miR-221. In addition, the serum levels of alanine transaminase (ALT) and aspartate transaminase (ASt)
were measured. Results: Circulatory miR-122 was up-regulated in the CHC and LTC patients compared with healthy ones (p<0.001);
however, no significant difference was observed between the patients groups. The up-regulation of miR-122 in the samples of patients
with normal ASt levels (p<0.001) was also observed. Conclusion: In our study, miR-122 seemed to be more specific for liver diseases
compared with the routine ALT and ASt liver enzymes. As the lower levels of circulating miR-122 were observed in the LTC group
compared with CHC ones, advanced liver injuries could reduce the release of miR-122 from the hepatocytes that can be the sign of
deficiency of liver function.
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P100

Comparison of the HHV-8 Viral Load in Patients with Systemic Lupus Erythromatosus and Healthy Population
Zahra Musavi 1, Tayebeh Hashempour 1 *, Javad Moayedi 1, Mohammad Ali Nazarinia 2, Farzaneh Ghasabi 1, Mehrdad Halaji 1

1- Clinical Microbiology Research Center, Nemazee Hospital, Shiraz University of Medical Sciences, Shiraz, Iran,
2- Shiraz Geriatric Research Center, Shiraz University of Medical Sciences, Shiraz, Iran
zmosavi(@sums.ac.ir, thashem@iran.ir, jmoayedi@sums.ac.ir, mnazari@sums.ac.ir, fghasabi@sums.ac.ir, mhalaji@sums.ac.ir

Lupus is a chronic systemic disorder with a complex etiology, and viral infections are contributed to its development and progression.
Human herpesvirus-8 (HHV-8) has been diagnosed in many patients with autoimmune disorders, but its role in lupus has not been well
investigated. The present study aimed to compare the HHV-§ viral load in patients with lupus and healthy population. In this cross-
sectional study, 70 patients with lupus and 70 healthy individuals who were matched for gender and age were included. After extraction
of viral DNA, the HHV-8 viral load was measured using Real-time PCR technique and the results were analyzed by SPSS software.
Patients with lupus consisted of 59 females (84.3%) and 11 males (15.7%) with a mean age of 31.1 + 8.4 years, and the control group
consisted of 58 females (82.9%) and 12 males (17.1%) with a mean age of 33.5 + 11.2 years, none of them were positive for HHV-8
genome. To date, there is no report in this field from Iran, and this study is the first survey. Regarding the high accuracy of the Real-time
PCR technique and lack of HHV-8 genome in the blood samples of Iranian patients with lupus, it seems that none of the individuals,
even in the case of viral infection, were infected with the active form of HHV-8, which is compatible with the previous studies.
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The liver-specific microRNA 122 (miR-122) plays an important role in various diseases, including hepatitis C virus
(HCV) infection. However, it is unknown if the levels of miR-122 are altered during combination therapy with pegylated-
Interferon alpha (Peg-IFN alpha) and ribavirin and reflects the therapeutic success. This study aimed to investigate the
relationship between miR-122 serum levels and response to combination therapy in Iranian HCV-infected patients. The
expression of miR-122 was assessed in pre-treatment serum samples of 65 responders and 57 non-responders and 60
healthy individuals by quantitative real-time PCR. The results were normalized to the expression levels of two reference
genes (mir-221 and Let-7a). In addition, the HCV viral load was measured in each patient. The pre-treatment level of
miR-122 did not differ between responders and non-responders; however, the serum level of miR-122 in patients group
was higher than healthy ones. The non-responder group showed a higher level of HCV-RNA compared to the responder
group, but the difference was not significant (p=0.175). MiR-122 was not correlated with HCV load (p=0.785). In our
study, serum miR-122 concentration seems to represent ongoing inflammation and damage in the liver and failed to be a
possible baseline parameter for evaluation of treatment response to combination therapy in Iranian HCV-infected patients.
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The rate of human immunodeficiency virus type 1 (HIV-1) infection in Iran has increased dramatically in the last few years. The host
restriction factor FV1 provides intrinsic defense against retroviral infections in mammalian cells. FV1 blocks infection by targeting
the viral capsid after entry but prior to completion of reverse transcription, but whether this interaction directly alters the structure
of the viral capsid is unknown. A previous study reported that rhesus macaque FV1 protein stably associates with cylindrical
complexes formed by the assembly of recombinant HIV-1 CA-NC protein in vitro and that restriction leads to accelerated HIV-1
uncoating in target cells. FV1 sequences retrieved from NCBI gene bank. Using several software, all sequences were analyzed
for determination of mutations, physicochemical analysis, B-cell epitopes prediction, T-cell and CTL epitopes prediction, post
modification, secondary and tertiary structure prediction. Our analysis determined several mutations in some special positions (26,
45, 96, and 115) and interaction between FV1 and HIV proteins were analyzed. Several B-cell, T-cell, and CTL epitopes were
recognized. Secondary and tertiary structures were mapped for domainl and core proteins. Our study, as a first report, offered
inclusive data about frequent mutation FV1 than can provide helpful analysis on structure and function of this protein.
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Kaposi’s sarcoma (KS)-associated herpesvirus (KSHV) or human herpesvirus 8 (HHV8) has caused infection in different
parts of the world, especially in Africa, the Middle East, and the Mediterranean. HHVS is a gamma-2 class herpesvirus and
its genome contains 26 open reading frames. K1 is a highly variable glycoprotein and can be used as a vaccine candidate.
The aim of this study was to design a new vaccine by using immunoinformatics analysis and adding approved adjuvants.
In this study, several computational programs were employed to define the most capable region in K1-based immunologic
properties; also, different possible adjuvants and universal T-helper agonists were added to the new construct. The
construct was examined to define the 3D structure, physicochemical properties, and immunologic features. In addition,
docking analysis was done to define the ability of the new construct to attach to mTLR. A region (155-170) was selected
to be used in the newly proposed vaccine; in addition, two TLR agonist adjuvants and two universal T-helpers were added
to boost the immune response. Analysis of the new construct showed that the designed protein was able to be used as a
vaccine and be expressed in the host. Moreover, the high energy value in docking analysis showed the high ability of this
vaccine to induce the immune system The designed vaccine is expected to be capable of generating humoral and cellular
responses that are crucial to protecting against HHV8 as well as the vaccine has appropriate physicochemical properties
and acceptable stability in different host cells.
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The vif gene of HIV-1 has previously been claimed to be essential for the ability of cell-free virus preparations.
Bioinformatics software have been effective tools to study the HIV genome as well as vif domains. Our research was
based on employing several bioinformatics software to find important mutations in vif protein in Iranian HIV infected
samples from 2006 to 2018, and an investigation of general properties, B-cell and T-cell epitopes, modification sites, and
structure of vif. vif sequences retrieved from NCBI gene bank. Using several software, all sequences were analyzed for
determination of mutations, physicochemical analysis, B-cell epitopes prediction, T-cell and CTL epitopes prediction,
post modification, secondary and tertiary structure prediction vif sequences of 120 HIV samples isolated from 2006 to
2018, Iran, were retrieved from NCBI gene bank. Using several software, all sequences were analyzed for determination
of mutations, physicochemical analysis, B-cell epitopes prediction, T-cell and CTL epitopes prediction, post modification,
secondary and tertiary structure prediction. Our analysis determined several mutations in some positions. Several B-cell,
T-cell, and CTL epitopes were recognized. Secondary and tertiary structures were mapped for HIV vif. Our study, as a
first report, offered inclusive data about frequent mutation in the vif gene in Iranian sequences that can provide helpful
analysis on structure and function of vif gene.
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Introduction: Leishmania(L.) tropica is an intracellular protozoan parasite that causes cutaneous leishmaniasis. During infection the
extracellular promastigote forms undergo differentiation to intracellular amastigotes that proliferates and survives in phagolysosomes
of mammalian host macrophages. Materials and Methods: Initially, Five L. tropica isolates were identified, cultured in promastigote
stage and differentiated to amastigote-Like form and their proteins extracted in every stage. Quantitative proteomics approach used to
identify significant differentially expressed proteins during transition of parasites from promastigote into amastigote-like form. Results:
In this study, following comparison of the proteome profiles between stages, 65 proteins were found to be changed in fold during
differentiation. We found that proteins involved in protein synthesis including Elongation factor 1-alpha, eukaryotic initiation factor 4A
and different subunits of ribosome and motility related proteins including Paraflagellar rod protein 2C, Tubulin alpha chain were down-
regulated in amastigote-like stage, while proteins involved in response to oxidative stress, including Chaperonin HSP60;mitochondrial,
heat shock protein DNAJ were highly abundant. Down-regulation of proteins related to synthetic pathway and proteins related to
motility in amastigote-like stage is consistent with the arrested growth in this life cycle stage, while up-regulation of proteins related
to response to stress is essential for parasite survival inside mammalian host cells environment. Conclusions: This study provides the
first proteome-scale quantitative analysis of protein expression during the transition from promastigote to amastigote-like form of L.
tropica isolates of Iranian patients and in general, one concluded that anabolic pathways were down-regulated that is in agreement with
literatures.
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Among all HHVS proteins, VIL6 is a functional homologue of interleukin-6 (IL-6). This study aimed to investigate the physicochemical
and structural properties as well as the immunological features, and finally the interaction between vIL6 and IL6 receptor (IL6R) by using
several bioinformatics tools which could provide valuable insight into vIL6 protein and advantageous data for further studies on HHV8
inhibitors and new vaccines. vIL6, human IL6 (hIL6), and IL6R were obtained from NCBI GenBank. “Signal-BLASt” and “predisi”
were employed to define signal peptide. Several online tools were used to define physicochemical properties as well as to predict the
disulfide bonds and post-modification sites. By using several bioinformatics tools immunoinformatics properties were analyzed and
refined the secondary and tertiary structures were predicted. vIL6 is an acidic protein which is significantly stable in all organisms. Three
Disulfide bonds were predicted and immunoinformatics analysis showed 5 distinct B-cell epitopes. vIL6 is a non-allergen protein and
the majority of its structure consists of Alpha helix. The high energy value between vIL6 protein and IL6R was calculated and further
analysis illustrated 5 conserved regions. Bioinformatics analysis by numerous software determined the possible interaction between
vIL6 and IL6R which have been overlooked by previous studies and will be beneficial to gain a more comprehensive understanding of
vIL6 function during HHVS lifecycle and infections. Furthermore, several conserved regions in the interaction site which interestingly
were highly conserved among all vIL6 sequences can be used as a new target for vIL6 inhibitors.
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Background: Hepatitis B virus is one of the most important blood born viruses. Although the sensitivity of screening tests
has been considerably increased, the transmission may still occur due to window period or Occult hepatitis B infections
(OBI). HBs-Ag in OBI is not detectable in serum, but there is an HBV-DNA with low viral load. This study was aimed
at evaluating the prevalence of the anti-HBc and anti-HBs among HBsAg negative blood donors in Golestan province.
Methods: In this cross-sectional study,4313 serum samples negative for HBs-Ag, HCV-Ab, and HIV-Ab were collected
from healthy blood donors in Golestan province. anti-HBc total antibodies ( IgM and IgG) and anti-HBs were tested by
ELISA test. Results: The results of ELISA showed that 384 (8.9 %) out 0f 4313 serum samples were positive for anti-HBc.
Also, out of 384 serum samples positive for anti-HBc, 302 (78.6 %) were positive for anti-HB.sConclusion:Conclusion:
Since anti-HBc positive may be the source of HBV transmission, the use of anti-HBC screening without performing anti-
HBs, is not feasible because it severely limits blood supply. Therefore, the detection of HBV-DNA among blood donors
of HBsAg negative should be considered.
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Introduction Human T-cell lymphotropic virus type I (HTLV-I) has been associated with two diseases in humans such
as adult T-cell leukemia/lymphoma (ATLL) and HTLV-associated myelopathy/tropical spastic paraparesis (HAM/TSP).
Approximately 5 to 10 million people are infected with HTLV-1worldwide. The infection can be transmitted through the
transfusion of contaminated blood or blood products, unprotected sexual contact, sharing of contaminated syringes and
other instruments, or via transmission from mother to child. The aim of this study was, to detect the presence of HTLV-
1 proviral DNA in umbilical cord blood mononuclear cells.Matherials & Methods This study was conducted on 100
umbilical cord blood mononuclear cells by ELISA method (Diapro HTLV I-II Ab Kit, Italy). Then, for confirming the
reactive results, after genomic extraction, proviral DNA PCR were used by specific primers on two genes of Tax and
LTR. Results A total of 100 samples that studied, 8 samples were reactive byELISA method. Just one sample was HTLV
-1 positive by, proviral DNA PCR.Conclusion HTLV -1 infection is endemic in certain parts of the world as well as in
Iran. Findings showed that all of persons of a family were HTLV-1 positive by proviral DNA PCR. To high the possibility,
two transmission routes; unprotected sexual contact and mother to child transmission were caused by transmission of this
virus.
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Introduction: s. Leptospirosis is a bacterial and zoonotic disease caused by Leptospira species Golestan province is an endemic
region for this disease.. The aim of this study was serological diagnosis of leptospirosis in persons referred to Golestan centeral
laboratory.Methodology 46 serum samples were collected from persons suspected to leptospirosis showed clinical symptoms
referring to Golestan province hospitals. After separating the serum, the Rapid Test was first performed by direct agglutination
method. Patients who received negative test results were considered as suspected to Leptospirosis Rapid Negative Testing
Patients and those who were positive for the Rapid Test as a Patient suspected of Leptospirosis Rapid Test. In the next step, all
of these patients were tested for antibody titres Anti-leptospira was performed by ELISA method.Results:.Of the 46 suspected
cases Rapid test was positive in 65.2% of cases. Also, 67.4% of the patients were rural population and 32.6% were urban. 52.2%
of patients were positive for IgM antibodies also 4.2% suspected and 8.7% positive and 2.2% were suspected in measuring IgG
specific antibodies.Conclusion: ELISA tests are also important in early screening. According to the results the most prevalent
way of transmitting this disease is the farm (63 percent). Preventing leptospirosis would be possible by increasing awareness
of the people at risk, employees in regional health systems, and avoidance of human contact with contaminated materials and
vaccination of livestock and animals.
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Objectives: Tuberculosis (TB) is a public health problem worldwide, with the highest mortality. The development of nucleic acid-
based tests for detection of Mycobacterium tuberculosis (MTB) has significantly increased sensitivity compared to conventional smear
microscopy and provides results within a matter of hours compared to weeks for solid culture, which is the current gold standard. The aim
of this study was to compare the culture, microscopic smear and molecular method in the diagnosis of TB. Material and methods: 858
specimens belonging to clinically suspected cases of TB were studied retrospectively. The specimens were compared for mycobacterial
detection assays. The direct smear (DS), culture and the molecular diagnostic GeneXpert MTB/RIF (GX) assay method were compared
Results: 41(4.77%) for MTB with microscopic smear, 29 (3.37%) with culture, 29(3.37%) with GeneXpert MTB/RIF (GX) and 12(1.39
%) of specimens for NMTB (Non Mycobacterium tuberculosis) were positive.. All 41 of the specimens were positive by the DS positive
by the culture and 29 of the specimens were positive by GX test, 12 specimens positive for culture were NMTB positive and 8 specimens
of DS negative and with GX assay and culture were positive. Conclusions: Molecular methods to acquire time in diagnosis as well as the
increase in linearity gives a different perspective to the diagnosis of tuberculosis. The GeneXpert MTB/RIF (GX) assay has a diagnostic
utility for rapid and sensitive diagnosis of TB and different between MTBC &NMTB.
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Leishmania major is an intracellular protozoan parasite, which grows and proliferates in different cells, including macrophages
.TLRs that found in the surface of some cells such as macrophages play a key role in infection control. They also seriously
affect the innate and acquired immunity and enhance phagocytosis and parasites killing process.Experimental evidences both
in vivo and in vitro indicate that drugs can modify immune functions and host defense against infectious diseases. In this
study, we evaluated the effect of various concentrations of morphine, imiquimod as opioid growth factor receptor (OGFr)
and nalmefene as opioid receptor blocker and glucantime as drug of choice for leishmaniasis. Expression of TLRs were
normalized using b2microglobulin and GAPDH, and measured using fold changes with 2— AACt method. For in vivo assay,
the infected BALB/c mice treated with different drugs, then the macrophages extracted from peritoneal fluid. The expression
of TLRs gene were evaluated by real time PCR. Based on our results, it was demonstrated that TLR4 expression in intact
macrophages was only increased in glucantime + imiquimod group. This study shows that TLR9 expression is restricted to
granuloma The findings of current research indicated that the rate of expression of TLR9Y in intact macrophages treated with
imiquimod + morphine was the highest.In mice-purified macrophages, the most TLR9 expression was related to the group
treated with morphine + imiquimod groups and the differences were statistically significant (P < 0.05). The main founding in
this research is treatment with low-dose morphine provides protection and defense against leishmaniasis.
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Antibodies Using in Immune Diagnostic Tests
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Protein A is one of the proteins of Staphylococcus aureus that is displayed on the surface of the bacterium. In the recent decades the
number of applications involving nanotechnology for biomedical purposes increased enormously. Among the laboratory diagnostic
methods, immunoassays are used today where antibodies are used as an indicator factor.In this study we have produced gold colloid by
the Turkvich method and then mixed it with a recombinant protein A which a cysteine residue embedded in its sequence. The cysteine
residue is essential for absorbing protein in to Nano gold particles. The pH value of the mixture was adjusted to 6.2 to allow binding of
purified protein A on to the gold particles. The binding of protein A to IgG molecules, as it is not associated with the interference of the
Fab part with IgG molecules, is not considered as an antigen-antibody binding reaction. The most important problem in immunization
tests, especially the rapid tests, is the production of conjugated secondary antibodies against the primary antibodies of human or animal
species. This is more important in animals, especially wild animals, which are not readily accessible to them. The most important
benefit of using this study in immunodiagnostic tests is the use of this conjugated protein instead of the conjugated secondary antibody
in the detection of various diseases in different species of mammals. In this study the conjugated protein A has a considerable activity
to absorb IgG molecules and can be used as universal antibody in immune diagnostic tests.

Keywords: Staphylococcus Aureus, Protein A, Colloidal Gold, Bio Conjugation, Immunoassay and Rapid Tests
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Streptococcus pneumonia (pneumococci) is a gram positive diplococcus with 0.5 to 1.2 pm diameter. Pneumococci have a
polysaccharide capsule that uses to determine the bacterial type with specific serum antibodies. The purpose of this study was to
prepare anti-serum against pneumococci applicable in agglutination and ELISA-based diagnostic kits. After cultivation, reproduction
and quality control of the bacteria, it was inactivated and a three successive infusions was performed weekly in New Zealand White
Rabbit. Blood sample collection and serum separation were performed. Then immunoglobulin purification steps were done using
sedimentation, filtration and ion exchange chromatography. The results quantitative spectrophotometric, Lowry and Bradford protein
assay as well as the qualitative measurement in SDS-Page electrophoresis showed that the purified isolated protein had a high quality
and quantity. Due to low cost and feasibility of the method, agglutination tests has always been very popular. This method can detect
Streptococcus pneumoniae. Also, this anti-serum can be used in clinical diagnosis and serologic identification of isolated bacteria. In
laboratory diagnosis, the use of polyvalent antiserum is recommended bacterial species diagnosis.

Keywords: Streptococcus, Anti-Serum, Agglutination
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Background: Cutaneous leishmanias is a public health problem that caused by Leishmania major (L.major) and Leishmania tropica
(L.tropica) in Iran. Proteomics as a novel approach could be used to evaluate protein expression levels in different species of
leishmania. The aim of this study is compare the protein contents of amastigote-like forms in L.tropica and L.major using proteomics
and bioinformatics methods. Methods: Initially, Five L.tropica and five L.major isolates were identified using PCR- RFLP, cultured
in specific media to obtain amastigote-like forms and prepared for proteomics study. Total protein contents of each species were
separated using two dimensional gel electrophoresis (2DE). The gels were stained by silver nitrate followed by scan imaging of
the gels. The protein spots with different expression changes in each gel were analyzed using Progenesis SameSpots software.
Results: . After comparing protein spots of amastigote-like forms of L.tropica and L.major there were 173 protein spots with different
expressions from 354 detected protein spots.More analysis showed that 74 and 99 protein spots with fold>2 and p-value<0.05 had
high expression in amastigote-like forms of L.tropica and L.major respectively. Also 16 and 20 new protein spots were found in
L.tropica and L.major respectively. Clustering of all detected proteins (354) using correlation analysis, divided the proteins into two
clusters based on their expression level. Furthermore, clustering results were confirmed by principal component analysis (PCA).
Conclusion: Using proteomics methods specially 2DE and bioinformatics analysis demonstrated significant changes of protein
expression levels in amastigote-like forms of L.tropica and L.major isolates.

Keywords: Proteomics, Leishmania Major, Leishmania Tropica, Amastigote-Like, 2-DE
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Frequency of Plasmid aac(6’ )Ib Gene in Pseudomonas Aeruginosa Strains Isolated from Burn
Wound in Patients Hospitalized by PCR Method in Rajaee Hospital of Ghaznin
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Introduction: Pseudomonas acruginosa is one of the most important opportunistic organisms that causes various types
of systemic infections, especially patients with severe burns, cancer and syndrome. Immune deficiency (HIV) has a role.
plasmid-mediated antibutic resistance has already raised a great deal of concern in the treatment of infectious organisms
from around the world. The aim of this study was to determine the frequency of plasmid aac( 6")Ib gene by PCR method
in Pseudomonas aeruginosa Strains isolated from burn wound. materials and methods : In this descriptive cross-sectional
study, 53 isolates of Pseudomonas aeruginosa were isolated from the burn wound of patients hospitalized in Shahid
Rajaee Hospital during the first 9 months of 1397. After identification of the isolates, the presence of the gene aac( 6')
Ib was accomplished by polymerase chain reaction (PCR). Results: The aac(6’ )Ib gene was detected in 49(92.4%) of P.
aeruginosa isolates but 4 (7.5%) isolates were negative for the presence of aac(6’)-Ib gene. Conclusions: The findings of
the present study indicate that aac( 6")Ib plasmid gene is present in Pseudomonas aeruginosa isolated from burn patients.
Also, due to the presence of clonal and the spread of these resistant organisms in the burn center, there is a serious concern
for patients’ health that achieving a successful treatment for patients with planning according to appropriate antibiotic
control guidelines and infection control Preventing further spread of this infection.

Keywords: Pseudomonas Aeruginosa, Aac (6') Ib Gene, Burn Wound
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Hepeatitis B is a liver infection caused by the hepatitis B virus (HBV). It is a major global health problem. Many people
have no symptoms during the initial infection. The tests, for detection of hepatitis B virus infection detect either viral
antigens or antibodies produced by the host. The hepatitis B surface antigen (HBsAg) is most frequently used to screen
for the presence of this infection. The purpose of this study was to produce anti-serum against Hepatitis B surface antigen
(HBS Ag) in ELISA-based diagnostic kits. Recombinant hepatitis B vaccine was injected to New Zealand White Rabbit.
Blood sample collection and serum separation were performed. Then immunoglobulin purification steps were done
using precipitation, filtration and ion exchange chromatography. The purity of antibody was confirmed by SDS-Page
electrophoresis. After that biotinylated antibody was used in ELISA kit. Using antibody and biotinylated antibody in
ELISA kit showed acceptable sensitivity and specificity. In this study, in addition to the production of antibody against
HBs Ag, different methods of antigen injection applied that resulted in the production of optimal antibody.

Keywords: Hepatitis B-Antibody-Elisa
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Neisseria meningitides (meningococcus), is a Gram-negative bacterium that can cause meningitis and other forms of
meningococcal disease such as meningococcemia. N. meningitidis is a major cause of illness, developmental impairment
and death during childhood in industrialized countries and has been responsible for epidemics in Africa and in Asia. It is
crucial to initiate testing as quickly as possible by different tests with high sensitivity and specifity. The purpose of this
study was to prepare anti-serum against meningococcus applicable in agglutination and ELISA-based diagnostic kits.
After cultivation, reproduction and quality control of the bacteria, it was inactivated and a three successive infusions
was performed weekly in New Zealand White Rabbit. Immunoglobulin purification steps were done using precipitation,
filtration and ion exchange chromatography. The results quantitative spectrophotometric, Lowry and Bradford protein
assay as well as the qualitative measurement in SDS-Page electrophoresis showed that the purified isolated protein had a
high quality and quantity. Due to low cost and feasibility of the method, agglutination tests has always been very popular.
Also, this anti-serum can be used in clinical diagnosis and serologic identification of isolated bacteria. In laboratory
diagnosis, the use of polyvalent antiserum is recommended bacterial species diagnosis.
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Bacterial infection of the urinary tract is one of the most common bacterial infections in all ages and both sexes but is
more likely tooccur in young women. Today, bacterial resistance to antibiotics is one of the serious problems in the final
treatment of bacterial infections, including infection of the urinary tract. The basis of proper treatment in urinary tract
infections is the selection of an appropriate antibiotic with high efficacy. This study was conducted to determine the
antibiotic resistance of gram positive and gram negative bacteria isolated from urine specimens of women and men. ¢ In
this study, morning urine was collected by midstream method, and then positive cultures were determined with HB &
L device. they were then transferred to Blood Agar and EMB media and characterized by bacterial type and antibiotic
resistance using with VITEK2. A total of 4087 urine specimens were examined.from the total of 4087 urine specimens
during a 5-month period (January to May 2017), a total of 260 positive urine samples were reported. In the statistical
analysis, it was observed that the average age in women (33£10) with positive cultures was lower than the average age of
men (43£13) (p<0.05). It was also observed that the prevalence of positive cases in women (90%) was higher than it was
in men (10%) (p<0.05), and E. coli was the most prevalent bacterial agent, which showed the highest resistance against
Imipenem (100%), Amikacin (99.2%), and Nitrofurantion (80.8%).

Keywords: Urinary Tract Infection, Antibiotic Resistance, ASt Method
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Introduction: Multidrug-resistant P. acruginosa is a main global problem for treatment. Colistin is mostly one of the single
remaining antimicrobials which use for treatment of MDR gram negative bacteria. Recent studies have been represented that
mutations in PmrAB as a two component regulatory system can construct low to moderate levels of colistin resistance. The
mer-1 as a plasmid mediated colistin resistance gene was primarily identified in China. Because of the increasing of antibiotic
resistance, in current study prevalence of mer-1 gene and the mutation in pmrA and pmrB genes in P. aeruginosa isolates
among Cystic Fibrosis (CF) patients was surveyd. Methods: During Apr-Sep 2017, 41 isolates of P. aeruginosa were collected
from sputum of CF patients admitted to Mofid Children’s Hospital. The antibiotic susceptibility test was performed by using
the disk diffusion method according to CLSI guideline 2017. Detection of pmrA, pmrB and mer-1 genes was administrated by
PCR and further sequencing was applied to find the mutations. Results: Among the examined antibiotics, amikacin (53.65%)
and colistin (2.43%) showed the highest and lowest resistance respectively. By PCR results, all of the isolates were negative
for mer-1. After sequencing, pmrA had no mutation but mutations in pmrB were as follows: R:366 G, T:368 G and P:369 R.
Conclusion: The results of this study demonstrated that colistin is the best choice for treatment. Using the molecular tests for
identification of resistant isolates is necessary and complement the phenotypic methods.
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Background and Aim: Diabetes mellitus is a disease which has affected about 3 million people in Iran. For many years, the
use of Phytotherapy in medicine has been common. In the present study, the effects of native probiotic on blood glucose s in
diabetic rats were investigated. Probiotics are living microorganisms that administration of sufficient quartiles of them cause
health promotion. Since Probiotics modulate the composition of the intestinal microflora. Materials and Methods: For this
study, 21 male wistar rats aged 12-14 weeks and weighed 110-130 gm was used. After a 1-week adaptation period, the rats were
randomly divided into three group negative control, positive control (diabetic), trail 1 (probiotic) . Diabetes was induced through
the injection of stereptozotocin (55 mg/kg) into the experimental case and diabetic control . Traill group was administrated
with 2x109 cells of Basilus subtilis, by oral gavage . After 21 days, rats were anesthetized with ether and blood samples were
taken from heart.Then Glucose kit is used for quantitative determination of Glucose in plasmaResults:Our results showed that
Glucose level in positive group (268+6.106 mg/dl) was significantly increased compare to negative control(92.2942.697 mg/
dl), (Pvalue <0.0001). It also became clear that receiving probiotics in first trial group caused a significant decrease in Glucose
concentration to(124.6+1.478mg/dl), (Pvalue <0.0001). Conclusion: The results of these tests indicate that the probiotic Basilus
subtilis as a probiotic can reduce the negative effects of diabet and reduce levels of Glucose blood significantly.
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Introduction: Pseudomonas aeruginosa (P. acruginosa), is an important opportunistic pathogen which causes nosocomial

burn infections. Treatment of burn patients who are infected with this bacteria is a major concern globally. In addition
to the phenotypic methods, detection of extended spectrum beta lactamase (ESBL) producing bacteria by molecular
methods can lead to better selection of a treatment strategy. Due to growing of antibiotic resistance, this study verified
the prevalence of bla PER and bla CTX-M among P. aeruginosa isolates in burn patients. Methods and Materials: 80
isolates of P. acruginosa were collected from burn patients who have admitted to Shahid Motahhari hospital during June-
December 2018. Double disk synergy test (DDSt) used for ESBL screening. PCR was performed to figure out PER and
CTX-M genes. Among 80 isolates of P. aeruginosa, 75% was ESBL producer by DDSt. By PCR, 15 (18.75%) and 10
(12.5%) isolates had bla PER and bla CTX-M, respectively. The results of current study showed that, despite of high rate
of ESBL production, the frequency of resistance PER and CTX-M genes in these isolates were low. Evaluation of other
genes responsible for ESBL production is recommended.
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Introduction and Objectives: The production of beta-lactamase enzymes is the main mechanism of resistance to
betalactam antibiotics in Enterobacteriaceae. beta-lactamases are hydrolyzing enzymes of penicillins, Cephalosporins
and Monobactams. Today, the emergence and spread of bacterial resistance to antibiotics are a serious alarm in the
treatment of infections. Therefore detection of producing ESBL & AmpC beta-lactamases strains will be important in
determination of the appropriate treatment protocol. Materials and Methods: 235 Escherichia coli Strains were isolated by
standard biochemical tests from urine specimens of the one hospital in tehran. Based on The CLSI Protocol Cefotaxime
and Ceftazidime disks with and without Clavulanate were used for phenotypic confirmation of the presence of ESBLs. An
increase in zone diameter (> 5 mm) for either Cefotaxime or Ceftazidime in the presence of clavulanate compared to its
zone without Clavulanate is interpreted as positive for the presence of an ESBL.To detection of phenotypic AmpC beta-
lactamase activity, the MASt AmpC detection set were used. Results: Out of the 235 strains of Escherichia coli that were
isolated from the urine samples, 115 strains (48.93%) were ESBLs producing and 39 Strains (16.59%) were Ampc beta-
lactamase producing. conclusions: increase the prevalence of ESBL and AmpC beta-lactamases producing Escherichia
coli is an important issue in urinary tract infections. They can cause serious problems for infection control and antibiotic
treatment Therefore, f-lactamase-producing microorganisms should be identified promptly to ensure proper treatment.

Keywords: ESBLs , AmpC B-lactamase, Escherichia Coli , UTI
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Introduction and aims: Mycoplasma hominis colonizes in the female genital tracts and can cause some genital disorders
such as vaginitis, infertility, abortion, preterm delivery. The aim of this study was to compare PCR and culture methods
to determine Mycoplasma hominis in the women’s endocervical samples who were referred to infertility hospital of
Hamadan (west of Iran) in 2016. Methods: 234 women who had at least one of the genital disorders symptoms such as
vaginitis, infertility, abortion, preterm delivery were included in study. The endocervical samples were taken, using the
sterile swab. The samples were cultured in a specific Mycoplama media (PPLO) and were identified by culture results
and PCR molecular techniques to detect the 16s rRNA gene. Descriptive statistics were used to analyze the data. Results:
From 234 samples, 14 isolates (6%) were identified as Mycoplasma hominis by culture methods and 30 isolates (12/7%)
were detected by PCR method. The prevalence of Mycoplasma hominis in the studied population was 13.7% in both
methods. The genital tracts of 12.3% patients with vaginitis and 10.3% with infertility were colonized by Mycoplasma
hominis species. The sensitivity of PCR method was 91.82%, while the sensitivity of culture method was 85.71%.
Conclusion: The prevalence of Mycoplasma hominis in the studied population was significant, so further investigation is
necessary. Our results also showed that PCR method was sensitive than culture method to detect Mycoplasma hominis,
but agreement coefficient between culture and PCR method was very high (k = 0.5).
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Background and Objective: Cystic hydatid disease (CHD) is a zoonotic parasitic disease and the most widespread and serious
human cystitis infection worldwide. Iran has a high prevalence rate so that is considered as the hyperendemic state. Methods:
This was a prospective case control study conducted on all patients undergoing CHD surgery during 2011-2017. Patients were
examined based on age, gender, ethnicity, occupation, number and location of cysts. Data were analyzed with statistical package
SPSS (Windows, version 22). Results: Ninety three patients with mean age of 46.65+12.264 years old (age range 17-80 years) were
evaluated. Patients were not significantly different in terms of gender and age. The most common age group was 39-49 years old
(36.56%). The majority of patients were housewives and farmers. The number of patients with one cyst (91.39%) was significantly
higher than other patients with 2 and 3 cysts. The most common place of the cysts was in the liver and the number of patients with
liver hydatid cysts (90.32%) was significantly higher than other patients. Conclusion: The findings showed the liver was the most
common organ and the young age group showed the highest prevalence. Given the chronicity of the CHD course and the late
diagnosis at the time of referral, screenings are recommended in endemic areas for early diagnosis of high risk individuals.
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Background and Purpose: Helicobacter pylori (H. pylori) is one of the most prevalent pathogens of human throughout the world, and
it is one of the important risk factors of gastric carcinoma. On the other hand, Giardia lamblia (G. lamblia) is one of the important
infectious agents of diarrhea in human especially children. The aim of this study was to evaluate the infection of H. pylori and G. lamblia
among the 20-40 year-old women in Ardabil, Iran. Methods: In this case-control study, through 120 women referred to Colonoscopy
center, fifty 20-40 year-old women infected with H. pylori (case group) and fifty non-infected women (control group) were selected
during the period from April 2018 to September 2018. Then all of the selected persons were examined for G. lamblia infection. Upper
endoscopy with gastric biopsy and pathological examination were done for diagnosis of H. pylori infection, whereas the infection of
G. lamblia was confirmed by ELISA technique via stool antigen detection. Results: 4% of H. pylori infected women (case group) and
2% of non-infected women (control group) were positive for G. lamblia. There was no significant association between H. pylori and G.
lamblia infection (sig. =0.172, p>0.05). The prevalence of H. pylori and G. lamblia among the women referred to Colonoscopy center
were 41.66% and 5%, respectively. Conclusion: The frequency and the prevalence of H. pylori infection among Ardabil women was
significantly higher than that of G. lamblia infection (p<0.05).

Keywords: Helicobacter Pylori, Giardia Lamblia, Women
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Introduction: Hydatidosis is a parasitic disease of tapeworms of the cystic echinococcosis type. Hydatidosis is one of the most
important parasitic zoonotic diseases in the world and Iran. The disease often starts without symptoms and this may last for years.
The symptoms and signs that occur depend on the cyst’s location and size. Alveolar disease usually begins in the liver but can spread
to other parts of the body, such as the lungs or brain. Aim: This study was conducted to investigate the demographic characteristics of
hydatid cyst surgeries in hospitals of East Azerbaijan Province, Northwest of Iran. Method: In this descriptive study, Data collected
by (sex, age, occupation, habitat, cyst location, diet and food hygiene) about patients who underwent hydatid cyst Surgeries during
2015-2018 in hospitals of east Azerbaijan province. Results: Among 127 patients, who had hydatid cyst operations in hospitals of
east Azerbaijan province, were female 37.7 % and 62.3% male. The Most age of hydatid cyst surgery was in 72 years old man and
the lowest age for hydatid cyst surgery in 11-year-old boy. The Most cysts surgery was in Tabriz Emam Reza hospital, and the lowest
Marand hospital. Liver was the most commonly involved organ and Al-Zahra hospital was a rare case of hydatid cyst in the ovary.
Conclusion: According to the result of this study, males were found more infected with hydatid cysts than females.

Keywords: Hydatid Cyst, Surgery, East Azerbaijan, Province, Iran
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Introduction: Human T-cell leukemia virus type 1 (HTLV-1) is the first human retrovirus that there is in some regions
of the world. This virus is usually asymptomatic at the beginning of the infection. HTLV-1 transmission occurs through
sexual relations, breastfeeding, and blood transfusions. Objective: The aim of this study was to identify the seroprevalence
of HTLV-1 virus in thalassemic patients. Materials and Methods: In this cross sectional study, 120 thalassemic patients
were enrolled. After isolation of the buffy coat from blood samples, genomic DNA extraction was performed using
a kit. Then on the specimens, the proviral DNA PCR test was performed using specific primers. Results: Out of 120
samples, 10 samples (8.3%) of thalassemic patients were positive with amplification of the genome of the virus. There
was no significant relationship between age, sex and number of blood transfusion of thalassemia patients with HTLV-1
infection. Discussion: The findings suggested that with regarding the prevalence of the virus in thalassemic patients, just
the leukoreduced or gamma-irradiated blood components should be transfused.
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Introduction: Toxoplasmosis is a disease caused by Toxoplasma gondii (T.gondii), an obligate intracellular parasite
infecting virtually all species of warm-blooded animals. Detection and monitoring of anti-Toxoplasma gondii antibodies
are of a great interest among human immunodeficiency virus (HIV)-infected patients. The aim of this study is to determine
seroprevalence of T. gondii infection among blood donors .Material and Methods:In this study,330039 blood donors in
one year that referd to Tehran blood transfusion center was evaluated by enzyme-linked immunosorbent assay (ELISA)
and confirmatory tests. Data on the study participants were gathered using a donor information by data system. Serum
of the confirmed positive HIV donors and control groups (healthy donors) was tested for IgG anti-T.gondii antibody by
ELISA method. Data were analyzed using t-test method by SPSS version 16 software.Results: Among 32 HIV confirmed
positive donors: 16 of them were positive for IgG anti-T.gondii antibody and 16 of them were negative ,but in control
groups 25% was positive for IgG anti-T.gondii antibody and 75% was negative. Difference between two groups of this
study was significant (P<0.05). Discussion:The result of this study showed that prevalence of IgG anti-T.gondii antibody
was significantly higher in HIV confirmed positive donors and need more investigation in this filed.

Keywords: Toxoplasma Gondii, HIV, IgG Antibody, Blood Donor
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Relationship between the Expression Level of TLR 2 and TLR 3 and Mode of Delivery
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Background: TLR 2 and TLR 3 are an innate immune receptors that have a main role in host defense against pathogens. Several
factors such as mode of delivery can play an important role in the postnatal immune development by regulation in immune
response genes. The main objective of this study was to determine the association between the mode of delivery with the
expression level of TLR 2 and TLR 3. Methods: The study was carried out among 72 healthy children with age 3-5 years old
who born in 2011-2013. Subjects divided to two groups according to mode of delivery. Blood samples were collected, then the
TLRs genes expression levels were analyzed by Real-time PCR. The results were evaluated by independent T-test and p-value
level <0.05 was considered as a significant criterion.Results: Frothy-four of subjects (61%) were born by cesarean section and
28 of them (39%) born by vaginal delivery. The results of this study indicated that the average expression of TLR 2 and TLR 3
genes were higher in cesarean section -born group than the vaginal delivery-born children (TLR-2 0.1368+0.02 vs. 0.0929+0.01,
p-value =0.01) (TLR-3 0.1554+0.0.03 vs. 0.1130+ 0.07, p-value= 0.01). Conclusion: There are relevance between TLR 2 and
TLR 3 and mode of delivery. The delivery mode is the first major determinant of gut microbiota in early life. Mode of delivery
can play roles in immune responses to subsequent pathogens by interaction of commensal microorganisms.
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Background: Environmental exposure can play an important role in the development of the immune system and vaccination
outcome. Environment can effect on immune responses by hygiene status and interaction with local pathogens. The aim
of this study was compare the HBs Ab titer in urban and rural children. Methods: In this study, 120 healthy children
aged 3-5 were were recruited from two urban and rural areas of Babol city at Mazandaran province (60 subject in
each group). Blood samples were collected, then the HBs Ab titer were measured by ELISA method. The results were
evaluated by independent T-test and p-value level <0.05 was considered as a significant criterion. Results: The results of
this study indicated that average levels of antibody in urban children were higher than rural subjects. Also, this finding
was statistically significant (p-Value < 0.0001). Conclusion: We found environment influence on the immune responses to
HBYV vaccine. But the mechanism of this observation is not clear yet. But it appears to affect immune responses through
microbial exposure, weather conditions and other agents.
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Determine the Prevalence of E.Coli in Urinary Tract Infections in Women between 15-35
Years Old in Aligoodarz
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Determine the prevalence of E. coli in urinary tract infections in women between 15-35 years old in Aligoodarz Digest:
E.coli is an Enterobacteriaceac family, an optional acrobic or anaerobic gram-negative bacillus is optional. E.coli is
commonly found in the intestines and genital tract of the warm blooded animals.This bacterium, if accidentally introduced
into the genital area, causes 90% of urinary tract infections, especially in young women. Symptoms include frequent
urination, hematuria, burning, pelvic pain, burning urine, pus in the urine and... . The aim of this study was to determine
the prevalence of urinary tract infections in 15-35 women in Aligoodarz province due to the presence of E.coli.materials
and ways: This study was a descriptive cross-sectional study. Sampling in Aligoodarz was done by collecting urine
samples from the morning and cultivating on Blood Agar and Eosin methylene blue agar (EMB) environments. Samples
were taken from 200 women randomly during 58 days.findings: Of the 200 women studied, 22 person (11%) had urinary
tract infections, of which 16 person (72.7%) were the cause of their infection with E. coli. That is, 8.1% of the total
tested population was the cause of their infection.Conclusion: E. coli is the most common cause of isolated urinary tract
infection in women aged 15-35 years old.Keyword: E.coli, Urinary Tract Infection, Blood Agar culture medium, Eosin
methylene blue culture medium
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Naegleria is a free living amoebae (FLA)protist genus consisting of 47 described species often found in warm aquatic
environments as well as humid soil, on decaying plants, saline, fresh, warm and polluted water habitats worldwide.
Cells range from 10-25 um depending on the life stage . Naegleria has 3 different life cycle stages: amoebae, cyst, and
flagellate. it feeds on bacteria and can be maintained on a diet of gram negative bacteria . Naegleria can cause an often
lethal infection of the brain called naegleriasis and also known as primary amoebic meningoencephalitis (PAM), amoebic
encephalitis/meningitis, or simply Naegleria infection. Methods: 118 soil samples were collected from different cities of
Mazandaran province and were cultured in 1.5% non-nutrient agar (NNA). Plates were incubated at 42 © C for three weeks
to obtian Naegleria . The DNA of the positive samples were extracted and amplified with specific primer for each genus
and finally sequenced. Results: A total of 61 (51.6%) samples was grown in the culture medium. Of 60 positive cases
for other FLA such as Acanthamoeba sp, Hartmannella sp. and one sample was Naegleria sp. All positive samples were
confirmed with PCR method. The positive isolates were sequenced using Sanger method. Sequencing results showed
Naegleria sp was Naegleria americana.( Gene Bank accession no: MH000323)
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Evaluation of Candidia Species Colonization in Oral Cavity of HIV-Infected Patients in Isfahan in 2018
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Introduction: Candida is normally found as a normal flora in the mucous membranes of 30 to 50%, and is higher in people with a
weakened immune system, which can be the cause of candidal infection. The main goal of this study was to evaluate oral candida
flora in HIV infected patients that receive anti-retroviral therapy (ART) compare with normal individuals. Methods: Oral samples
were prepared by twisting two wet swabs in whole of the oral cavities of 60 HIV positive patients with antiviral therapy and
the samples were cultured on Sabouraud dextrose agar (SDA). The Candida spp. were identified with PCR-restriction fragment
length polymorphism (RFLP) using Mspl restriction enzyme and were differentiated by culture on CHROMagar Candida
medium. C.dubliniensis isolates were identified using duplex PCR and growing on culture media incubated in two different
temperatures. Results: Candida species were isolated in 68.3% of HIV positive and Of the 41 species isolated, 18 species were
C.albicans, 11 species C.glabrata and 7 species C.dublininosis. Also a significant relationship between the colony count with
variable parameters of TCD4+, Viral Load, and duration of HIV infection was not observed, but brushing, smoking and drug
abusing showed significant relationships. Conclusion: Considering the sensitivity of this group to opportunistic infections such as
candidiasis and original base of most of the candidial infections, and the role of brushing in reducing and cigarette smoking and
drug abusing in accelerating the number of yeasts in oral cavities, it is recommended to follow oral hygiene in this group.
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Leishmaniasis is widespread in the tropical and subtropical areas with global distribution. The diseases were reported in three
clinical forms which included cutaneous , mococutaneous and visceral leishmaniasis. There are two main clinical forms of
Cutaneous leishmaniasis in Iran which is caused by Leishmania major, L.tropica and L.Infantum is responsible for visceral
leishmaniasis. Leishmaniasis is diagnosed based on clinical features and laboratory tests. Laboratory methods include detection
with microscope, histopathology, culture, inoculation into laboratory animals and indirect detection methods such as molecular
and serological procedures. Parasitological diagnosis remains the gold standard in leishmaniasis diagnosis, because of its high
specificity. Serological diagnosis is rarely used in cutaneous leishmaniasis diagnosis(Except for Montenegro test) because of low
sensitivity and specificity , but these methods, such as IFA, ELISA, western blot and DAT,Rapid test tk39 and etc, are used to
detect visceral leishmaniasis.The cathex method, based on antigen in the urine, is very effective to detect in immunocompromised
and AIDS patients. Molecular-based diagnostic tests have more sensitivity than traditional methods, and recently have been
developed in the form of Nested PCR, Real Time PCR, and Singel PCR for species detection and typing.
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Background: Toll like receptors (TLR) have an important role in the innate immune system and also able to recognize
Hepatitis B virus that effect on immune response. Many host related factors such as the expression of TLRs, contribute to
vaccine response. This study was designed to determine the expression levels of TLR2, 3, 4 genes as indicator of innate
immunity response to the hepatitis B vaccine among 3-5 years old children. Methods: The study was carried out among
60 children with age 3-5 years old who received HBV vaccine (43 responders, 17 non responders). Blood samples were
collected, then the expression of TLR2, 3, 4 genes in peripheral blood mononuclear cells (PBMCs) were analyzed by
Real-time PCR method. Results: The results of this study indicated that the average expression of TLR2, 3, 4 genes in
the responder group was higher than the non-responder group. Additionally, the expression levels of TLR 3, 4 genes were
significantly higher in responders compared to non-responders (p-Value < 0.01). Conclusion: This study suggest that the
expression of TLR2, 3, 4 could be considered as a marker of protection along with serological markers. Indeed, evaluation
of the HBs antibody titer and the expression level of immune response genes together can also be used to determine
efficiency of hepatitis B vaccine in responder and non-responder individuals.
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Introduction: Toxoplasmosis is a cosmopolitan zoonotic disease caused by an obligate apicomplexan intracellular parasite
known as Toxoplasma gondii (T. gondii). Recently, toxoplasmosis has been suggested as a risk factor for diabetes. Thus,
the present study was aimed to assess the association of T. gondii infection and two types of diabetes in Tehran city,
capital of Iran country.Methods: In the current cross-sectional study, 98, 95, and 94 blood samples were collected from
diabetes type 1 patients, diabetes type 2 patients, and non diabetic individuals who were referred to Imam Sajad hospital
from February to August 2018 respectively. Anti-T. gondii IgG and IgM antibodies were measured using enzyme-linked
immunosorbent assay (ELISA). Moreover, a structured demographic questionnaire was completed for each person.
Results: IgG antibodies were found to be positive in 16.32% (16/98) of patients with diabetes type 1, 57.89% (55/95)
of patients with diabetes type 2, and 15.95% (15/94) of nondiabetic controls. However, the prevalence of positive IgM
antibodies in these groups were determined as 3.06% (3/98), 8.42% (8/95), and 19.14% (18/94) respectively.Conclusion:
This finding revealed that toxoplasmosis is as a possible risk factor for diabetes type 2, while no statistically significant
association was found between T. gondii infection and diabetes type 1. More research is required to better understanding
of this association in the future.
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Background & Objectives: Helicobacter pylori is a human pathogen that can cause stomach inflammation and ulceration
and is associated with certain diseases, such as gastric cancer. The aim of this study was to determine the prevalence
of infection with this bacterium in different age groups and based on the gender of the subjects through non-invasive
methods of measuring the Helicobacter pylori stool antigen (HpSA). Materials and Methods: This descriptive study was
performed on 773 referred (274 males and 499 females) to Kermanshah reference laboratory. In this study, the titer of
helicobacter pylori stool antigen was determined by ELISA method. Results: 423 persons were positive for the HpSA
titer (54.7%). The stool antigen of Helicobacter pylori was positive in 139 males (50.7%) and 284 women (56.9%). The
highest rate of positive test was observed in the age group of 61 years and above (63.8%). The prevalence rate in the
age group of 20 years and below was 31.1%, the age group between 21-40 years was 58.3% and 62.5% at the age group
between 41-60 years. The mean antigenic titers were determined in the positive results of HpSA in men 71.08 U/ mL and
in women 71.11 U/ mL. Discussion & Conclusion: The findings showed that the rate of infection increases with age, and
also the prevalence in women is higher than that of men. Considering the high prevalence of infection with this bacterium,
it is necessary to inform the community about the prevention and control of this infection.
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Introduction and Aims: Helicobacter Pylori is one of the important agent associated causally with a diverse spectrum
of gastric disorders. The aim of this study was determination of prevalence of Helicobacter Pylori infection patterns in
Kermanshah Province.Materials and Methods : Total of 3214 referred with IgA, 1gG & IgM titer test, 715 cases positive
antibodies were evaluated by ELISA method (413 females , 302 males) in Kermanshah reference laboratory.Results:
Results shows that , 4 cases were positive for 266 IgA requests, 9 cases were positive for 1441 IgM requests and 666
cases were positive for 1850 IgG requests. Also 249 Positive cases were requested for 993 H.p Stool Ag test .Discussion
and Conclusion: Based on the results, chronic Helicobacter Pylori infection is high prevalence especially in Kermanshah
province,s females. IgA and Helicobacter Pylori stool Ag test was requested less than IgG and IgM by physician, although
IgA and Helicobacter Pylori stool Ag test is very important to detect Helicobacter Pylori infection. So, The Physician
should pay more attention about the current requests for patients who have gastric disorders by detect of antibodies more
important.

Keywords: Helicobacter Pylori, Antibodies Evaluation, Gastric Disorders
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Introduction: Azithromycin are recommended as the drug of choice by World Health Organization, to treat severe
shigellosis in children, but, unfortunately, emerging of azithromycin resistant Shigella sonnei further compromised the
pediatric infection therapy. Here, we report outbreak of shigellosis caused by MDR Shigella sonnei showing particularly
high resistance to azithromycin in Urmia, North-West of Iran. Materials and methods: In a prospective descriptive study,
from May, 2018 to Jan, 2019, a total of 45 non-duplicate Shigella sonnei were obtained from the stool cultures of children
less than 12 years of age with diarrhea or dysentery at Urmia. MICs of azithromycin were determined using the agar
dilution method. PCR assays were carried out to detect the mphA gene. Results: Out of 45 shigella sonnei, 40 isolates
(88.9%) were resistance to azithromycin. among azithromycin resistance isolates MICs ranged from 64 mg/L to 256 mg/L
and all of them were PCR positive for mphA genes, which encodes a macrolide-2" -phosphotransferase. MDR phenotype
was seen in 92 % of isolates. Conclusions: High rate of azithromycin resistance in Shigella sonnei is particularly worrisome
for pediatric cases in Urmia. It is extremely important to continuously monitor the antimicrobial resistances of Shigella
sonnei for effective therapy and control measures against shigellosis.
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The common drugs for the treatment of toxoplasmosis, are not sufficiently satisfactory due to their side effects . Therefore,
new therapeutic solutions with good efficacy is need. The present study was conducted to investigate the effect of
Nalmefene on tachyzoites of Toxoplasma gondii in vitro. We used Nalmefene, as following concentration: 0.01, 0.1, 1,
10 and 100 pg/ml. Tachyzoites were cultured and drug was added to them. We used the combination of pyrimethamine
and sulfadiazine as positive control. In order to evaluate anti- toxoplasma activity of these drugs, the number of viable
tachyzoites was directly counted by trypan blue exclusion in hemocytometric chamber after 6 and 24 hours of incubation,
and then the results compared with those of the control group. For evaluation of cytotoxicity of Nalmefene on mice
macrophages we used MTT test. There are marked differences between all concentration of Nalmefene in contrast to
control group as well as Nalmefene could significantly reduce the number of tachyzoites. The best results showed after
24 hours in 0.01 pg/ml concentration that could reduce the tachyzoites 85%. Whereas the reduction for pyrimethamine
plus sulfadiazine in the 10 pg/ml concentration was 78%. The cytotoxicity on mice macrophages the MTT for Nalmefene
was 24% in comparison to pyrimethamine and sulfadiazine that was 67%. Our study indicated that Nalmefene is effective
to control the tachyzoites of T. gondii in vitro and it gave promising perspectives for future investigations as well as
Nalmefene has high toxicity effect on tachyzoites and low toxicity on mice macrophages.

Keywords: Toxoplasma Gondii, Nalmefene, In Vitro
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Objectives: Antiretroviral treatment failure grows rapidly in patients with HIV and investigating the resistance-associated mutations
in HIV-1 patients is the one the major activities to control infections. Subjects and Methods: Total RNA was isolated from plasma
samples of 30 patients with treatment failure. HIV-1 GP41 genetic region was amplified by nested reverse transcription-polymerase
chain reaction and then all PCR products were sequenced. The HIV-1 subtype was identified and mutations were recognized using
Bioinformatics tools. Besides, by using several software, all sequences were analyzed for determination of physicochemical analysis,
B-cell epitopes prediction, T-cell and CTL epitopes prediction, post modification, secondary and tertiary structure prediction. Results:
CRF0AD-35 was the most predominant HIV-1 subtype. Mutations associated with resistance to antiretroviral drugs were detected in
32% of'the 30patients.E99D was found in 30% of patients, and E102A in 30% of patients. Bioinformatics analysis determined secondary
and tertiary structure of GP41 protein as well as physicochemical properties of GP41 protein. Furthermore, Several B-cell, T-cell, and
CTL epitopes were recognized. Secondary and tertiary structures were mapped for HIV integrase. Conclusion: Our results indicated
different mutations in GP41 protein and Bioinformatics analysis showed the significant effect of mutations on the structure and function
of GP41 protein which shows the new mutations rates in this population that highlight the importance of considering the periodic
monitoring of HIV resistance test in HIV infected patients.

Keywords: HIV-1, GP41, Mutations
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Background: This study aimed to determine drug resistance mutations in patients with virological failure and find a correlation between
HIV drug resistance test and viral load. Bioinformatics software has been effective tools to study the HIV genome as well as integrase
domains. Our research was based on employing several bioinformatics software to find important mutations in integrase protein in
Iranian HIV infected patients, and an investigation of general properties, B-cell and T-cell epitopes, modification sites, and structure
of integrase. Methods: Integrase sequences of 30 HIV samples isolated from pettiness with treatment failure, were selected. RNA was
used to amplify and sequence the HIV protease gene; also, HIV viral load was determined for all samples. Using several software, all
sequences were analyzed for determination of mutations, physicochemical analysis, B-cell epitopes prediction, T-cell and CTL epitopes
prediction, post modification, secondary and tertiary structure prediction. Results: Our analysis determined several mutations in some
special positions (70, 90, 91, and 110); the efficacy of therapy and sustained virological response. Several B-cell, T-cell, and CTL
epitopes were recognized. Secondary and tertiary structures were mapped for HIV integrase.Conclusion: Our study, as a first report,
offered inclusive data about frequent mutation in the integrase gene in Iranian sequences that can provide helpful analysis on structure
and function of integrase as well as suggests somehow predictive information on the response to anti-integrase drugs if they will be
considered in treatment regimen in HIV infected patients.
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Septicemi is one of the most common reasons of mortality and morbidity around the world. Antibiotic is the main
approach for curing this disease and quick diagnosis can decrease level of mortality. The aim of this study is to investigate
the frequency of the bacteria isolated from neonatal and diagnosis sensitivity or antimicrobial resistance in patients with
septicemia.

Keywords: Septicemia, Antibiotic, Neonatal
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The Use of Parasitic Worms in the Treatment of Modern Diseases
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The twentieth century has been a tremendous period of changes in human societies. Increasing urbanization, promoting
health, sanitation, vaccination, and the widespread use of antibiotics that have reduced the incidence of infectious diseases.
On the other hand, in the industrialized and rapidly developing world, in the light of the rapid eradication of infectious
diseases, we are seeing an alarming increase in the number of modern diseases of the century, including asthma, allergies,
immune system diseases, inflammatory diseases, and obesity. In the past few years, researchers have been struggling to
cure these diseases, and they have been thinking of the role of some infectious agents that have previously coexisted with
humans and are now eradicated especially in urban communities as an open source. Among the infectious agents, parasitic
worms have coexisted and coevolved with humans for millions of years. More than one billion people in the world are now
infected with intestinal parasites, and thousands of people die annually. But new research shows that catching a certain
amount of these parasitic worms is not only fatal, but also helps the immune system, which can help reduce inflammation
and repair damaged tissues. In this article, we have tried to make available progress reports using valid reports.

Keywords: Worms, Microbiom
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Patients

Tayebeh Hashempoor 1 *, Behzad Dehghani 1, Zahra Mousvei 1, Zahra Hasanshahi 1, Javad Moayedi 1, Farzaneh Ghassabi 1,
Soudabeh Bemani 2, Esmaeil Rezaei 2
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The significance of clinical studies in this field stems from the worldwide growth of treatment drug-resistant mutations. This study was
performed to determine the resistance mutations to the HIV RT inhibitors in patients with treatment failure. In this study, we included 30
patients with treatment failure. After genome extraction, HIV viral load was determined for all samples and a reverse transcriptase nested
polymerase chain reaction was performed to amplify the protease gene. Upon confirmation using electrophoresis, PCR products were
sequenced and analyzed to determine the drug resistance mutations as well as the viral subtypes. Besides, by using several software, all
sequences were analyzed for determination of physicochemical analysis, B-cell epitopes prediction, T-cell and CTL epitopes prediction,
post modification, secondary and tertiary structure prediction. 30% of the patients had PI related drug-resistance mutations that the major
mutations were 26 (G —w) in 25% of patients and 76(D-S) which were seen in 10% of the samples. The majority of samples belonged
to subtype CRF35_AD. Furthermore, Several B-cell, T-cell, and CTL epitopes were recognized. Secondary and tertiary structures were
mapped for HIV integrase. The present study reports updates on the mutations related to RT resistance in Iranian HIV patients receiving
treatment which shows the new mutations rates in this population that highlight the importance of considering the periodic monitoring of
HIV resistance test in HIV infected patients as well as suggests somehow predictive information on the response to anti-RT drugs if they
will be considered in treatment regimen in HIV infected patients.

Keywords: HIV, Reverse Transcriptase, Drug Resistance
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Developing a Computer Program for the Calculation of Vaccine Potency Using NIH Test
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The calculation formulas in the Laboratory techniques in rabies 1996-4th ed W.H.O. book including the Reed-Muench or Spearman-
Karber methods for estimating LD50 and ED50 are complex and with varied conditions. Therefore, based on these variable conditions, the
estimation method and the effective parameters on the calculation formulas of these methods should be carefully searched and selected by
the operator. Then the insertion of numbers and variables have to do based on the relevant preconditions in these formulas. These issues are
effective in calculating the results so that they make errors even by the most experienced experts in computing. This Innovative software
is designed in Excel’s Environment and Interface using spreadsheets. The operator inserts only the first dilution and dilution factor of
the injected substance, and the number of survived and died mice of each dilution, based on the Format Conditions and Data Validations
defined for each cell of each page. In case of forgetting an effective parameter on the calculation, the program displays a cell color change
or an error message; in order to prevent and eliminate the human error in the calculation. All calculations are performed automatically based
on the conditions and variables and parameters affecting the choice of the method type and the method of calculation and results, precisely,
easily and quickly. Test validation is shown based on the automated analysis of the information entered in the worksheets on the test results
page. This software can also be used for statistical calculations of RFFIT, TCID50 and ABT tests.

Keywords: Relative Potency, Calculation, Vaccine, Mice, Validation, D50, TCID50, ED50, Automated
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Determination of Mutations Resistant to Antiviral Inhibitors in HIV Protease Proteins
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The emergence of resistance to antiretroviral drugs is the main problem to their long-term efficacy. It was described some
populations of drug-resistant variants present before therapy have been hypothesized to be an important cause of treatment
failure. Material and Methods: 30 Iranian patients infected with HIV were examined. RNA was used to amplify and sequence
the HIV protease gene; also, HIV viral load was determined for all samples. The sequencing results were used to be analyzed by
several reliable bioinformatics tools to determine the physicochemical properties, B-cell epitopes, post-modification changes,
and secondary/tertiary structures. Results: Several substitutions were observed in codons 152M, S102A, L1321, and S166A in
HIV patients. Interactions between references and sample sequences with available drugs showed that common mutations could
not have any striking effect on the energy value of the interaction. Furthermore, Several B-cell, T-cell, and CTL epitopes were
recognized. Secondary and tertiary structures were mapped for HIV protease. Conclusions: This study displayed resistance
mutations and genetic polymorphisms of protease region that are crucial in determining the efficiency of protease inhibitor class
of drugs in HIV infected patients as well as suggests somehow predictive information on the response to anti-protease drugs if
they will be considered in treatment regimen in HIV infected patients which shows the new mutations rates in this population
that highlight the importance of considering the periodic monitoring of HIV resistance test in HIV infected patients.
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Introduction Cryptosporidium infection is a serious threat for HIV/AIDS patients, causing severe diarrhea and even death. Prevalence
of Cryptosporidium in HIV/AIDS patients was calculated 8.69% with higher prevalence observed in individuals with diarrhea and
low CD4+ T-lymphocyte counts. AIMs Evaluation of prevalence of Cryptosporidium in HIV/AIDS patients in the last ten years.
Methods Data sources included scientific reviews and original research publications from different sites and journals such as : ncbi.
nlm.nih.gov/pubmed , scopus.com , blood journal etc. with key words: Cryptosporidium, Human immune deficiencies and AIDS.
Results Prevalence of Cryptosporidium in HIV/AIDS patients was 8.69%. Ten Cryptosporidium species and genotypes have been
identified C. hominis, C. parvum and C.meleagridis accounted for 93.53% of infections with C. hominis being the predominant
species. By contrast, other Cryptosporidium species and genotypes were only detected in a small number of cases. Five subtypes
of each of C. hominis and C. parvum have been identified by sequence analyses of the 60-kDa glycoprotein. Subtypes IIb, Ilc, and
IIe were responsible for 67% of C. parvum infections, suggesting that anthroponotic transmission plays a major role in infection.
Discussion Patients with CD4+ T-lymphocyte <50-100 cells/uL are at higher risk of developing extraintestinal infections, particularly
of the biliary, pancreatic and respiratory tracts. Cryptosporidium infections can cause acalculous cholecystitis, pancreatitis and
cholangitis. Conclusion Cryptosporidium infections in HIV/AIDS patients has been increasing over the past decades. A high burden
of Cryptosporidium is found in HIV/AIDS patients with diarrhea and low CD4+ T-lymphocyte counts.
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IL-6 174 G/C Polymorphism in Inflammatory Bowel Disease: A Systematic Review and
Meta-Analysis

Vahideh Takhviji 1 *, Bahman Razi 2
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The results of previous studies on the association between IL-6-174G/C (rs1800795) polymorphism and inflammatory
bowel disease (IBD), including Crohn’s disease (CD) and ulcerative colitis (UC) are not consistent. The present meta-
analysis has pooled all eligible studies to understand the relation between this gene polymorphism and IBD risk. A
structured search of Medline, EMBASE, and Scopus databases were performed to identify all eligible studies published
before June 2017. Odds ratio (OR) and 95% confidence intervals (Cls) were assessed applying fixed- or random-effect
models to evaluate the strength of association in recessive model, dominant model, allelic model, heterozygote contrast,
and homozygotes contrast. A sum of 9 articles with 1524 IBD cases and 1586 healthy subjects were included in this study.
No significant association between the IL-6 -174 G/C polymorphism and overall IBD susceptibility in any tested genetic
model was found. Moreover, in the subgroup analysis based on subtypes, the associations between the IL-6 174-G/C
polymorphism and CD and UC missed statistical significance. The current meta-analysis suggests that the IL- 6-174 G/C
polymorphism is not associated with IBD susceptibility. Further and comprehensive studies are necessary to warrant this
result.

Keywords: Interleukin-6, Polymorphism, Inflammatory Bowel Disease, Meta-analysis
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Rabies is a fatal, zoonotic and progressive neurological viral infection that is caused by rabies virus. Rabies virus is from
the genus Lyssavirus and family Rhabdoviridae. Rabies is one of the oldest and most terrifying diseases known to man.
Rabies is spread via bites from infected animals. Dogs are responsible for 99% of human cases. The key stone to control
of rabies is management of animals. Vaccination of dogs and cats, eliminating stray animals and public health education
are the components of animal rabies control. Preventive immunization is suggested by the WHO for the staffs involved
in working with materials that are infected or suspected. Three injections are included in the immunization protocol at
0,7 and 28 days. It's estimated that about 59000 people die from rabies each year. It means that one person every nine
minutes of every day; about half of them are children living in Asia and Africa. People continue to die from rabies because
it is neglected, the awareness of the disease is limited, the disease is uncontrolled in dogs, and people lack access to basic
medical care, such as PEP (post-exposure prophylaxis) , following an exposure. For the first time in history, the world has
a goal to eliminate human rabies deaths by 2030. International health organizations (WHO, FAO, OIE ,GARC( are now
united against rabies, with the knowledge, tools, and strategy to end the suffering inflicted by the disease. The global plan
presents a strategy to eliminate human deaths from dog-mediated rabies by 2030.
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Isolation and Evaluation of Antifungal Metabolites from Endophytic Fungi against Some
Pathogenic Fungi
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Antifungal activities of 24 endophytic fungal strains, were tested against C. albicans using a visual agar plate assay
method. Endophytic fungus F-12-BSU, with the highest antifungal activities, was identified using ITS1/4 sequencing
and cultured on potato dextrose broth medium for 21 days at 26°C. The culture filtrate was extracted using methanol,
ethanol, and ethyl acetate, water and concentrated by a rotary evaporator. Antifungal susceptibility testing against C.
albicans, tropicalis,. glabrata, C. neoformans, A.fumigatus, A. flavus, T. rubrum, and T. mentagrophytes was performed
by CLSI microbroth dilution method Results: The results of ITS sequencing led to the identification of A. aculeatus as
an endophytic fungus (F-12-BSU). Regarding the minimum inhibitory concentration (MIC), methanolic extract showed
the MIC50 and MIC90 values of 0.32 and 0.64 pg/ml against C. albicans, respectively. Meanwhile, fluconazole had
the MIC50 value of 2 ug/ml against this Candida species. Furthermore, C. tropicalis. glabrata,. krusei had the MIC50
values of 0.01, 0.04, and 0.032 pg/ml, respectively, compared to fluconazole with the MIC50 values of 4, 16, and 16 pg/
ml. Filamentous fungi of A. fumigatus and A. flavus had the MIC50 values of 0.32 and 0.08 pg/ml, respectively, while
fluconazole had the MICS50 values of 128 and 64 pg/ml, respectively, against these species. Additionally, C neoformans, T.
rubrum, and T. mentagrophytes with the MIC50 value of more than 5 pg/ml had the highest MICs against the crude extract
of endophytic fungus, compared to fluconazole with the MIC50 values of 8, 4, and 8 pg/ml, respectively.
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New Serological Method for Diagnostic of Brucellosis by Gel Chromatography
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Abstract In this study, the total amount of antibody against brucellawas measured in the serum samples of patients with
brucellosis by gel chromatography & direct agglutination technique. after adding the serum sample & antigen to the
micro column,In the presence of anti-brucella antibodies in the unknown serum sample, the agglutination reaction with
Brucella antigen (Brucella abortus killed and colored with Rose Bengal) creates a pink-colored loop on the surface of the
gel. In the absence of antibodies in the sample, the antigen Moves to the bottom of the column. This method has been
used to accelerate the immunological reaction and increase the flow rate of the gel through centrifugation. It is also used
to determine the presence of incomplete antibodies with anti-human globulin on the gel bed. In cases where the colored
loop due to the antigen and antibody binding is formed on the gel, the serum sample should be prepared in serial dilutions
and this experiment is repeated with diluted serum samples. The last dilution of the serum, which creates a pink ring
on the gel, is the serum sample titration value. This test perform in 25 minutes, which is much faster in compare with
the old methods, which is take 48 hours. Comparison with other serological methods shows the satisfaction degree of
sensitivity(96%) and specificity(97%).
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Cyclic peptides are cyclic compounds formed mainly by the amide bonds between either proteinogenic or non-
proteinogenic amino acids. This review highlights the occurrence, structures and biological activities of fungal cyclic
peptides (excluding cyclodipeptides, and peptides containing ester bonds in the core ring). About 293 cyclic peptides
belonging to the groups of cyclic tri-, tetra-, penta-, hexa-, hepta-, octa-, nona-, deca-, undeca-, dodeca-, tetradeca-, and
octadecapeptides as well as cyclic peptides containing ether bonds in the core ring have been isolated from fungi. They
were mainly isolated from the genera Aspergillus, Penicillium, Fusarium, Acremonium and Amanita. Some of them
were screened to have antimicrobial, antiviral, cytotoxic, phytotoxic, insecticidal, nematicidal, immunosuppressive and
enzyme-inhibitory activities to show their potential applications. Some fungal cyclic peptides such as the echinocandins,
pneumocandins and cyclosporin A have been developed as pharmaceuticals.

Keywords: Cyclopeptides, Fungi, Biological Activities
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Background: Herpes simplex Virus type 1 (HSV-1) is an enveloped DNA virus that can cause lytic and latent infection.
HSV-1 infection in the cornea could lead to blindness and it is much more considerable in immunocompromised patients
.MiRNAs negatively modulate gene expression at the post-transcriptional level and are known to be involved in the cross-
talk between the host and virus. Purpose and necessity of research: acyclovir has been used to reduce the manifestations
caused by HSV-1 infection. growing evidences of acyclovir resistance in HSV-1 strains can obviously show the urgent
need for an alternative treatments. Previous work has shown that mir-101-2 expression may play a role in the HSV-1
infected cells. In this study we transfected synthesized mimic hsa-miR-101-1 and miRNA control (mock) to HSV-1
infected Hela cells to observe their effect on the viral replication. Methodology and results : Using a standard plaque assay
and real-time PCR method, we showed that comparing to the cells transfected by virus or mock , Hela cells transfected by
hsa-miR-101-1 produce less viral progeny and express less cytopathic effect without affecting cell viability (determined
by the MTT assay). different concentrations of miRNA were used in the experiment and the dose-dependent manner of
the miR-101-1 effect was indicated. discussion: This study provides novel insight into host-virus interactions in HSV-1
infection and may contribute to the development of antiviral therapeutics.

Keywords: HSV-1, MicroRNA, Hsa-MiR-101-1, Antiviral Therapy
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Background: AIDS is One of the major ways of infecting infants is through the mother’s transmission of the virus.
According to the statistics provided without preventive measures, the probability of transmission from the infected mother
to the infant is about 15-45%. that can infect their children when they are pregnant and not receiving preventive measures.
The Purpose and Importance of Research: According to above-mentioned the prevalence of this infection in Dezful has
not been investigated, it was considered necessary to determine the prevalence in pregnant women. research method:
In this cross-sectional study, blood samples from pregnant women who were referred to Dezful Hospitals in 2017 for
delivery were used. 2473 samples were obtained by available sampling method and demographic data were collected
through interviews. The HIV status was measured by the Rapid Test, and positive samples were sent to the University
Reference Laboratory for further testing of ELISA and Western Blot. Results: A total of 2473 cases were investigated.
Five cases of HIV were reported and the infection was confirmed in two cases (0.0008%). Discussion and conclusion:
Based on the results of this study, we do not recommend screening HIV in any pregnant woman in this area. HIV testing
is recommended only for people with risk factors.
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Introduction: Hepatitis C virus has a high genetic variation. Hepatitis C infection in HIV-infected people and injecting drug
users is one of the most important problems that causes liver damage and death. The aim of this study was to determine
the frequency of hepatitis C virus genotypes in HCV-HIV co-infected individuals referring to Isfahan Counseling Center
for Behavioral Illnesses in 1396. Materials and Methods: This study is a cross-sectional study. A total of 45 patients
with HCV serology results and RT-PCR were positive for HCV-HIV co-infection and studies were examined. The viral
load and genotyping hepatitis C patients were examined by Real time PCR. Results: In this study, 45 positive C-positive
bacterial viral infections were confirmed by RT-PCR. The most common genotype in patients with HIV-HCV genotype
was 1 (25%). Conclusion: Considering the large geographic extent of Iran and the impact of neighboring countries on
the frequency of different HCV genotypes in adjacent regions, it seems that there is a diversity of hepatitis C genotypes
in different regions of Iran and also considering the importance of the infection. With HIV and the need for appropriate
treatment for hepatitis C, it is wise to look at the genotype before hepatitis C is started.
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Background:Leishmaniasis is prevalent world wide: ranging from south east Asia, Indo-Pakistan, Mediterranean, north
and central Africa, and south and central America. Three clinical forms of leishmaniasis: Cutaneous, Mucocutaneous
and Visceral leishmaniases. It was caused by Leishmania (L.)Infantum and L. donovani, one of WHO targeted parasitic
diseases.The aim of this study Preparation of monoclonal antibody against antigens proastigote of L. infantum to use in
diagnosis of visceral leishmaniasis. Methods : Standard strains were cultured and proastigote amastigotes antigens of L.
infantum were obtained. Immunization of Balb/c mice and determining of antibody titer were conducted. For hybridoma
cell formation, Isolated lymphocyte cells from spleen of immunized mice and myeloma cells were fused in the rate of
10 to 1 ratio at presence of polyethylene glycol and limiting dilution method was applied for monoclone determining.
Positive hybrids in HAT medium were identified with ELISA and subsequently subcloned and isotypes were determined
with Sigma isotyping kit. Results: We have identified 15 positive hybrids that recognized whole and freeze-thawed
L.infantum promastigotes. Isotype of antibody was IgG,IgA. Conclusion:This study produced monoclonal antibody
against promastigotes of L. infentum. It seems that these antibodies have appropriate reactivity against of promastigotes
L. infentum and could be used in tests for diagnosis of visceral leishmaniasis , it would be a preferred method for
characterization of promastigotes.
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Background and Aim: Anthrax is one of the most important zoonotic diseases in the world that it has been caused by
Bacillus anthracis. Nowadays, different vaccines are available to protect against this disease which they are based on 34F2
strain (spore-forming). In order to investigation of the humoral immunity in infected or vaccinated animals, a fast and
reliable serological test should be developed. In this study, the humoral immune responses of vaccinal and acute strains of
Bacillus anthracis have been investigated.Methods: Two different vaccinal and acute strains (34F2 and 17jb respectively)
of Bacillus anthracis has been cultured on blood agar medium. Different amount of bacteria was injected to rabbit for three
times. The levels of specific polyclonal antibody have been measured by homemade indirect ELISA method.Results: The
results indicated that antibody levels were increased after first immunization and reached to its highest levels after 30
day (p<0.05). The levels of antibody has no significant difference between vaccinal and acute strains (p>0.05). The best
responses were observed in animals who injected by 5x105 bacteria. The 17jb strains have been noted as best antigen for
ELISA method based on this study. Conclusion: In this study polyclonal antibody against both acute and vaccinal strains
were produced which was detected by ELISA method. Furthermore, the produced antibody could be purified and used for
next diagnostic studies.

Keywords: Bacillus Anthracis, Antibody, 17jb, 342, ELISA
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Introduction: The diagnosis of hydatid cyst is always been a complex issue and in most of the cases it can only be confirmed
by histopathology after its surgical removal. In histopathology of hydatid cyst, the observation of protoscoleces in tissue
section is the main key for certain diagnosis. We aimed to suggest an easy, cheap, convenient way to confirm hydatid cyst by
microscopic examination of hydatid fluid sediment rather than histopathology. Materials and Methods: In a cross-sectional
study 44 surgically removed liver hydatid cysts were collected from human patients referred to Alzahra Hospital, Isfahan,
Iran. The hydatid fluid was centrifuged and the sediments were examined for the presence of protoscoleces. Results: All 44
(100%) studied liver hydatid cysts were fertile and had protoscoleces in large number. Protoscoleces could be confirmed easily
by 10X objective using a light microscope. Similar findings can be seen from all over the world by reviewing the literature.
Conclusion: Based on the results of the present limited study, microscopic analysis of hydatid cyst fluid sediment under a
microscope, instead of a time-consuming histopathologic method, hydatid cyst can be easily confirmed. The authors suggest
that there is no need for histopathology for cystic lesions suspected to be hydatid cyst in the first place and in the cases which
protoscoleces are not observable by microscopic examination, histopathology can also be performed as the routine. This
method can be done in an incredibly short time, with minimal cost and with the highest accuracy.
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Promoters in Genetics are part of the DNA that makes transcription .E.coli Control the promoter activity. By systematic review, the
information source Sid and the search in google scholar. The criteria for entry of articles included year 2010 -2018 In the case of strong
expression of a cloning gene that not only has no role in growth, but may even be harmful and the bacterium doesn’t grow well. In
such case, the cells that have lost the plasmid and those whose plasmids have changed, they will have a competitive advantage and
ultimately the population prevails. So, it’s better to have the promoters manageable. Based on these studies, controllable promoters
used in E.coli,pLac (from the lactose operon), pTrp (from the tryptophan operon), and Lamda pL and Lambda pR (from the
lambda phage). Comparing these three promoters, the drawbacks of pLac are that, in the non-induced state, a significant amount of
transcription occurs (to solve this problem, this promoter is usually used in the presence of a high-performance, mutated version of
the lac repressor).Of course,it’s benefits is easy to induce. The disadvantage use of Lambda promoters is that inducing them requires
the thermal deactivation of an interfering mutated protein (the rapid increase in temperature of the fermentation reservoirs may not
be easy), and the advantage is that in Unauthorized state has a trivial transcript. The use of controllable promoters used in E. coli
produces optimal protein, due to its reactivity with specific antibodies are identified.

Keywords: Promoter, Controlled, E.coli
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Second-Line Drug-Resistance among First-Line Drug-Resistant-Mycobacterium Tuberculosis
Isolates in Patients from Central Regions of Iran
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Introduction: First-line antibiotics are the standard and effective treatment regimen for patients with tuberculosis. In the case
of first-line drugs resistance, second-line drugs may be prescribed. The aim of the present study was to evaluate the second-
line drugs resistance among first-line drugs resistant-Mycobacterium tuberculosis isolates in Isfahan. Materials and methods:
Thirty-two first-line drugs resistant isolates were collected from 2014 to 2017 from tuberculosis patients of central regions of
Iran who were referred to Mollahadi Sabzevari Tuberculosis Center in Isfahan. Anti-tuberculosis drug susceptibility testing
(DSt) was performed according to the World Health Organization guidelines. DSt for the first-line drugs and second-line
drugs (SLID) was performed using the proportion method on the Lowenstein—Jensen medium.Results: Among 32 collected
isolates 22(68.75%), 13(40.6%) and 3(9.3%) isolates were resistant to isoniazid, rifampin, and ethambutol, respectively.
Also, 6(18.75%), 7(21.8%) and 18(56.25%) out of 32 isolates were multi-drug resistant (MDR), rifampin resistance (RR)
and mono-resistance (INH or EMB) respectively. SLID was only performed on 13 MDR and RR isolates. Considering
second-line drugs susceptibility test, out of 13 MDR and RR isolates, 13 (100%) were resistant to capreomycin, 13(100%)
were resistant to kanamycin, 5(38.46%) were resistant to amikacin and 1 (7.9%) was resistant to ofloxacin. Conclusion:
According to the results of the present study, second-line drug resistance among M. tuberculosis isolates is high and alerting
in central regions of Iran, especially against capreomycin and kanamycin. However, with no extensively drug-resistant
isolate, there is still hope for the treatment of patients refractory to the first line drugs.

Keywords: Tuberculosis, Drug Resistance, Iran, Mycobacterium Tuberculosis
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Aspergillus spp are the most important fungi in the environment that have a high viruance in immunocompromised patients. In clinical
isolates, voriconazole was active against more than 95% of Aspergillus isolates. This conventional drugs have some limitations for
maximum effect in patients so Nano-materials were designed in order to have effect in greater therapeutic effect and lower toxicity.
In this study we Comparison between voriconazole and nano gel of voriconazole on A.flavus isolates.Materials and methods:
Antifungal susceptibility test for 30 isolates of A.flavus according CLSI-M38A method was perform for voriconazole and Nano gel
form. Characterization of Voriconazole Nanogel such as particle size, zeta potential and drug loaded of Nanoparticle was determined.
Results: The MIC for voriconazole was 0.25-4 pg/ml. Compared to the reference strain, 93% (28 cases) of A.flavus strains were in the
standard range. MIC range obtained for Nano-voriconazole was 0.0625-1 pg/ml that compared to the reference strain, 100% (30) of
A flavus studied were in the standard range. The size of particle, zeta potential and drug loaded was 177425.87nm, 30.842.48 pV and
93.67+4.30%,respectively.Conclusion: The results of antifungal susceptibility test suggest that Nanogel of voriconazole show better
efficacy than the common drug voriconazole because of the unique features mentioned.

Keywords: Aspergillus, Voriconazole, Nanoparticle, Antifungal Susceptibility Test
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Seroprevalence of Cystic Echinococcosis among Suspected Cases Referred to Health Centers
Southwest Iran, and Post-Treatment Serologic Follow Up
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Introduction: Cystic echinoccocosis (CE) is a zoonotic disease caused by the larval stages of Echinococcus granulosus.
Aims: The current study aimed to determine the prevalence of hydatidosis in Khuzestan province and evaluate the
antibody changes in infected individuals after treatment. Settings and Design: 454 sera (292 females and 162 males) were
collected from individuals with clinical signs and suspected CE referred to health centers during 5 years (from 2013 to
2018). Demographic data such as age, gender and history of disease were recorded. Methods and Material: These sera
were evaluated for anti-hydatid cyst antibodies by ELISA assay using antigen B. Statistical analysis used: All statistical
analyses were carried out using SPSS software ver. 24. Results: Among the 454 evaluated cases, antibody against CE
was detected in 184 (40.52%) patients including 115 (62.5%) female and 69 (37.5%) male. People age ranged from 8-97
years, the highest rate of prevalence to hydatid cyst was observed in age group 40-49 years. Liver was the most infected
organ (76.63%). Relapse of CE occurred in 23 of patients. In the majority of patients the antibody decreased, while in the
number of patients the antibody increased in the post-treatment follow up. Conclusions: Current study indicated the high
prevalence of hydatidosis in Iran and high rate relapse after treatment in the patients observed. Therefore, long periods and
regular follow-up of patients after treatment is necessary and for these monitoring, antibody assay can be an appropriate
method.

Keywords: Cystic Echinococcosis, Hydatid Cyst, ELISA, Iran, Antibody Detection
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The aim of this study was to isolate urinary Pseudomonas aeruginosa , their Alginate, biofilm formation and antimicrobial
susceptibility pattern among inpatients in Tehran. urinary inpatients samples were collected from April to January 2018.
In total, 22 Pseudomonas aeruginosa isolates were obtained from the Urin samples. Urine samples were collected from
patients and processed using a standard bacteriological protocol for isolation and identification. Evaluation of in vitro
Alginate, biofilm formation and antimicrobial susceptibility pattern of Pseudomonas aeruginosa was done using microtiter
plate and disk diffusion method. Data were cleaned and entered into SPSS analysis. In total from 22 Pseudomonas
aeruginosa isolates were (1022) %45strong (522) %227 moderate (722) %318 weak biofilm formation and %36.4
concentratio alginate less than 400 pgml 36.4 concentratio alginate between 400 to 700 400 ugml, %27.2 concentratio
alginate more than 700. in total 22 Pseudomonas aeruginosa isolate %27 pipracilin, %22 ceftazidime, %27 azoteronam,
%14 imipenem, %41 gentamicine, %40 Amikaci, %31 ciprofloxacin, %31 ofloxacin, were resistant.

Keywords: Alginate, Biofilm, Paseudomonas Aeruginosa
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Epidemiological Study of Pediculosis in Infected Patients in Isfahan Health Centers 95-96
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Introduction: Pediculosis is an externally mandated human parasite with a worldwide prevalence. This contamination
is common in many developing countries, including Iran. This contamination causes serious health problems in many
societies, especially in schoolchildren. The aim of this study was to evaluate the prevalence of pediculosis in patients health
centers in Isfahan province is 95-96. Materials and Methods: This is a descriptive cross sectional study. A total of 1338
pediculosis-infected patients referred to health centers in Isfahan province were evaluated. All data was analyzed using
SPSS-20 software. Results: of of 1338 patients referring to Isfahan health centers, 518 cases (37.7%) of head pediculosis,
411 cases (30.8%), pediculosis and 409 cases (30.5%) of pediculosis were reported. The highest prevalence of infection
in Lice in the head area is 37.7%. Discussion: Given the high percentage of pediculosis in the head, it is recommended
that basic measures be taken in the area of personal and social health promotion as well as awareness raising. Therefore,
health education and awareness raising of these individuals is very important for school health educators.

Keywords: Pediculosis, Health Centers, Isfahan, Prevalence, Contaminated
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The Prevalence of Intestinal Parasites among Individuals Referring to Peymanieh Hospital of
Jahrom During 2016-2017

Afife Ramezani *, Salar Maani, Razie Fazel
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Background: Intestinal parasitic infection is one of the most common infectious diseases in the world, which includes
worms and protozoan infections. This study deals with the prevalence of intestinal parasites among individuals referring
to the lab of Peymanieh hospital in Jahrom during a tow-year period. Materials and methods: In this cross-sectional
descriptive study, the parasitological results of 7678 people from 2016 to 2017, with their biographical data (gender,
age, etc.) were obtained from existing records. The data were analyzed by SPSS17 software. Results: Of the 7678,
92 (1%) cases included 47(51%) men and 45(49%) women were infected with intestinal parasites. The most common
parasites were Giardia lamblia (83.4%) with 85.9% prevalence among infected males and 81.2% among infected women.
Summer season with 28 cases (30.43%) showed the highest infection among seasons. In this study, the highest parasitic
contamination was observed in the age group of 2-11 years old (28.3%) and the lowest parasitic infection was in the
age group of 62-71 years old (1%). Conclusion: Despite the provision of health care services in the country, parasitic
infections are one of the health problems affecting the health of individuals, especially children. Improving the current
situation requires more effort.

Keywords: Prevalence, Intestinal Parasites, Jahrom
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Aims: The antibiotics resistance and the presence of integrons among phylogenic groups of uropathogenic Escherichia coli
(UPEC) were investigated. Methods: In total, 176 UPEC isolates were collected. The disk diffusion method was used for
antibiotic susceptibility testing. Phylogenetic grouping and the presence of integron-associated genes (int) were detected
by the PCR. Results: All isolates were carbapenem and fosfomycin resistant. One hundred and forty isolates (79.5%) were
multi drug resistant (MDR). A high prevalence of resistance was observed to trimethoprim/ sulfamethoxazole (96.9%),
ampicillin (85%), trimethoprim (80.1%) and cefazolin (79.6%). B2 is the most prevalent phylogenic group. Class I
was the most common (63.6%) class of Integrons. One hundred thirty-five (76.7%) of isolates had at least one class of
Integrons. MDR isolates were observed to be significantly with class I integrons. MDR were detected more common with
the phylogenic group D (82%). The incidence of class I integrons was higher among MDR isolates of the phylogroup B1.
This pattern may be due to other mechanisms of resistance such as the overproduction of the efflux pumps. Conclusion:
Our results show a significant association between MDR and the presence of class I integron. We conclude that class 1
integron plays a significant role in the expansion of MDR UPEC, particularly among the phylogroup B1.

Keywords: Integrons, Multi Drug-Resistant, Phylogenetic Groups, Uropathogenic Escherichia coli
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Aims: The objective of the current study was to study the cotrimoxazole resistance frequency and the detection of the
integrons incidence among Enterobacteriaceae isolated from UTIs. Methods: The midstream urine specimens of patients
with UTIs were inoculated on the plates and isolated bacteria identified by the standard microbiological methods. The
susceptibility testing was carried out by the disk diffusion agar and the agar dilution method. The integron associate
integrase (int) genes and cotrimoxazole resistance genes were detected by the PCR. Results: In the present study, 219
Enterobacteriaceae were isolated. The highest frequency of resistance was found to be against cotrimoxazole (96.8%)
and low frequency of resistance was observed against carbapenems (3.2%). The frequency of sull, sul2, sul3 and dfrA1l
were 70.8%, 40.2%, 4.6% and 35.2%., respectively. intl and int2 were detected in 73.1%and 12.8%, respectively, and
int3 was not detected. Conclusion: Cotrimoxazole is not suitable for antibiotic therapy of UTIs in in Northwest Iran. The
horizontal spread of class I and II integron play a significant role in the increase of cotrimoxazole and multidrug-resistant
Enterobacteriaceae.

Keywords: Enterobacteriaceae, Integron, Cotrimoxazole, Resistance
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Background: The molecular epidemiology and carbapenem resistance mechanisms of Pseudomonas aeruginosa from burn
patients were investigated. Methods: Thirty-eight P. acruginosa was isolated from burn patients. The disk diffusion and MIC
determination were used for antibiotics susceptibility. AmpC detected by the phenotypic methods. The carbapenemase genes were
detected by the PCR. Real-Time PCR was performed for the expression of OprD and mexAB efflux pumps. Random Amplified
Polymorphic DNA Typing (RAPD-PCR) was performed for the genotyping of carbapenem-resistant isolates. Results: According
to the MIC a high level of resistance were observed to all classes of antibiotics except colistin. Twenty-Four isolates (63.15%)
as carbapenem-resistant P. aeruginosa (CRPA). Several mechanisms of resistance were observed including carbapenemase
production (8.4%), overexpression of AmpC (25%), and decreased expression of OprD (75%). Overexpressed efflux pumps
were detected in 19 (79.1%) of CRPA by the phenotypic assay or Real-Time PCR (overexpression of MexB). The resistance to
carbapenem was multifactorial in most cases (58.3%). The RAPD genotyping revealed different patterns with 9 clusters (A-I).
Conclusions: According to our results the prevalence of CRPA is at an alarming level in Azerbaijan, Iran. Our results did not
demonstrate an epidemic clone. The most common mechanism of carbapenems resistance was decreased expression of OprD.
Therefore, we suggest reconsideration in the management program of burn patients caused by CRPA in our setting.

Keywords: Burn, Carbapenems, Epidemiology, Pseudomonas Aeruginosa
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Background: Ascites are the volume of fluid in the abdominal cavity is at least 500 ml or more. Pleural effusion, increased
fluid in the adrenal gland, is one of the common disorders that can have different causes, such as ascites. For etiological
studies and the selection of appropriate therapeutic methods, various biochemical, cellular and microbial tests are performed
on fluids so in this study, the causes of ascites and pleural effusion in the hospitals of Bushehr city were identified.
Methods: in this cross sectional descriptive study, all of cytological, biochemical, bacterial and cell count experiments
were collected during 1394-1396. For data analysis Excel v.10 were utilized. Result: This study was performed on 321
Ascites and 344 pleural effusion in Bushehr Persian Gulf Hospital. Experiments showed that the cause of ascites were
bacterial infections (25%), neoplasm (23%), liver disorders (15%), tuberculosis (12%), heart and kidney disease (9%),
trauma (4%) and chlamydia (2%) respectively. Also cardiovascular diseases (27%), bacterial and chlamydial infections
(14%), tuberculosis (13%), neoplasm (11%), liver disorder (10%), kidney disorders (9%), trauma (3%) and other reasons
caused to fluid accumulation in the peripheral space (pleural effusion). Conclusion: The present study showed that the
most common cause of ascites and pleural effusion were bacterial infections and cardiovascular diseases respectively.
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Background: This study was evaluated by the presence of pelA and pslA genes, antibiotic resistance patterns and the
association of biofilm formation with resistance to antimicrobial agents. Methods: Eighty P. aeruginosa isolates were
isolated and identified by the phenotypic approach. The antibiotic susceptibility pattern was determined by the disk
diffusion agar method. The micro-plate was used for quality detection of biofilm formation ability. DNA of P. aeruginosa
was extracted and pslA and pelA genes were detected by the PCR. Results: Thirty-eight of 80 isolates were biofilm forming
by micro-plate assay. In the present study, 23.8% and 30% all of the isolates had the pelA and pslA genes, respectively.
High frequency of resistance was observed in fluoroquinolone, cephalosporin and carbapenem and multidrug-resistant
was detected in 85% of the isolates. Conclusion: The rates of antibiotic resistance among clinical isolates of P. acruginosa
were high and bacteria growing in biofilms are more resistant to antimicrobial agents. We were considered pelA and pslA
genes as a biofilm-formation marker of P. aeruginosa isolates. There were relationships between virulence genes, biofilm—
forming, and antibiotic resistance.
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Background & Aims: Quorum Sensing (QS) is referred to as an intercellular communication mechanism by which empower
the bacteria to produce virulence factors and biofilm formation. Plants are important sources of organic compounds which
are capable to decompose AHL molecules and manipulate bacterial quorum sensing. The main purpose of the study was to
investigate the relationship between the effect of phytochemical compounds with anti-quorum sensing properties against
the expression of ica operon in isolates of Staphylococcus aureus. Materials & Methods: In this research, 10 clinical
isolates of Staphylococcus aureus were identified through molecular method (NUC). Additionally, four plant species
were evaluated to screen their impacts against biofilm production and quorum sensing activity in bacterial isolates. All
isolates were performed for the presence of ica genes by PCR method and to evaluate the biofilm production of isolates
by Microtiterpolite method. Results: The results showed that out of the four herbals examined, Juglans regia extract
possessed anti-quorum sensing, anti-biofilm, and anti-microbial activities. Furthermore, it was significantly inhibited
the formation of biofilm in clinical isolates of Staphylococcus aureus, besides, decreasing the production of violacein in
the Chromobacterium violaceum CV026. Conclusion: Todays, in accordance with multi-drug resistance, active phyto-
compounds existing in leaf extract could be considered as non-synthetic drugs in the prevention and treatment of bacterial
chronic infections.
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Over one-third of the world’s population are seropositive for Toxoplasma gondii.One of the important traits of T.gondii is its
ability to alter and manipulating the behavior and personality of its intermediate host. In this study,we aimed to investigate
whether T. gondii has any role in Schizophrenia by measuring serological and molecular techniques. In this case-control study
which were conducted from March 2018 to November 2018 in Jahrom, Iran, 60 schizophrenic patients & 60 matched (age &
sex) healthy people were participated.Anti-Toxoplasma antibodies(IgG,IgM) status was determined in all serum samples, using
ELISA technique. In addition, Polymerase Chain Reaction (PCR), targeting a 529 bp fragment of T. gondii was performed on
the group of case & control’s buffy coats for Toxoplasma DNA detection. Data were analyzed by Chi-square test and Logistic
regression by SPSS17 software.55% (33/60) of case-group (11.7% IgG+lgM+, 40% IgG+IgM-, 3.3% IgG-IgM+) and 35%
(21/60) of control-group (only IgG+IgM-) were positive for anti-Toxoplasma antibodies by ELISA (OR = 2.270; 95% CI =
1.088- 4.733; P = 0.028). T. gondii DNA was found in 25% (15/60) of case-group and 8.3 %(5/60) of control-group using the
PCR (OR =3.667 ; 95% CI = 1.238-10.863 ; P=0.014).Our results revealed that there is a significant difference in prevalence of
T. gondii infection according to ELISA and PCR methods between case and control groups. We observed that the rate of T. gondii
infection using by ELISA and PCR was 2.27 and 3.667 times higher in the case than the control group, respectively.
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Background: brucellosis are common zoonosis that affect many species of mammals mostly causing economical losses. Further, very
important fact is huge danger for human and animal health around the world. The purpose of the study is to Evulation prevalence of
Brucella spp. And polymerase chain reaction (PCR) method, in blood samples collected from cattle, sheep and goats. Methods: In
this study, a total number of 170 blood samples (5 cc of blood) were collected randomly from 5 Slaughterhouses located on southern
provinces, Iran. After DNA extraction and setting of PCR for Brucella spp, PCR products were screened. Results: The DNA of these
microorganisms was detected by PCR from 5 Slaughterhouses, respectively. 14 of 170 The cattle blood samples from were positive
for Brucella spp. Out of 100 sheep blood samples 11 were positive for Brucella spp. Conclusion: The results of the present study show
ruminant as an important reservoir for transmission of these zoonotic diseases to humans in Iran. Molecular methods like PCR has the
ability to concurrently detect both Brucella species from blood samples of ruminants. The convenience and the possibility of detection
of both bacteria at a time, strongly support the use of this PCR for routine diagnostics.
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Pseudomonas aeruginosa in one of the most pathogens causing nosocomial infection and capable of causing human
infection in various sites due to its virulence factors. multidrug resistant in Pseudomonas aeruginosa is one of the
serious global challenge in healthcare. the microtiter-plate method is one of the most frequently used techniques for
quantifying biofilm formation, an important indicator for the pathogenicity of Pseudomonas aeruginosa. Twenty-four
strains of Pseudomonas aeruginosa were used in this study. Twenty-two clinical isolates and two reference strains, PAO1
Pseudomonas aeruginosa and 8821 Pseudomonas aeruginosa. Three wells of a sterile 96-well flat-bottomed plastic tissue
culture plate with a lid were filled with 200 ml of bacterial suspension each. Negative control wells contained broth
culture (like MHB). The plates were covered and incubated aerobically for 24 h at 37°C. Then, each well was washed
three times with 250 ml of sterile physiological saline. The plates were vigorously shaken in order to remove all non-
adherent bacteria. The remaining attached bacteria were fixed with 250 ml of 99% methanol per well, and after that 15
min plates were emptied and left to dry. Then, plates were stained for 5 min with 0.2 ml crystal violet. stain was rinsed
off. At the end the plates were air dried, The OD of each well was measured at 570 nm. almost all tested strains produced
biofilm. In clinical isolates 11 strong, 5 moderate,7 weak biofim and 1 non-adherent.

Keywords: Biofilm Formation, Pseudomonas Aeruginosa, Microtiter-Plate
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Protection Induced by Leishmania Major Antigens and the Imiquimod Adjuvant
Encapsulated on Liposomes in Experimental Cutaneous Leishmaniasis
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Background: There is a need for new, effective, and less expensive and toxic treatment for Leishmaniasis. It seems that the
use of a suitable adjuvant and a delivery system is effective in inducing immune reactions for protection. Liposomes can be
applied as immunoadjuvants to trigger immune reactions to different antigens. The adjuvant effects of imiquimod using DSPC
liposomes containing SLA (soluble Leishmania antigens) were studied on the type and intensity of the produced immune reaction
to the challenge of Leishmania major in BALB/c mice. Materials and Methods: Liposomes were produced by the lipid film
procedure. BALB/C mice were immunized subcutaneously, three times at 2-week intervals and with various formulations. Lesion
development and the parasite burden in the spleens and feet after the challenge with Leishmania major, Th1 cytokine (IFN-y),
and the IgG isotype titration were assessed to evaluate the induced immune reaction and the protection level.Results: The group
of mice immunized with Liposome DSPC +Imiquimod +SLA revealed less severe footpad swelling, being significantly different
(P<0.05) from other groups. A higher level of IgG2a and IFN-y secretion was observed in the mice immunized with Liposome
DSPC+Imiquimod +SLA than the control group.Conclusion: These observations imply that the DSPC liposome containing
imiquimod induces the Th1 immune response that is protective against the challenge of Leishmania major.

Keywords: Liposome, Imiquimod, Immune Response, Leishmania Major
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Production of Large Numbers of Toxoplasma Tachyzoites for Use in Toxoplasma Diagnostic
Tests

Ali Mirjalili 1 *
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Pishtazteb Diagnostics
ali_mirjalili@yahoo.com

One-third to halfofthe world’s population is infected by Toxoplasma and its diagnosis in human and animals is of utmost importance.
Different immunoassay tests such as Sabin Feldman dye test, Indirect Inmunofluorescence (IIF) & ELISA, etc., are used for
laboratory diagnosis in which the main antigen component is toxoplasma tachyzoite Objective: To study the different conditions
for mass production of parasitic tachyzoites for use in diagnostic kits Method: In this research, three cell lines of Vero, Hela, and
J774 were used for propagation of the parasite. Once cell proliferated, the parasite was inoculated into flasks. After incubation,
various types of conditions including temperature reduction, decrease Fetal Calf Serum (FCS) and the change in the number
of parasite inoculant was considered for parasite growth. The final tachyzoites were used for ELISA and immunofluorescence
tests compared to control. Results: This study showed that the best cell line is the Vero cell line. Also reduced FCS of culture
medium and the increased number of inoculated parasites cause a significant increase in parasites. In developed immunoassay
tests, obtained tachyzoites also had comparable results with commercial controls. Discussion: In this research, we succeeded in
producing large quantities of Toxoplasma tachyzoite. By reducing medium FCS and increased the parasite ratio to the cell, which
ultimately did not even require parasite purification. Use of these antigens in comparison with the commercial kit, both in the
ELISA and in the immunofluorescence tests, showed quite acceptable results.

Keywords: Toxoplasma, Tachyzoite, Antigen Production, Immunoassay Tests
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Investigation of Bacterial Agents in Post-Burn Infections in Hospitalized Patients in the Burn
Section of Khatam Hospital of Zahedan in 1394
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Background:. Awareness of effective microorganisms in the spread of infection and their antibiotic susceptibility is effective in
preventing and correcting and correct infection. Materials and Methods: In this descriptive-analytical study, 60 hospitalized patients
in the burn section of Khatam Zahedan Hospital were selected. Data collection was done by recording data on demographic
characteristics a biographies, a record of laboratory results, a daily clinical examination, and assessing the status of patients in order
to find signs and symptoms of infection. Surface crop cultivation of patients was studied. The data were analyzed by SPSS 15 and
analyzed by chi-square test. Results: In this study, 50 samples (83.3%) of the patients with positive culture were burnt. The most
common bacteria in infections were pseudomonas. In this study, there was a significant relationship between wound infections with
percentage and degree of burn (P<0.005). Also, in infected patients, infection was less rapid in comparison with urban patients.
There was no significant relationship between sex, age and age. Conclusion: The importance of clinical diagnosis of Pseudomonas
in the development of infection of burn wounds and their resistance to most antibiotics indicates the necessity of using appropriate
methods in preventing and minimizing the spread of infection in patients with burns. Also, the results of these studies showed that
due to the high incidence of hospital infections in the burn area, the use of new methods to prevent and transmit infectious agents
and the use of effective antibiotics in treatment such as amikacin and gentamicin is inevitable.

Keywords: Microbial Agents, Infection, Burn
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Objectives: Recently, a growth in the spread of fungal palatal infections was seen and they appear to be associated with the
increasing antibiotic usage, especially in HIV-infected patients. In spite of the drug resistance of azoles in oral candidiasis in HIV-
Patient that are used and they are primary and public treatment. it is intriguing that High-Resolution Melting Real-time (PCR-
HRM) makes up a basic, fast, careful, and closed-tube technique with the susceptibility for the single-nucleotide difference. The
purpose of this study was to accredit the capability of utilizing HRM by ITS86-1TS4 primers for the prompt identification of the
Candida species in HIV-patients. Materials and Methods: In this study 5 different strains of Candida obtained from the oral cavity
of HIV/AIDS patients were studied. Sample analysis was done by Real-Time PCR and high resolution melting curve analysis
way. Result: Detection and exact identification of the five most common species of Candida spp. (C. albicans, C. glabrata, C.
krusei, C. tropicalis, and C. parapsilosis) is presented in a Figure. Conclusion: this method is able to reliably distinguish the five
most common Candida spp. Within detailed differential diagnosis, this method takes place as a screening method which further
determines the direction of testing and thereby excludes the necessity of using a complete range of species-specific tests

Keywords: Candida Spp, HIV/ADIS Patients, PCR-HRM
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Antibacterial Activity of Curcuma Longa Ethanolic Extract against Acinetobacter Baumanii
Isolated from Burn Wound Infection and Molecular Typing of Them
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Introduction & Aims: Acinetobacter baumanii are important pathogen to produce burn wound infections. Increasing of
antibiotic usage for their infections, created antibiotic resistance. Medical herbs have anti-microbial activity. The aims of
this study was to determine the antibacterial activity of ethanolic extract of Curcuma amada rhizome against Acinetobacter
baumanii isolated from burn wound infections and to compare with effects of selected antibiotics and molecular typing
of them In- vitro. Methods: First, a sample of ethanolic extract of the plant rhizome was prepared by maceration method.
Then its antibacterial activity against 93 isolates of Acinetobacter baumanii from 300 samples of different infection was
evaluated by well diffusion and agar serial dilution method. All the resistant isolates were the subjected to PCR assay for bla
CTX-M, bla TEM and bla SHV genes that encode ESBL.Results: The results demonstrated that the Curcuma amada rhizome
ethanolic extract had been affected against 56 of Acinetobacter baumanii isolated (60.2%).The MIC of the extract was 15.50
mg/ml. There was significant difference between the effects of plant and antibiotics on Acinetobacter (P<0.05). Among 37
Acinetobacter baumanii isolates that were resistance to Curcuma amada rhizome ethanolic extract, 32 and 4 isolates were
CTX-M and TEM producer, respectively. bla— SHV was not detected in any of isolates. Discussion & Conclusions: This study
demonstrates that an ethanolic extract of Curcuma amada is effective on Acinetobacter baumanii isolated from burn wound
infection and its effect is even better than that of selective antibiotics. Further investigations will be necessary.

Keywords: Acinetobacter Baumanii, Antibacterial Activity, Curcuma Longa, Burn Wound Infection, Molecular Typing
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Introduction & Aims: Pseudomonas aeruginosa is important pathogen to produce burn wound infections. Increasing of
antibiotic usage for their infections, created antibiotic resistance. Medical herbs have anti-microbial activity .The aims of
this study was to determine the antibacterial activity of ethanolic extract of Curcuma amada rhizome against Pseudomonas
aeruginosa isolated from burn wound infections and to compare with effects of selected antibiotics and molecular typing
of them In- vitro. Methods: First, a sample of ethanolic extract of the plant rhizome was prepared by maceration method.
Then its antibacterial activity against 122 isolates of Pseudomonas aeruginosa from 300 samples of different infection
was evaluated by well diffusion and agar serial dilution method. All the resistant isolates were the subjected to PCR assay
for bla CTX-M, bla TEM and bla SHV genes that encode ESBL.Results: The results demonstrated that the Curcuma
amada rhizome ethanolic extract had been affected against 94 of Pseudomonas aeruginosa isolated (77%).The MIC of the
extract for Pseudomonas was14 mg/ml. There was significant difference between the effects of plant and antibiotics on
Pseudomonas aeruginosa (P<0.05). Among 100 Pseudomonas aeruginosa isolates that were resistance to Curcuma amada
rhizome ethanolic extract, 50 and 20 isolates were CTX-M and TEM producer, respectively. bla— SHV was not detected
in any of isolates. Discussion & Conclusions: This study demonstrates that an ethanolic extract of Curcuma amada is
effective on Pseudomonas aeruginosa isolated from burn wound infection and its effect is even better than that of selective
antibiotics. Further investigations will be necessary.

Keywords: Pseudomonas Aeruginosa, Antibacterial Activity, Curcuma Longa, Burn Wound Infection, Molecular Typing
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Evaluation of Microbial Agents and Antibiotic Resistance Pattern in Patients with Sepsis
Admitted to Sabzevar Hospitals from 2013 to 2017
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Septisemia is one the common causes of death wordwide. It is important to know the causes of bacterial infections and
their antibiotic resistance. The purpose of this study is to investigate microbial agents and antibiotic resistance pattern
in patients with sepsis admitted to hospitals. Matherial and Methods: Bacteria have been isolated from blood culture
since 2013 to 2017. Based on isolated bacteria and drug resistance patterns, the aboratory data of sabzevar hospitals
was analysed by statistical software. It should be noted that the current study was retrospective descriptive one. Results:
Bacteria isolated from positive blood culture samples (total=299). The most frequent bacteria were coagulase-negative
staphylococcal and Escherichia coli, respectively. However, in gram-positive strains, the most susceptibility was related
to amipenme, vancomycin, meropenem, and also in gram-negative strains, was related to imipenem, ciprofloxacin, and
amikacin. More importantly, the highest resistance to gram-positive strains was related to penicillin and azithromycin
while for gram-negative strains, was cefazolin, cefotaxime, and ceftriaxone. Conclusions: The results are consistent with
most studies in other regions. The only difference observed, is related to prevalence rate. According to microbial agents
and drug resistance pattern in different regions, it seems essential to perform an annual survey to determine.

Keywords: Septisemia, Bacterial Infection, Drug Resistance
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Quick Diagnosis of Candida Species Isolated from Oral Cavity of Healthy Persons with PCR
and by I'TS86-1TS4 Primers
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Introduction and Objectives: Oral candidiasis is a common opportunistic infection of the oral cavity caused by an
overgrowth of Candida species, the commonest being Candida albicans. Rapid detection and identification of Candida
species can guide a clinician at an early stage to prescribe antifungal drugs or to adjust empirical therapy when resistant
species are isolated. The aim of the present study was to evaluate species identification of eight species of Candida with
PCR and by ITS86-ITS4 primers. Materials and Methods: In this study 10 different strains of Candida obtained from the
oral cavity of healthy persons were checked. We detected the samples with PCR and by ITS86-1TS4 primers. Result: The
primers used successfully amplified DNA from all Candida strains tested. After amplification, products of approximately
198-294 bp were obtained. Candida tested included 3 Candida albicans (280 bp), 1 C. parapsilosis (260 bp), 3 C. glabrata
(260 bp), 1 C. krusei (294 bp) , 2 C. tropicalis(270 bp), and 1 Candida lusitaniae(198 bp) Conclusion: Amplification of
ITS2/5.8S rDNA shows potential as a rapid technique for identifying Candida spp isolated from the oral cavity of healthy
persons.

Keywords: Candida Spp, PCR, ITS86-1TS4
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Serological and Molecular Survey of Toxoplasma Gondii Infection in Hemodialysis Patients
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Toxoplasma gondii is an opportunistic zoonotic parasitic infection with worldwide distribution. The aim of this study was
to evaluate toxoplasmosis among 119 hemodialysis patients (HP) and healthy group (HG) in Zahedan , south east of Iran,
2017. Serological and Molecular detection with ELISA and Nested-PCR was performed among all participated individuals.
IgG and IgM seropositivity was detected in the patients undergoing haemodialysis (44.5% and 0%, respectively), while
were significantly different from the healthy volunteers (23.5% and 0.8%, respectively). T. gondii DNA was detected in
29.4% (35/119) only in HP. In conclusion, primary screening of T. gondii infection by serological methods especially in
HP who undergo more exposure to dialysis procedure is necessary to prevent the dissemination of infection.

Keywords: Toxoplasma Gondii, Hemodialysis, ELISA, Nested-PCR, Zahedan
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Background: Hospital infections and antibiotic resistance one of the most common treatment problems public health concern worldwide and
lead to costly and long-term treatment. The purpose of this study is a survey of the prevalence of bacterial NIs and Resistance Pattern of
Antibiotics. Methods: This cross-sectional study performed by using available data and census method on all patients with NIs who were
admitted to BO-ALI SINA hospital from March 2016 to March 2018. Patient’s information was extracted from their records with ethical points
including age, gender, type of infection, antibiotics prescribed for the patient’s infection, Sample type, hospital ward and the result of laboratory
antibiograms. SPSS 16.0 was used for statistical calculations. Results:Out of 517 patients with infectious isolated cultures, 57.3% were female.
E. coli, s.epidermidis, and Klebsiella pneumonia were the most causative agents of NIs. The highest infection in hospital wards was observed
at internal medicine, neurology, and intensive care units respectively (18.4%, 17.2% and 15.7%). Escherichia coli had the highest resistance
rate to ampicillin (88.7%) and cefalexin (74.2%).Staphylococcus epidermidis, Klebsiella, Staphylococcus aureus, Klebsiella pneumonia
and, Acinetobacter baumannii had the highest antibiotic resistance rate to ampicillin (90.5%, 80%, 95.1%, 92.7% and 75% respectively).
Conclusion:Early recognition of infections with proper infection control procedures can significantly decrease the incidence of nosocomial
infections in patients. Various studies have shown that antibiotic resistance patterns are different in different regions. Increasing antibiotic
resistance can be a sign of improper use of antibiotics. So more attention should be paid to the use of antibiotics.

Keywords: Nosocomial Infection, Antibiotic Resistance, Hospital
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Leishmaniasis is a protozoan parasitic infection that is reported in most parts of the world and is prevalent in different parts of the world..
Treatment with chemical drugs may have a lot of side effects for the patient. For herbs, garlic, walnut leaves, honey, thyme, and yarrow,
there is a significant therapeutic effect. In the present study, products from medicinal herbs and honey for the treatment of cutaneous
leishmaniasis were investigated in the Balb/C mice model. The results of this study showed that garlic extract at concentrations of 25, 50
and 100 mg/ml There is no statistically significant therapeutic effect on leishmania amastigotes, and there is no statistically significant
difference between the control and control groups (p>0.05). Walnut leaf extracts showed significant therapeutic effects in comparison
with control groups (p<0.05). Honey extracts at different concentrations had a significant therapeutic effect compared to control groups
(p>0.05) and showed a lower effect on the extract of walnut leaves. There was a significant difference between the two groups (p<0.05).
Yarrow and thyme extracts had good therapeutic effects on the control and walnut leaves and honey and showed a significant difference
(p<0.05) . Thyme extract with a 100mg/ml therapeutic effect has a very favorable therapeutic effect on leishmanial ulcers in the mouse
model. We hope that the results of this study will be effective in the treatment of leishmaniasis
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Over the past decade, the emergence of gram-negative bacteria producing carbapenemase has been raised globally as
a health problem. up-to-date diagnosis of carbapenem plays an important role in treating patients and controlling the
infection of the hospital. The phenotypic and genotypic methods have been used in diagnosis. The aim of this study was to
investigate molecular and non-molecular methods in detecting carbapenemas Research method : This essay is a review
by using 52 related articles that have been published with key words such as Carbapenemase, gram Negative bacteria,
molecular methods, phenotypic methods between 2006 and 2018 in databases pubmed, web of science, SID, google
scholar were collected and reviewed. Results and Discussion : The phenotypic methods for detecting carbapenemase
include DDSt (Double Disk Synergy Test), MHT, carbaNP Test and culture in chromogenic and non chromogenic medium,
inhibitory activity of boronic acid and API plaques, and genotypic diagnostic methods including MALDI-TOF MS, NGS
and Microarray, , L AMP and Multiplex-PCR and CIM. Conclusion :Finally, multiplex PCR methods, Microarray and
phenotypic techniques, CIP, have been proposed as methods with high sensitivity and specificity in the diagnosis of
Carbapenemase.
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Introduction: Giardia lamblia, a flagelleted protozoan parasite, is the most common causitive agent of diarrhoea in humans/
mammals worldwide.The life cycle of G.lamlia includes two stages: the proliferative trophozoite and non-proliferative,
infectious cyst. Methods: The data of this descriptive cross-sectional study was obtained from 2000 patients referred to
health centers and laboratories from October 2016 to November 2017 in Karaj. The prevalence of Giardia lamblia was
determined in fecal samples by routine microscpic examnation with saline or lugol. Resuits:The prevalence of Giardia
lamblia in the total sample was 4.65% (93/2000) . The occurence of infection in men was almost two times more than
females and the distribution of infection was high in adults. The number of symptomatic and asymptomatic cases were
almost equal. Conclusion: Giardiasis is transmitted via the fecal-oral route by the cyst stage. Despite the wide use of
microscopic examination of stool in epidemiological surveys, the actual prevalence of Giardia infection may be not
determined correctly. Therefore, alternative methods like molecolar techniques could be helpful to identify the route and
source of infection.
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Human Toxocariasis is a helminth zoonosis caused by infection with the larvae of Toxocara canis and Toxocara cati. The
diagnosis of toxocariasis is generally based on clinical signs and symptoms such as contact with dogs or cats, geophagia,
onychophagy, consumption of undercooked or raw meats and laboratory findings. using histopathological examination
and Tissue biopsy is rarely justified and it is generally insensitive and a time-consuming method . PCR based methods for
Toxocara identification in clinical and environmental samples have been described ,but are not widely available. Medical
imaging techniques have been used to detect granulomatous lesions due to the migration of Toxocara larvae in different
locations such as liver, nervous system and eye . Toxocara excreted-secreted products are highly immunogenic and
promote a Th2 type immune response, and consequently an increase of IgG, IgE antibodies and eosinophilia . In visceral
larva migrans, some frequent laboratorial findings are leukocytosis with intense eosinophilia, hypergammaglobulinemia
and isohemagglutinin titer elevation. Several immunodiagnostic tests have been described. The antigens used in these
immunoassays included somatic extracts of adult worms, embryonated eggs, intact or sectioned larvae, and metabolic
products of larvae collected in vitro. The best choice for serodiagnosis of the generalized forms of toxocariasis, visceral
larva migrans (VLM) or covert toxocariasis, relies upon the initial use of TES-ELISA.Currently, the best serodiagnostic
options are using the ELISA-IgG as a screening test and confirm any positive serum with an immunoblot test. In addition,
each positive serum may also be confirmed by using an ELISA-IgE .

Keywords: Toxocariasis- Human-Laboratory Diagnosis
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Background: Urinary tract infection (UTIs) is the most common infection in community and hospitalized patients. Aim: This
study evaluated the prevalence, pathogens, antibiotic resistances in etiological agent of urinary tract infection from Ghaem
hospital, Mashhad. Methods: From June to December 2018, we collected 5289 urine samples. All clinical isolates were identified
by conventional biochemical tests. Antibacterial susceptibility testing was performed by disc diffusion method following
clinical and laboratory standards institute (CLSI) guidelines.Results: Among 756 (14.3%) patient who positive for bacterial
infection, 59.92% were female and 40.08% were male patients. The main etiological agent was Escherichia coli (45%), followed
by Klebsiella pneumonia (13%), Eenterococcus faecalis (10%) and Pseudomonas acruginosa (8%). Escherichia coli and
klebsiella pneumonia isolates showed the same susceptibility result, the highest and lowest resistance were ampicillin (84.4%)
and amikacin (11.9%), respectively. Enterococcus faecalis displayed the highest and lowest resistance rates to ciprofloxacin
(86.5%) and linezolid (5.4%). Conclusion: Escherichia coli were the most frequently isolated bacteria and were more sensitive
to amikacin. These data provide information for physicians to most effective empirical treatment of UTIs.
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Introduction and objective: The acquired immunodeficiency syndrome(AIDS) is a disease caused by the infection with an immune
deficiency virus(HIV) and targets the immune cells. The inhibition of the expression of viral genes and their replication by the
miRNAs which play regulatory role can be accomplished. The goal of this study is to investigate the miRNAs which play a role
in preventing the HIV-1 replication and in regulating the two important genes of interleukins and tumor necrosis factor. Methods:
Following the review of articles, 16 host miRNAs which target viral, interleukin, and tumor necrosis factor genes were investigated
using the Tarbase database, and their regulatory interaction was visualized. Subsequently, by using the Tarbase, the target genes of
the miRNAs that didn’t target these two families of immune genes were characterized by high experiment throughput and preds
score:1 and were functional analyzed by DAVID. Results: Among thel6 miRNAs shown to affect the expression of HIV genes,
only8 were determined unable to control the expression of the two families. After the examination of other target genes of these
8 miRNAs with the mentioned filters in the method, revealed that two miRNAs hsa-mir-29b and hsa-mir-196b affect the most
targets. The functional analysis of these genes mostly reflects their involvement in the regulation of the RNA synthesis process and
transcription. Discussion: By performing a more functional review of the hsa-mir-29b and hsa-mir-196b, they may be used as a
therapeutic goal toward inhibiting the expression of the HIV-1 genes without affecting the IL and TNF families.

Keywords: HIV, Interleukin, Tumor Necrosis Factor, Mirna
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Background: Respiratory tract infection is a serious public health worry worldwide, and imposes a lot of pressure on health facilities,
specifically in developing countries along with economic restrictions. This study evaluated the prevalence of bacterial pathogens
and their antibiotic sensitivity pattern among patients with Respiratory Tract Infection in Mashhad, east Iran. Methods: The study
consisted of 868 patients with suspected respiratory tract infection from Ghaem educational hospital between Junes to December
2018. The specimens were collected and processed according to the standard microbiological methods. Antibacterial susceptibility
testing was performed by disc diffusion method following clinical and laboratory standards institute (CLSI) guidelines. Results: A total
of 679 (77.8%) samples which positive for bacterial infection, 44% were female and 56% were male patients. Most of the samples
related to the surgical intensive care unit (SICU) were about 11.7% (80/679) and 60-80 years old (211/679;31%). Acinetobacter sp
(35%; 239/679) was the most detected followed by Klebsiella pneumonia (20%; 138/679).among the common antibiotics ,the most
bacterial sensitivity was observed with colistin (87.2%) and vancomycin(74.4%). the most antibiotic resistance was determined with
cefotaxime/clavulanic acid (100%) and tetracycline(100%). Conclusions: According to results, reducing respiratory infections are
effect on reducing mortality and health-care costs. Also, the duration of hospitalization in the SICU is associated with an increased
risk of respiratory infection. Therefore, infection control plays an important role in the ICU.

Keywords: Respiratory Infection, Antibacterial Resistance, Bacterial Pathogen
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Introduction: Helicobacter pylori infection is a common worldwide infection that is an important cause of peptic ulcer
disease and gastric cancer.the organisms most recently is classified by the WHO as Class 1 Carcinogenic Factor. The
efficacy of the treatment for H. pylori, based on a proton pump inhibitor plus antibiotics, has dropped below 80%, mainly
due to antibiotic resistance. As a result, Studies on the availability of an alternative method for antibiotic treatment of
the infection as well as the possibility of preventing it in is expanding. The purpose of this study was to Evaluation of
immunological level of mouse serum relative to FIgE2 recombinant protein in in vivo condition. Methods: Groups of
Balb/c mice were immunized with FIgE2 recombinant protein (Ag) conjunction Montanide ISA 266 (MISA) as adjuvants.
Following three time point Intra Protaneal= IP injections, IgG antibody subclasses were quantified by enzyme-linked
immunosorbent assay (ELISA) and data analysed . Results: indicated relatively higher IgG antibody responses following
control group. Significantly higher IgG1l and IgG2a antibody responses were associated with control group (P<0.05).
Discussion and conclusion: The study concludes that FIgE2 + Montanid ISA 266 may be used in H.pylori vaccine studies
that strong IgG1 and IgG2a antibody responses.

Keywords: Helicobacter Pylori, Gastric Cancer, Vaccination,Recombinant Antigen
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New Methods of Evaluation of Pneumocystis Jirovecii and Reporting of Three Cases in the
Broncho Alveolar Fluid (BALF) of Patients Admitted to Mashhad Hospitals Due to Acute
Respiratory Tract Infection Referred to the Laboratory

Alireza Pourreza 1 *, Majid Mirsadraee 2
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BALF was collected on 50 patients who were hospitalized due to respiratory infections in Mashhad hospitals and samples
were sent to the laboratory for diagnosis of TB by smear, culture, and PCR as well as culturing for mycotic germs. In
the meantime, three cases of Pneumocystis jirocii have been found, which show a high prevalence. We therefore decided
to report these three cases and, by presenting new diagnostic methods of Pneumocystis jirovecii. we would draw the
attention of colleagues to the diagnosis of this parasite. Detection of this parasite can easily will be missed in labs due to
lack of familiarity of laboratory colleagues.

Keywords: Pneumocystis Jirocii, BALF, TB
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Introduction: Different species of Candida species are the causative agents of candida vulvovaginitis, but the most
common cause of the disease is Candida albicans and the incidence of other non-albicans species that usually have
resistance to Azole are increasing. The main objective of this study was molecular identification of candida species
in patients with recurrent candida vulvovaginitis in Yasuj city by PCR-RFLP method from the ITS1-5.8S-ITS2 of the
ribosomal DNA. Materials and Methods: A total of 100 patients referred to the Shahid Mofatteh Maternal Clinic in Yasuj,
who had symptoms of recurrent vulvovaginitis, were sampled with sterile swab from the vaginal wall and inoculated onto
Sabouraud dextrose agar with Chloramphenicol and stored in the incubator at 35 © C. DNA was extracted by phenol-
chloroform glass bead methods and the ribosomal DNA was amplified using universal primers ITS 1 and ITS 4 and
PCR reaction. The PCR reaction product was digested by Mspl enzyme and after electrophoresis was identified. Results:
Culturing of 70 patients were positive. The age range was from 15 to 65 years old and most of the subjects were between
the ages of 22-34 (56.7%). Candida albicans 67 cases (95.5%) was the main etiologic agents followed by Candida glabrata
2 (3%) and Candida krusei (1 case) 1.5%). Discussion: The most common cause of recurrent Candida vulvovaginitis in
Yasuj is Candida albicans. Correct identification of etiologic agents of disease is important for appropriate treatment and
epidemiologic purpose.

Keywords: Candida Albicans, Recurrent Vulvovaginitis

P196

Antifungal Susceptibility Pattern of Aspergillus Species Isolated from Otomycosis Patients
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Introduction: Aspergillus niger and Candida albicans are the most common fungal agents of Otomycosis. Resistance
in Aspergillus and Candida has been increasingly reported. We aimed to determine the susceptibility of four antifungal
drugs against clinical Aspergillus isolated from Otomycosis-patients. Material and methods: a collection of 159 clinical
Aspergillus isolates verified by PCR-sequencing on the partial B-tubulin gene, including 60 strains of A. flavus, 52 strains
of A. Tubingensis, 43 strains of A. niger, 3 strains of A. terreus and 1 strain of A. fumigatus. MIC of Amphotericin B,
Itraconazole, Voriconazole, and Clotrimazole was determined according to the CLSIM38A2 document. Results: Geometric
mean MIC (GM-MIC) Antifungal drugs were reported for Itraconazole (0.06), Voriconazole (0.14), Clotriamazole (0.47),
and Amphotericin B (1.55) pg / ml, respectively. MIC50 and MIC90 of Amphotericin B, Itraconazole, Voriconazole and
Clotrimazole against A. flavus (1 and 2, 0.0156 and 0.0625, 0.125 and 0.25, 0.25 and 1), A. niger (2 and 4, 0.0625 and 0.25,
0.125 and 0.25, 0.5 and 1) and A. tubingensis (2 and 4, 0.125 and 0.5, 0.25 and 0.25, 1 and 1) were reported respectively.
All strains of Aspergillus were sensitive to Itraconazole and Voriconazole. Discussion and conclusion: The laboratory data
obtained from this study showed that Itraconazole has the best antifungal effect against Aspergillus species, followed by
Voriconazole, Clotrimazole, and Amphotericin B, respectively.

Keywords: Antifungal, Aspergillus, Otomycosis
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Epidemiology of Superficial and Cutaneous Fungal Infections in Patients Referring to Kashan University
of Medical Sciences in 2007-39
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In this descriptive and cross sectional study, 201 patients with superficial and cutaneous lesions were introduced by dermatologists to
the specialized mycological lab. During the years 1969-97, after examining the conditions of sampling and recording the demographic
characteristics of the patients, the sampling of lesions Suspected of fungal infection using sterilized sterile or sterile swab, and then the
samples were evaluated directly using 10% KOH or gram staining or bluntomethylene. The results were analyzed using SPSS-25 software
and Fisher’s exact test. Results: Of 201 suspected cases of fungal infections with superficial and cutaneous lesions referring to the laboratory,
118 (58.5%) had fungal agents in the direct lamina examination, the mean age of the patients was 14 + 29 years, and this Infections include
tina verrucal (44.1%), dermatophytosis (39%), and the most common scabies were scrotum, groin, leg, nail and head respectively 60,
16, 16, 4 and 4%, cutaneous candidiasis (6 (8.5%), erythrasma (9.5%), the highest rate of erythrasma, based on the location of infection,
including groin infection, between the toes and armpit, was 57%, 28% and 15%, and nail saprophytic infection (2.4%) .

Keywords: Cutaneous Fungal Infections, Epidemiology, Lesions
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Introduction: Occurrence of non-Candida albicans Candida (NCAC) species that are associated with therapeutic failures are increasing, As a
result, timely and accurate means of identification to the species level is becoming an essential part of diagnostic practices in clinical settings.
Due to expensiveness of MALDI-TOF MS and sequencing, this combination strategy could be the most accurate and inexpensive alternative
identification strategy for developing countries. Materials and Methods: In this study, 301 clinically isolated yeast strains recovered from various
anatomical sites [Blood (n=145), other sites (n=156)] were used to assess the accuracy and practicality of 21-plex PCR compared to API 20C
AUX, MALDI-TOF MS and large subunit tDNA (LSU rDNA). Results: The 21-plex PCR, accurately identified 87.3% of yeast isolates, 100%
of top five Candida species, 72% of rare yeast species, but it misidentified 1.3% of rare yeast species while 9.9% of whole yeast isolates were not
identified. MALDI-TOF MS correctly identified 98.33% of yeast isolates, 100% of top five Candida species, 95.7% of rare yeast species, while
1.3% of isolates were misidentified. API 20C AUX correctly identified 83.7% of yeast isolates, 97.2% of top five Candida species, 61.8% of rare
yeast species, while 16.2% of yeast isolates were misidentified. The combination of rapidity of 21-plex PCR and comprehensiveness of API 20C
AUX, led to correct identification of 92% of included yeast isolates. Conclusion: 21-plex could be integrated in routine laboratories of developing
and resource-limited countries to specifically identify causative agents of yeast-related infections in human.

Keywords: AP1 20C AUX, 21-Plex PCR, MALDI-TOF MS, LSU Rdna Sequencing, and Developing Countries

PRI The 12" International & 17* National Congress on Quality Improvement in Clinical Laboratories April 18-21,2019



Laboratory & Diagnosis Vol. 10, No 42, Supplement Issue

P199

Discrimination of Aspergillus Species in Clinical Laboratory: Is the Multilocus Sequence
Typing a Useful Tool?
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Background: Aspergilli are causative agent of a wide range of clinical manifestations from superficial to a life- threatening
invasive infections in immunocompromised hosts. The classic classification was heavily depended on morphology-based
identification methods. However the phenotype-based methods have some principal problems for an accurate identification
because clinical aspergilli sometimes show atypically with slow sporulation. Multilocus sequence typing (MLSt) has been
introduced as one of the most useful tool for discrimination of Aspergillus species. As the different species of Aspergillus
show different antifungal susceptibility pattern, the precise discrimination of species has an important role in saving the
patients’ life. Therefore, in this present study we reviewed the role of MLSt in Aspergillus species identification from
clinical setting. Method: The international databases were searched for relevant articles using terms such as Aspergillus
species, taxonomic position, classification, morphological characteristics, typing and Multilocus sequence typing (MLSt).
Result: Recent advances have developed various useful molecular methods intended for differentiation of Aspergillus
species using the house-keeping genes including 268, 28S, B-tubulin and ITS rDNA sequences. Among different molecular
approaches, MLSt was considered to be the “gold standard” for typing of fungal species. Currently, the genus Aspergillus
is classified into 8 subgenera that are in turn sub-divided into several 22 sections. Conclusion: According to obtained
results from different studies, it can be concluded that the MLSt provides a precise identification and discrimination of
Aspergillus isolates in clinical laboratory which is very important to initiation of an appropriate antifungal therapy and
improve the survival rate in patients with aspergillosis.

Keywords: Aspergillus Species, Fungal Phylogeny, Multilocus Sequence Typing
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The Study of the Condition of Infection of Hepatitis B and C among the Patients of Parsa
Laboratory
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Background and purpose: diseases transmitted through patients’ blood and body fluids are one of the occupational hazard
among laboratory professionals and, in particular, the sampling professionals. Hepatitis B and C are diseases transmitted
this way and include complications such as acute, chronic and fulminant hepatitis, and sometimes “cirrhosis of the liver”.
The purpose of this study is to evaluate the seroepidemiologic effects of HBV and HCVA infection among the patients
of Parsa Laboratory in the past year. Materials and Methods: In this descriptive cross-sectional the required information
was collected from patients and the results of the patients’ serological HBsAg and Anti HCV tests in the years 96-97.
The experiments were performed by ELISA method and the data were analyzed by descriptive statistics. Results: Out of
3530 people who were tested for HBsAg 69 patients (1.95%) were infected, in which 38 patients were female (55%).The
highest age of infection was 41-50 years old (42%). 4 of the 1,390 people who have done the Anti HCV test(0.28%) were
infected. 3 of them have thalassemia and received a monthly blood donation. The ratio of male and female is equal. The
majority of them were aged 31-40 years old (75%). Conclusion: The results show low hepatic frequency B and C in the
target population, it is appropriate in comparison to the average frequency of the country. The diagnosis of these infected
individuals is necessary to reduce the risk of infecting the patient’s family and occupational hazards among laboratory
personnel.

Keywords: Hepatitis B and C-Patients
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Background: Diabetes are recognized as a great concern and a public health problem worldwide. Several factors including environmental
and genetic factors have been involved. Recently, infectious agents such as hepatitis C virus (HCV) have been reported to be associated
with diabetes. Therefore, this study was conducted to determine the genotyping of HCV infection among patients with diabetes type 2
in Ahvaz city, [ran. METHODS: This study comprised 300 patients with diabetes type 2, 112(37.3%) males and 188 (62.7%) females.
The sera were collected from patients based on paraclinical evidence including fasting plasma glucose levels > 126 milligram per
deciliter (mg/dL) and2-hour post-prandial blood glucose levels >200 mg/dL. All the patient sera were tested for anti- HCV antibody,
HBsAg, and HIV antibody by Enzyme Linked Immuno-Sorbent Assay (ELISA). The sera of positive anti-HCV antibody, were assayed
for 5’- UTR and core regions of HCV genome by Nested RT-PCR. Finally, the HCV genotyping was determined by sequencing.
RESULTS: None of the patients showed positive results for HBsAg and HIV antibody test by ELISA. Overall, 6/300(2%) of patients
were recognized as positive for HCV infection based on nested RT-PCR. The distribution of HCV genotypes among the HCV-positive
patients were 3a(66.68%), 1a(16.66%) and (16.66%) with recombinant subtypes 3a/3k. CONCLUSION: The distribution of HCV
genotypes were 3a, la. To control and improve the treatment, the screening of HCV infection with anti-HCV antibody was followed
by molecular techniques such as PCR and HCV genotyping which should be implemented for all patients with diabetes type II.

Keywords: Diabetes Type II, HCV, Genotype, Iran
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Background: Graphene and its derivatives (GFNs) have been recently considered in drug delivery and cancer therapy but there are
some limitations. To overcome the constraints, some alterations should have been applied. R9-rGO is one of the modified features of
graphene nano particles for drug delivering. Regarding to the possible negative effects of these materials, it is critical to assess their
safety for human and environment. In this survey, we aimed to determine the possible effects of R9-rGO as a potential anti-cancer
drug carrier on human hepatic carcinoma cells. Methods: In this study, HepG2 cell line was affected by different doses of R9-rGO and
then XTT test was applied to determine effective concentrations of the nano particle. Moreover, the cells were analyzed for apoptosis
indicators using different methods including Acridine Orange-Ethidium Bromide (AO/EB) staining and evaluation of Caspase 3
gene expression. Results: By the XTT assay, EC50 were measured after 24 and 48 hours which indicates dose and time dependent
cytotoxicity. Acquired results from AO/EB staining also shows the induction of cell death in higher doses of R9-rGO. The caspase 3
gene expression assessed for the HepG2 cells affected by the R9-rGO and maximum expression was inducted in cells under the effect
of EC80 after 24 hours. Conclusion: High levels of R9-rGO may have toxic effects on HepG2 cell line as a result of increased caspase
3 gene expression. Therefore, it should be considered in therapeutic and diagnostic applications of r9-rGO.

Keywords: Caspase, Cancer, Hepg?, Cytotoxicity, Apoptosis, Graphene Oxide
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Introduction: The existence of the hepatitis B virus (HBV) in patients with low viral load in people who are negative HBsAg
is called occult HBV infection (OBI). OBI may be considered in various clinical situations, such as blood transfusions
or in Liver Transplant. Objective and important: Although the screening test for HBsAg has significantly prevented the
expand of HBV infection in blood donors, this screening method cannot detect occult HBV infection The objective of
this study was to preliminary screen for the detection of occult HBV infection based on the detection of anti-HBc Ab in
blood donors in Golestan province. Method: This cross-sectional study was performed on 4000 blood donors in Golestan
province in 2017. for detection of Anti-HBc Ab from the kit (Enzygnost® Anti-HBC monoclonal siemens (lot: 47203)
was used. Result; Of the 4,000 donors, 10.2% (409) of the blood donors were positive for Anti-HBc. of these (401) 98.1%
were male and were 1.9% (8) female, and 78.1% had no history of hepatitis B vaccine. Conclusion and discussion: The
prevalence of Anti-HBc among blood donors in Golestan is higher than in other centers. Reports of different prevalence
anti-HBc in blood transfusion centers have reported that the use of high sensitivity screening kits may play a role in the
inconsistency of reports.

Keywords: Blood Donors, Hepatitis, Screenin

P204

Investigating the Relationship between HLA-DBPB1 Gene Polymorphism
(Rs9277534 A/ G, Rs3117229 T / C) and Chronic Hepatitis B

Amir Mehdi Liryaee 1 *, Seyed Reza Mohebi 2

1- Lums.Center Hepatit, 2- The Institute of Gastroenterology and Liver of Shahid Beheshti
aliral 032@gmail.com, srmohebbi@gmail.com

Background and Aim: Hepatitis B virus infection is one of the most important causes of liver damage and can lead to
chronic infection, resulting in liver cirrhosis and liver cancer. Successful cleansing and the removal of infection from the
body or the progression of the disease to chronic disease depends on the genetic history of the host immune system. . HLA
antigens, especially HLA DPBI, are key factors in self-removing viral infections, especially HBVs. The purpose of this
study was to investigate the relationship between 1s9277534 A / G polymorphisms and rs3117229 C / T polymorphisms
in the HLA DPBI and chronic hepatitis B gene. Methods: In this case-control study, a zoonotic DNA of 300 patients
with chronic hepatitis B, 300 healthy individuals and 120 spontaneous cleaners were extracted. The genotypes related to
the single-nucleotide polymorphism rs9277534 (AG) and (T / C) rs3117229 were sequenced by the PCR-RFLP method.
Conclusion: After genotypic stages and statistical analysis of the results, no significant difference was found between the
patients and the healthy group.Result: Frequency of genotypes GG, GA, AA and G and A alleles rs9277534 in patients
were 67%, 26.7%, 6.3% and 80%, 20%, respectively, The healthy group was 60%, 35.3%, 4.7%, 78%, 22% And in the
clear group, 65%, 26%, 9%, 79% and 21%, respectively, were calculated. After genotypic stages and statistical analysis,
there was no significant difference between the normal and the healthy group.

Keywords: Hepatitis B Virus, Single Nucleotide Polymorphism, HLA DPB1 Antigen, Chronic Hepatitis
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Introduction: Various studies have shown that the prevalence of hepatitis A has a correlation with community health. Therefore, the
aim of this study was to investigate the seroepidemiology of hepatitis A virus in patients referring to medical diagnostic laboratories in
Sanandaj. Materials and Methods: In a descriptive-analytical study, 200 individuals from Sanandaj city who were referred to medical
diagnostic laboratories in Sanandaj during the period from January 2016 to May 2017 were selected and The serum antibody level of
HAV Ab was measured by ELISA method. Results: Frequency of seropositive patients was 151 (75.5%) (101 (67%) female and 50
(33%) male). Among different age groups, the highest rate in the seropositive subjects 30 to 40 years, 43 patients (28.5%) And the
lowest rate in the age group of 11 to 20 years was 4 (6.2%), with a significant difference between different age groups (P = 0.000). The
percentage of seropositive patients was significantly higher in the age group of under one year than in the age group of 1 to 10 years
(P=0.001) and 11 to 20 years (P = 0.005). There was no significant relationship between the two groups in gender, place of residence,
educational level and occupation (P> 0.05). Conclusion: According to the results of this study, determining the serum level of this
antibody in different parts of the country by public health and public hygiene organizations at different time intervals and at different
ages, considering the association of this antibody with increasing Age is essential.
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Chronic Hepatitis C

Amir Momeni *, Mohammad Khazeni, Mohsen Ahmadi, Moein Seyhoun
dr sa momeni@yahoo.com, m-khazeni@razi.tums.ac.ir, moh3nahmadil 993@gmail.com, seyhoun.lsq@gmail.com

Background: Hepatitis C virus is a significant global public health concern worldwide. Current studies have suggested that host
genetic factors play a vital role in the spontaneous and treatment-induced clearance of HCV infection from infected patients. Single
nucleotide polymorphisms of IL-28B should be investigated as a useful tool for predicting the response of patients with hepatitis C to
antiviral therapy. The aim of this work was to evaluate the prevalence of IL-28B polymorphisms (rs8099917 and rs12979860) and their
association with the Th1, Th2, and Treg response. METHODS: 190 patients with HCV infection and 120 healthy cases were enrolled
in this study. SNPs for rs8099917 and rs12979860 were done by PCR-RFLP and ARMS-PCR technique for all patients respectively.
IFN-v (as Th1 marker), IL-4 (as Th2 marker) and TGF-beta (as Treg marker) gene expression were determined by SYBR green real-
time PCR. RESULTS: 125 (65%) and 65 (35%) patients with HCV infection had SVR and Non-SVR response respectively. the TT
genotype was identified in 98 (78.4%) with SVR, while the TG heterozygous was found in 18 (14.4%) patients with SVR. Finally,
the GG was detected in 9 (7.2%) patients with SVR response. significant association between IL28B polymorphisms and virus
genotypes (p=<0.014), ASt (p=<0.037), ALT (p=<0.013) was found. Conclusions: Patients with T allele had a significantly higher
SVR rate than those with G in IL-28B polymorphisms (rs8099917). IL-28B polymorphisms may be useful predictive factors for the
response of patients with hepatitis C to antiviral therapy.

Keywords: IL28 B Genetic Polymorphism, Qom, Chronic Hepatitis C, Treatment
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Introduction: Viral hepatitis B remains a major health problem worldwide. Medical students are at risk of becoming
infected with the hepatitis B virus when entering a clinical setting. The aim of this study was to identify the risk factors
for hepatitis B in Fasa University of medical science students. Method: In this cross-sectional study, the study population
was all students whose anti-hepatitis B antibody titers were studied. The data gathering tool was a questionnaire which
included three sections: knowledge of transmission methods, history of vaccination, and history of family history of
hepatitis B infection. Findings: 480students participated in this study. According to the antibody titer, 16.9% were safe,
2.3% suspected and 16.9% were unsafe. Students’ knowledge was 17.3% complete, 65.6% moderate and 7.5% poor.
There was a significant difference between the levels of knowledge of the participants in different fields of study. In terms
of vaccination history, 71.1% complete, 6.7% incomplete and 0.6% had no history of vaccination. Relating to history
of hepatitis B in the family members, there was history of disease in 1-2% of the participants. There was no significant
relationship between the history of vaccination and disease in family members with knowledge of students. Discussion
and conclusion: According to the results, hepatitis B remains a risk factor as occupational risk and medical science
students are at risk. Therefore, proper planning for controlling this infection is important among them.

Keywords: Hepatitis B, Risk Factors, Student
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Comparative Study of Toxicological Tests in Cases Referred to Legal Medicine Organization
of South Khorasan in 2014 and 2015
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Background: Substance abuse is a cultural and social problem in Iranian society. Accordingly, the present study aimed
to investigate the pattern of drug abuse in the individuals referred to the General Office of Legal Medicine of South
Khorasan. Method: This descriptive-analytic study was carried out on all referral cases to the Forensic Toxicology
Laboratory of South Khorasan Province during 2014 and 2015 years. The necessary information including demographic
characteristics and the results of screening and confirmation methods were analyzed by SPSS software and appropriate
statistical tests at a significant level of P <0.05. Results: The total number of cases investigated in 2015 increased 37.44%
in comparison to 2014. Most referred were men. The most common age group of people in both years was a group of 19
to 36 years old. The most common cause of referrals has been recruitment and adoption studies. Positive cases were in
2015 (9 people), and in 2014 (4 people). Methadone was 3 times more positive in 2015. In 2015, only 2 cases of tramadol
were positive. Conclusion: This study, while describing the profiles of references to the Forensic Toxicology Laboratory
in South Khorasan province during 2 years, and the prevalence and trend of changing the patterns of drug abuse in this
province, indicates that references to the legal system and the welfare organization in the province In 2014 compared to
last year. Similar studies in other provinces will better illustrate this issue.
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Identification of Alkaline Drugs in Urine Toxicology Samples by Gas Chromatography Mass
Spectrometry (GC-MS)

Ahmad Shekari 1 *, Majid Mossalaei 1, Behroz Mohseni Moghadam 1
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ash61@gmx.com, mossalaei@gmail.com, mohseni@parsehlab.com

Alkaline drugs are the most important drugs in the forensic toxicology investigations. In this study, a simple and
rapid ultrasound-assisted liquid-liquid extraction (UALLE) method was developed for the simultancous qualitative
analysis of some major alkaline drugs (antidepressants, opioids, Ketamine, antipsychotics and antihistamines) in human
urine by gas chromatography-mass spectrometry (GC-MS). Different parameters affecting the UALLE were optimized
and the optimal conditions according to methadone (as a typical analyte for validation of method) were as follows: 1mL
of chloroform as extraction solvent, extraction pH 10 and Smin. of ultrasound stirring. Good linearity (R2>0.998) was
obtaimed at the concentration range of 7-10000ng/mL for methadone. The intra-day and inter-day precision were all
less than 10%, and accuracy of intra-day and inter-day were in the range of -4.8% to 18% and 4 to 19.9%, respectively.
The extraction recovery of methadone was more than 80%. The UALLE/GC-MS method was demonstrated with
acceptable precision, accuracy and good linarity and specificity for the simultaneous determination of alkaline drugs, and
has been successfully applied in 50 real samples.

Keywords: Alkaline Drugs, Methadone, Urine, UALLE, GC-MS
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The Relationship Between IgG and IgM Antibodies’ Serum Levels Associated with Toxoplasma
Gondii Infections and Schizophrenia in Schizophrenic Patients Admitted to Razi Hospital-Tehran

Golnaz Ahmadi *, Iraj Javadi 1

1- Shahreza Islamic Azad University - [AUSH
golnazahmadii@yahoo.com, irjava@yahoo.com

Schizophrenia is a severe psychiatric disorder that genetic and environmental factors are associated with it and it is
accompanied with abnormalities in thinking, mood and behavior. It has been determined that acute infection with
Toxoplasma gondii can be effective in the pathogenesis of schizophrenia and causes psychopathological symptoms
similar to schizophrenia. This study was conducted to determine the relationship between Toxoplasma gondii infections
and schizophrenia by IgG and IgM antibodies’ serume levels on 168 subjects including 84 subjects as control group
(male and female) and 84 schizophrenic patients (male and female) admitted to Tehran’s Razi Hospital selected by
random sampling. A questionnaire containing information about gender, age, marital status and history of hospitalization
was given to the subjects. ELISA antibody kits designed by Antibody capture method were used to detect IgG and
IgM antibodies in serum samples.The results of serum analysis of immunoglobulin showed that there is a statistically
significant difference between the mean values of immunoglobulin G (IgG) in different research groups. There was a
significant negative correlation between the duration of hospitalization and immunoglobulin G (IgG) serum level. Gender
did not affect immunoglobulin G (IgG) and M (IgM) serum levels of blood samples.According to the results, increasing
the level of anti-Toxoplasma antibodies in patients with schizophrenia could reflect the association between Toxoplasma
gondii infection and developing schizophrenia.

Keywords: Schizophrenia, Toxoplasma Gondii, Immunoglobulin G (IgG), Immunoglobulin M (IgM)
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Evaluation of Linalool Effects on Serum Lipid Profile on Carbon Tetrachloride Damaged Rats
Masoud Ojarudi *, Alreza Moradi, Lotfollah Rezagholizadeh, Mohammad Mazani
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Background and Objective: Linalool is a linear organic compound and monoterpene alcohol, which is found in several
herbs such as coriander, Thymus, Hyssop and lavender. It seems to be effective in preventing and reducing damage caused
by oxidants. Therefore, the study is arranged out to evaluate the effects of linalool on lipid profiles in carbon tetrachloride
(CCl4) induced oxidative damages in rats. Materials and methods: In this study, 36 male Wistar rats were divided into
six groups (n=06), respectively, normal control, linalool control, injury control, pre-treatment with linalool, pretreatment
with silymarin and post-treatment with linalool. For fourteen days, Groups I and III received distilled water, Groups
II and IV received Linalool and finally Group V received silymarin. All the groups except groups I and III, were also
intoxicated with 1.5 ml CCl4 (i.p, in a 1:1 dilution with olive oil) on the 14th day. Normal control and Linalool control
groups received only olive oil. Group V was post-treatment group and received Linalool at 2, 6, 24 and 48h after CCl4
injection. At the end, blood serum samples were used for biochemical tests. Results: CCl4 significantly (p<0.05) increased
triglyceride, cholesterol, LDL levels and reduced HDL level when compared to the control group. The administration of
Linalool significantly (p<0.05) improved these alterations near to control rats. Conclusion: Linalool has protective effects
against lipid profile alterations in carbon tetrachloride intoxicated rats.

Keywords: Linalool, Carbon Tetrachloride, Lipid Profile, Rat
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A Case Report of Microphthalmia/ Anophthalmia
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1- Department of Medical Genetics, Institute of Medical Biotechnology, National Institute of Genetic Engineering and
Biotechnology (NIGEB), 2- Human Genetics Research Center, Baqgiyatallah University of Medical Sciences, 3- Human
Genetics Research Center, Baqiyatallah University of Medical Sciences

fzrahvar88@gmail.com, morovvati@bmsu.ac.ir, zmorovvati@yahoo.com

Introduction: A 32-year-old symptomatic male with mild intellectual disability, microphthalmia and coloboma was
analyzed. There is positive family history in his pedigree. Although it is possible to confirm diagnosis in a patient based
on likely pathogenic classification of variant, it should be kept in mind that using such variants for prenatal diagnosis
should be done with caution after proper counseling with the family, clarifying the risk of a false positive/negative
result, obtaining informed consent, and legal authorization from related authorities.Purpose of research: Whole Exome
Sequincing (WES) with focus on genes related to Microphthalmia/ Anophthalmia.Method: DNA extraction from
whole blood. Human whole exome enrichment was performed using Twist Human Core Exome Kit and the library
was sequenced on Illumina platform. Result: In the study, a canonical splice site variant was identified as homologous
in the TENM3 gene. Mutations in this gene have been reported as a causative agent of Isolated microphthalmia with
coloboma-9 with autosomal recessive heritability. There are also limited reports that the mutation in this gene, in addition
to eye malformations, can also be accompanied by developmental delay and mental retardation.Discussion: Based on
ACMG guideline, this variant can be classified as a likely pathogenic variant. Above classification means that in case
of consistency of patient’s clinical presentation with the suggested disease (should be confirmed by physician) and after
showing heterozygosity in his parents, it is possible to assume this variant as the causative variant in the patient and
confirm diagnosis.
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Influence of Polymorphisms and Expression Levels of DNA Double-Strand Break Repair
Genes Upon the Risk of Myelodysplastic Syndrome.

Elahe Rahimian 1 *

1- MSc of Hematology, Department of Hematology and Blood Banking, Faculty of Allied Medicine, Iran University of
Medical Sciences, Tehran, Iran, Diagnostic Laboratory Sciences and Technology Research Center, School of Paramedical
Sciences, Shiraz University of Medical Sciences, Shiraz, Iran
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Aim: Myelodysplastic syndromes (MDS) are characterized by genetic instability which is associated with alterations in DNA repair
genes and abnormal DNA repair mechanisms. The most lethal type of DNA damage are double strand breaks (DSBs), which are
repaired by Homologous recombination (HR) and Non-Homologous End Joining mechanism (NHEYJ). This review describes the
present knowledge on association of genetic variation and expression of DNA DSBs repair genes with the risk of MDS. Method:
MEDLINE/PubMed and Scopus databases were used to gather original articles and clinical trials.Results: Expression levels of
RADS51, XRCC2 and BRCA2 genes from HR pathway were up-regulated (p<<0.0001 ) in cases of low-risk MDS and decreased
as the disease progressed. LIG4 expression level from NHEJ pathway was significantly lower in MDS patients in comparison
with healthy controls (p=0.03). Analysis of polymorphisms revealed that A/G heterozygous genotype of the XRCC5 rs3835
polymorphism (p<0.001), as well as G/C heterozygote genotype of RADS51 rs1801320 polymorphism (p=0.05), were associated
with reduced risk of developing MDS and CG+GG genotypes of the XRCC6 rs2267437 polymorphism was associated with a
normal karyotype (p=0.01). conclusion: The origin and growth of a malignant cell clone in MDS, may be due to either a defect in
DNA damage repair genes or alteration of DNA repair mechanisms. Taken together, these data support the importance of evaluating
DNA repair gene polymorphisms and possible abnormalities in gene expression as potential prognostic markers for MDS.

Keywords: Myelodysplastic Syndrome, DNA Repair, Cytogenetics, Homologous Recombination, Non Homologous End
Joining
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Polymorphism of Haptoglobin and Some Risk Factors of Cancer in Patients with Early Stage
Esophageal Cancer
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1- Laboratory Sciences Research Center, Golestan University of Medical Sciences, Gorgan, Iran - Golestan Medical
University, 2- Student Research Committee, Golestan University of Medical Sciences
s.hosseinzadeh2000@yahoo.com, fazelamlashi@gmail.com

Esophageal cancer is one of the most lethal gastrointestinal cancers that has a complex and diverse etiology, with several genetic and nutritional
factors involved in its etiology. . The purpose of this study was to investigate the type of haptoglobin genotype and its relationship with some
nutritional and biochemical risk factors affecting the prevalence of esophageal cancer in patients with early stage esophageal cancer. In this
study, 44 patients with early stage esophageal cancer and 44 healthy subjects, classified as control group were selected. Haptoglobin genotype
was determined employing PCR technique. Nutritional data were analyzed using standard food frequency questionnaire (FFQ) method.
Serum levels of MDA, nitrate and nitrite were measured employing the colorimetric method. Serum levels of p53 protein were measured
using the ELISA technique. The results of our study showed for the first time that HP1-1 genotype was the most prevalent genotype in
esophageal cancer patients in Golestan province, Iran. HP2-2 genotype was the most frequent in the control group. Serum levels of MDA were
significantly higher in the patients’ group compared to the control group (P<0.001). Food frequency analysis revealed that the consumption of
fruits and vegetables in the patients’ group was lower than that of the control group (P <0.05) Considering the type of haptoglobin genotype
and dietary habits of patients with esophageal cancer in Golestan province, modification of nutritional pattern and high consumption of
antioxidant compounds can be efficacious in reducing the prevalence of esophageal cancer in this region.

Keywords: Esophageal Cancer, Haptoglobingenotype, Cancer Risk Factors
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Assesment of GAS6, AXL, EOMES, FGF10 Gene Expression in OSCC Patients and Their
Relation to Clinicopathology Factors such as Grade and Stage
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Razieh Zarifian Yeganeh 5, Reza Shirkoohi 4 *
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Head and Neck Carcinoma (HNC) is the 7th common worldwide carcinoma. More than90% of HNC’s is Oral Squamous
cell Carcinoma (OSCC). Due to high incidence of relapse and metastases in HNC, early detection and treatment is necessary
to elevate survival and sensitive biomarkers to detect and monitor this disease is necessary. Material and Methods: number
of 25 tissue samples of tumor and adjacent tissue from margin of tumor was received from National Tumor Bank of Iran
(cancer Institute, Imam Khoemini Hospital Complex). RNA was extracted and gene expression was analyzed after cDNA
synthesis and real-time PCR using the statistical analysis (GAS6,AXL,EOMES,FGF10). Conclusions: All of genes in this
study has demonstrated the over expression in tumor tissue and there was correlation between gene expression and other
clinical factors such as stage. Data suggests a possible role for genes as biomarker for HNC cancer. Key words: OSCC,
Gene Expression ,Biomarker ,Stage ,Grade,GAS6,AXL,EOMES,FGF10,GAPDH,HPV,EBV,Candidiasis

Keywords: Oscc, Gene Expression, Biomarker, Stage, Grade, Gas6, Axl, Eomes, Fgf10, Gapdh, Hpv, EBV, Candidiasis
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MAPK Superfamily Enzymes and Their Relation to Cancer and Clinical Laboratory
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Molecular Section, Biology Department, Faculty of Basic Sciences
ka hamidi2003@yahoo.com

MAPKinase (Mitogen activated protein kinase) superfamily are protein kinases that their roles and functions have been
conserved during evolution from unicellular to higher organisms such as human being. They play important roles in
regulation of cell survival, proliferation, differentiation and apoptosis. In addition, these enzymes have some roles in cell
signalling and gene expression.For this reason, they are studied in both physiology and human diseases such as cancer. In
multicellular organisms, they are divided into three main groups called ERK, INK/SAPK and p38.JNK (c-Jun N- terminal
kinase) and SAPK (stress activated protein kinase) are activated by different stresses like oxidative stress, abiotic stresses
such as heat, radiation and osmotic stress, etc. It is worth noting that MAPK enzymes are activated by some oncogenes
such as raf, ras and src. For example, JNK increase leads to decrease in cancer cell viability.Recently, in some clinical
laboratory books, the name of MAPK and assay of its level in cancer as a tumour marker is suggested. On the basis of this
approach, some measuring methods have been designed. The ELISA technique and Western- blot,... are able to assay the
level of enzyme in serum, plasma, urine, tissue extract, cell culture supernatant and biopsy specimen. Therefore, they are
useful techniques to help for diagnosis and monitoring of cancer treatment in breast, colon and prostate cancers.

Keywords: MAPK, Cancer, Clinical Laboratory
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JNK (a Kind of MAPK Enzyme) Gene Expression and Its Level in Stomach and Breast
Cancer Cell Lines under Abiotic Stresses: Results of Two Research Projects
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1- Ardabil, University of Mohaghegh Ardabili, Cellular and Molecular Section, Biology Department, Faculty of Basic Sciences
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Introduction: JNK enzymes, a subfamily of MAPKSs including JNK1, JNK2 and JNK3, play important roles in survival,
proliferation and apoptosis in different ways. The cancer cells use these enzymes to survive and as a result, the apoptotic
pathway is blocked or evaded. Aim: By using abiotic stresses during cancer treatment, the effect of anti-cancer drugs
might be improved.Materials and Methods: To study JNK gene expression and its enzyme level, two kinds of cancer
cells including gastric cancer (AGS) and breast cancer (MCF-7) cell lines were used. They were subjected to abiotic
stresses such as heat, y andX-ray radiation. MCF-7 cells specifically were subjected to tamoxifen in addition to the above
mentioned abiotic stresses. MTT viability assays, RT-PCR and JNK specific ELISA tests were carried out to investigate
apoptosis, gene expression and JNK enzyme level, respectively. Results: The abiotic stresses resulted in decrease in
cell viability and increase in JNK level in both type of cancer cells. Meanwhile, tamoxifen as an abiotic stress and
antiestrogen drug significantly increased the level of JNK in MCF-7 cells and reduced the viability of MCF-7 in a dose-
dependentmanner. Conclusion: Short —term activation of JNK leads to survival of tumour cells. Conversely, long-term
activation of the enzyme results in activation of apoptosis as observed in our research projects. p53 is a tumour suppressor.
JNK is able to have an enzymatic activity on p53 as a substrate and activate or inactivate it.

Keywords: JNK, MAPK, Abiotic Stress, Stomach Cancer, Breast Cancer
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Blood in stool can be a sign of colon and rectal cancer (as the third prevalent cancer in the world), polyps, hemorrhoids, anal fissure,
ulcers, inflammation and intestinal bleeding which may be excreted as invisible. Fecal occult blood (FOB) test (Immunochemical
method) is able to specifically detect red blood cell antigens at a concentration of 50 ng/ml in feces (1% error) and has compared
with to the usual old tests more accuracy and precision which were affected by the diet. The aim of this study was to evaluation
of screening tests of blood in stool for 900 people 50-70 years old who referred to Health Comprehensive Services Centers in
Khalil Abad city during the year 1397 which they hadnot indications for refer to doctor. Referrals were 60% women and 40%
men which positive FOB results were 7.6%. Positive results were similar between male and female as well as between urban and
rural centers and statistically there was no significant difference between them (p<0.05). Positive results were relatively high in
these tests (relative to similar items 1.5%) showed this cheap and available screening method especially for rural areas and people
50-70 years old (24 % of total city population) can be an alert for high relatively incidence of gastrointestinal diseases that their
early detection is as an important tool in secondary prevention these diseases.

Keywords: Fecal Occult Blood, Screening, Gastrointestinal Diseases
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The Role and Importance of ctDNA Biomarker in Early Detection and Monitoring of Disease
in Patients with Breast Cancer
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Background and Aims Breast cancer is the cause of death approximately 571 thousand people around the world. One of the
factors to control and treatment, is early detection that assessing cell-free circulating tumor DNA (ctDNA) biomarker is one
of the newest method presented in this field. This study aims to assessing ctDNA biomarker in early detection and monitoring
disease in patients with breast cancer Material and Methods In this study we searched Keywords Cell-free circulating tumor
DNA, breast cancer, liquid biopsy published in websites pubmed, sciencedirect, in articles from 2013 and 2017. Results In breast
cancer, ctDNA can represent genetic mutations, such as PIK3CA, TP53 and ESR1, that is more sensitive comparing to other
biomarkers, e.g CEA, CA15-3 and help us detecting genomic variation by gene sequencing methods such as Digital polymerase
chain reaction (dPCR), Next Generation Sequencing (NGS) and tagged-amplicon deep sequencing (TAm-Seq) in early stages,
response to therapy and residual disease. Conclusion According to assessing fast, accurate and reproducible at any stage of the
disease than tissue biopsy, which is painful, invasive, has a low sensitivity and includes clinical complications, This method can
be used for clinical assessment, makeing treatment more effective and efficient, contributing to other methods.

Keywords: Cell-Free Circulating Tumor DNA, Breast Cancer, Liquid Biopsy
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Background and objectives: Telomerase activity is involved in senescence and cancer. Human cells start oldness procedure when
telomarase activity reuuced.On the other hand, the pathogenesis of cancer resulted into an increase the telomerase function. The
main aim of this study is to identify the key regulatory factor of effectual genes involving in positive telomerase activity which
maybe considered as a potential cancer eliminating agent.Method: Functional enrichment analysis was performed using QuickGO
tool; 24 telomerase regulation related biological processes terms were documented that 8 out of 24 were positive regulation
processes.After that all genes in those 8 processes were extracted and overlapping genes were obtained by Venn diagram tool. The
co-expression based interaction network was constructed by StRING database.Finally, using Tarbase databse the most significant
regualtors of mentioned genes were collected.Results: Following the examinations of genes were involved in telomerase activity,
52 genes were found that associated considerably in positive regulation of telomerase.The interaction consequences illustrate
thet 18 out of 52 genes are co-expressed. miRNA/target analysis revealed that hsa-miR-23b-3p can potentially target 17 genes.
Discussion and Conclusion: According to the results, the elevating levels of hsa-miR-23b-3p exclusively in cancer cells may
introduce a new route to eradicating of cancer cells by inducing mortality.

Keywords: Telomerase, Cancer, Bioinformatics, MicroRNA, Interaction Network
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Colorectal cancer affects more than 1.4 million people worldwide, causes over 690000 deaths and is third in prevalence
of all cancer types. Screening colonoscopies usually do not begin until a person turns 50. One of the most common
screening tests used is a stool test for colorectal cancer that is based on DNA technology. Outcomes from such tests
must be accompanied by a colonoscopy. There is a great need for reliable biomarkers for early-stage diagnosis of
colorectal cancer. Using quantitative RT-PCR, immunohistochemical staining and ELISA assays, shows that beta-
1, 4-galactosyltransferase-v (Beta-1, 4-GalT-V) gene/protein expression increases in human colorectal cancer tumors
compared to normal tissue. Beta-1, 4-GalT-V is highly and specifically enriched on endothelial cells in cancer tissue blood
vessel lining. This protein should be added to the list of biomarkers in blood testing for colorectal or potentially other
cancers to increase success at early detection.

Keywords: Colorectal Cancer, Beta-1, 4-GalT-V
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Background: Fibroblast Growth Factor 10( FGF 10) is one of the mesenchymal-epithelial transfer inducers (EMTs),
which plays a vital role in reproduction and cellular differentiation during fetal development. This factor can be the cause
of invasion and metastasis during cancer. Ovarian cancer is one of the most important causes of cancer death in women
in advanced countries. This study investigated the relationship between expression of FGF-10 gene in lateral and bilateral
ovarian epithelial cancer tumors. Methods: A number of 78 ovarian epithelial tumor tissues and 11 tumor marginal tissues
were obtained as a normal control from a tumor of the Iranian Cancer Institute in Imam Khomeini Hospital. Samples
were stored at temperature of- 80 © C and randomly selected and divided into lateral and bilateral ovarian cancer tumers.
After extraction of RNA from tissue and synthesis of cDNA and Real Time PCR, the relative expression of FGF mRNA
expression in patients and healthy subjects was calculated by formula 2 -AACt and information analyzed by SPSS using
Kruskal-Wallis Test and Mann-Whitney Test. Results: FGF 10expression increased significantly in bilateral ovarian
cancer tumors as compared to the lateral cancer tumors and normal control (P-value = 0.034). Expression rate did not
increased significantly in tumors larger than 5 cm (P-value = 0.6). Conclusion: Increased expression of FGF10suggests
that FGF10 may play a key role in the development and invasion of epithelial ovarian cancer and this factor can be
investigated as biomarker.

Keywords: Gene Expression, FGF 10 Gene, Tumor, Ovarian Cancer
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Background: Cervical cancer adequately depends on infections with high-risk human papillomavirus (HPV). In some cases,
persistent infection can lead the patient toward cervical cancer and finally death. Screening programs can dramatically
reduce the mortality rates. Recently, several molecular screening methods have been introduced in order to increase the
accuracy of the screening programs. Among these methods, RNA based methods have more advantages as they assess
the expression level of HPV E6 and E7 oncogenic mRNAs. The aim of this study was to evaluate the results of HPV
RNA- and DNA-based methods among Iranian women population with normal cytology results. Methods: According to
the inclusion criteria, 4640 individuals were included. In order to assess the HPV-DNA infection, INNO-LiPA® HPV
Genotyping Extra-II kit was used. For HPV-RNA assessment, Aptima HPV Assay and in house HPV-RNA genotyping
methods were applied. Results: The positivity rates of HPV infection according to DNA- and RNA-based methods
were 18.0% and 11.2%, respectively (P-value<0.001). Two sets of data that were acquired from DNA- and RNA-based
methods showed good agreement (0.6<kappa<0.8). The positive predictive value, negative predictive value, specificity
and sensitivity of DNA-based method in contrast with RNA-based method were 59.2% (56.6-61.6), 99.4% (99.0-99.6),
91.7% (90.8-92.6) and 95.2% (93.0-96.9) respectively. Conclusions: At the present study for prognosis of cervical cancer,
RNA-based method seemed to be more specific in contrast to DNA-based method. Following up the patients and further
studies would be conducted in order to clarify the clinical sensitivity and specificity of the two methods.

Keywords: Cervical Cancer Screening, Human Papillomavirus (HPV), HPV-RNA-Based Method, HPV-DNA-Based
Method, Negative for Intraepithelial Lesion and Malignancy
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Cervical cancer is the second most common cancer in the world, and HPV screening as a major risk factor for cervical neoplasia
has been important. However, the prevalence of genotypes in women hasn’t been studied. The aim of this study was to investigate
the prevalence of high risk HPV genotypes in Pap smear liquids, women referring to Dr.Ehteram lab in 1396 to 1397 Materials
and methods In this study, prevalence of HPV and genotypes distribution was evaluated in 192liquid Papsmear samples and their
previously Pap smear report as Ascus. DNA extracted from the specimens using precipitate method and then analyzed by realtime
PCR for 14 high risk genotypes Results In total, 38 positive cases were found to be the most common HPV 16, in people between 30
to 42 years. prevalence of positive genotypes was as follows type 16 in number 11, type 58 in six, types 56, 39 ,52 each in5, type 68 in
four types 51,59,35, and 51 in each of two, Typing 31,33 each of 1, and in 11 simultaneously, more than one type positive. Conclusion
Although this study can’t considered about prevalence of HPV in this region, but with regard to significant prevalence of type 16 in
comparison to other genotypes, it is recommended that liquid pap smear be performed in ASCUS cases HPV genotype for diagnosis
Precisely because determining the genotype of the HPV can play a significant role in the design of the vaccine to provide more
immunogenicity by using the appropriate vaccine.

Keywords: HPV Typing, Real Time PCR, Liquid Papsmear
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(Stis) and Its Impact on Cervical Cell Changes in Iranian Women Population
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Background: Persistent infection with high-risk genotypes of Human papillomavirus (HPV) can lead the patients toward cervical cancer
and finally death. Recently, studies showed that HPV co-infection with other sexually transmitted infection (Stls) might increase the
chance of HPV persistent infections. The aim of this study was to evaluate HPV co-infection with other Stls and assess the cervical cell
changes in Iranian women population. Methods: In this cross-sectional study, in addition to the routine cervical cytology testing, HPV
and non-HPV Stls assessment were performed on 1065 Iranian women. In order to assess the HPV and non-HPV Stls (Chlamydia
Trachomatis, Neisseria Gonorrhea, Mycoplasma Genitalium, Mycoplasma Hominis, Ureaplasma Urealyticum, Ureaplasma Parvumm,
Candida species, Trichomonas Vaginalis, Group B Streptococcus (GBS), Herpes Simplex Virus type-1&2, Trepanoma Pallidum (T.P)
and Heamophilus Ducrei) commercial kits were used. Results: In this study, 964 (90.5%) women had normal cytology (NILM) and 84
women showed abnormal cytology (*ASC-US). Other women were excluded due to the unsatisfactory for evaluation cytology results.
The prevalence of HPV infection was 39.1%. Among the HPV-infected individuals 83.7% of the individuals were infected at least
with one of non-HPV Stls (P-value <0.001). Among non-HPV Stls only the GBS was found as an effective factor for persistent HPV
infection (P-value <0.05). Conclusions: At the present study, it was found that HPV/GBS co-infection might lead the patients toward
high-grade abnormal cytology changes. In order to clarify this issue, further studies would be conducted.

Keywords: Cervical Cell Changes, Human Papillomavirus (HPV), Sexually Transmitted Infection (Stis)
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Combined Mild Hypoxia and Bone Marrow Mesenchymal Stem Cells Enhances Expansion
and Stemness of Human Cord Blood CD34+ Stem Cells

Fatemeh Mohammadali *, Saied Abroun, Amir Atashi
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Background:Cord blood(CB)is a rich source of Hematopoietic stem cells(HSCs) that has been used successfully to treat
a variety of disorders .Beside the advantage of CB,the main disadvantages of CB are the limited number of stem cells
available for transplantation and delayed engraftment.Identifying strategies to enhance expansion,and maintain stemness
of HSCs can improve transplant efficiency.The goal of this study was to examine different culture conditions on ex
vivo expansion and stemness capacity of CB-HSCs. Methods:In this study ,human cord blood CD34+ HSC,Cultured in
the serum-free media supplemented with cytokines(TPO,FLT3L,SCF) with/without Bone marrow Mesenchymal stem
cell(BM-MSC)feeder layer in normoxia (21% O2)and mild hypoxia(5% O2) for 7 days .At 0 and 7 days ,Total nucleated
cell count (TNC) ,CD34+ cells count ,CFC assay, c-MYC,SOX2 and HOXB4 expression,as a stemness markers by
Real time PCR were evaluated.The data analyzed using the t-test and ANOVA.Value< 0.05 were considered statistically
significant. Results:At the end of 7 days of culture,highest number of total nucleated cell (TNC) ,CD34+ cells ,Colony
forming units (CFUs) ,c-MYC, SOX2 and HOXB4 levels were seen in coculture of HSC with MSC feeder layer at
5% 02 .Our findings demonstrated statistically significant (1.4-1.68fold)increase of SOX2 gene expression,(1.4-1.6fold)
increase of c-MYC gene expression and(1.25-1.8fold)increase of HOXB4 gene expression in hypoxia versus normoxia.
Conclusion:BM-MSC and mild hypoxia combination not only improves HSC expansion but also enhanced stemness
capacity of HSC and better mimicked the niche microenvironment.These findings are expected to contribute to the
development of more efficient culture systems for the ex vivo expansion of CB HSCs.

Keywords: Cord Blood, Hematopoietic Stem Cell, CD34+ Cells, Mesenchymal Stem Cell, Hypoxia, SOX2 , c-MYC,
HOXB4
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Backgrounds: BKV infection is one of the most common infections in renal transplant recipients, and BK polyomavirus-
associated nephropathy (BKVPN) is seen in about 10% of patients who have had kidney transplants, which causes renal
dysfunction and even rejection of the transplanted organ. VP2 and VP3 are another main proteins in the BK virus capsid.
Aim: In this study, we determined the sequence of the VP2 and VP3 genes isolated from five patients who received kidney
transplantation and were admitted to hospital due to fever and increased creatinine. Materials and Methods: Conventional
PCR method with specific VP2 and VP3 primers was used. Then, purified fragments were cloned and VP2 and VP3 regions
of each sample were compared with homologous sequences in the Gene bank. Results: Comparing the gene VP2 and VP3
with reference strains of Dunlop, MM and SJH-LG-253, we found that the nucleotide difference was not significant in the VP2
(Respectively 0, 16 and 0 nucleotides) and VP3 (Respectively 0, 10 and 0 nucleotides) genes. Conclusions: In this study, the
complete sequences of VP2 and VP3 were aligned and compared to the standard strains of Dunlop, MM and SJH-LG-253. They
were had very little difference in the VP2 and VP3 regions. And this genes are not suitable for determined the polymorphism.

Keywords: BK Virus, VP2 and VP3, Kidney Transplantation, Ahvaz
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Two Layer Nanofibrous Mat for Wound Healing: In Vitro and in Vivo Study

Fereshteh Nejaddehbashi 1 *, Mahmoud Orazizadeh 1, Mahmoud Hashemitabar 1, Vahid Bayati 1, Mohammadreza Abbaspour 2,
Eskandar Moghimipour 3

1- Cellular and Molecular Research Center, Ahvaz Jundishapur University of Medical Sciences, Ahvaz, Iran. 2- Targeted
Drug Delivery Research Center, Pharmaceutical Technology Institute, Mashhad University of Medical Sciences,
Mashhad, Iran. 3- Nanotechnology Research center, Faculty of Pharmacy, Ahvaz Jundishapur University of Medical
Sciences, Ahvaz, Iran

fereshte negad@yahoo.com, orazizadehm@gmail.com, hashemi tabar@hotmail.com, vahid bayati@yahoo.com,
abbaspourmr@mums.ac.ir, moghimipour@yahoo.com

Background: nanofibrous scaffold play important role in regenerative medicine. The aim of this study was to design a two - layered
scaffold containing silver sulfadiazine with controlled release to deliver on wound healing in rats in vivo. Methods: Double-layered
nanofibrous mat was prepared by electrospinning technique with the bottom layer formed from PCL (poly-e-caprolactone)/SSD (silver
sulfadiazine) nanofibers and the upper layer from PCL/Collagen(PCL/Coll) nanofibers with 500 pm thickness. Bottom were designed
to give antibacterial characterization to the system. Successful fabrication of two layered nanofibrous mat was shown by Field Emission
Scanning electron microscopy (FE-SEM), EDX and Fourier transform infrared (FTIR) spectroscopy. Results: The profile release of
SSD in double layered mats in vitro showed controllable manner. MTT assay significantly showed increased the cellular proliferation
and viability in compared to control. The in vivo studies showed accelerates the healing process in a shorter time. Conclusions: The two
layered mat with antibacterial incorporated in bottom layer could be considered as a suitable and controlled wound dressing membrane
for shortening of healing time and also prevent scarring and infection during the wound healing process.

Keywords: Tissue Engineering, Antibacterial Agent, Wound Healing
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The Importance of Detection of the Reference Laboratory in the Rapid Response Team
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Introduction The rapid diagnosis of the reference laboratory has a key role to play in controlling biological threats as one
of the most asymmetric threats of the contemporary age, and the rapid reaction team has been instrumental in limiting
the contaminated area and preventing the spread of the disease to other areas in the epidemic of infectious diseases of the
country with more sensitivity Be considered . method This paper examines the necessity of coordinating the rapid reaction
team with the reference laboratory in the epidemic of communicable diseases through a rapid diagnosis approach and the
use of modern technology in a descriptive and analytical way. Target Necessity of Detection of Reference Laboratory in the
Rapid Response Team Operational Process conclusionThe importance and necessity of identifying threats and preparing
for coping with its destructive effects on the country’s health and security is obvious and also an area for research, research
and education in the academic and research institutes of the country. Each country adjusts national plans to deal with
such threats, while strengthening infrastructure, rehabilitation, preparedness, and threat identification from principles and
related sciences. Despite developments in the current century and advances in technology and technology in the reference
laboratories, it remains one of the vulnerabilities of countries. Accordingly, the coordination of activities and the presence
of the Rapid Response Team with the reference laboratory will play an important role in reducing vulnerability, and
considering this can have an effective role in the health of the country.
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Laboratory & Diagnosis Vol. 10, No 42, Supplement Issue

Network Coordination
Mansour Ghorbani 1 *

1- Shafa Laboratory, Quarchak
man10462003@yahoo.com

The role of the public health laboratory (PHL) in support of public health response has expanded beyond testing to include
a number of other core functions, such as emergency response, training and outreach, communications, laboratory-based
surveillance, and laboratory data management. These functions can only be accomplished by a network that includes
public health and other agency laboratories and clinical laboratories. It is a primary responsibility of the PHL to develop
and maintain such a network. laboratory colaboration lead to minimum cost & maximum quality.
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Basically, when a decision is made to change in a system, it should either be inefficient or not respond to the need it is
expected to be. It is clear that the status quo shows the effectiveness of the current system. It seems that the changes made
in the regulations set up laboratories to facilitate the establishment of laboratory networks and to organize and improve
the quality of laboratory services. However, in the drafting of the Code of Conduct, especially in the discussion of the
network of laboratories, its stakeholders, namely the officials of the country’s medical diagnostic laboratories, have not
been surveyed. In the network discussion and the establishment of a business, the needs assessment should be done and
the country’s cultural and economic conditions and infrastructure should be considered. Regarding the wrong policies in
the health system, the increase in economic corruption and rentier in the country, the establishment of a laboratory for
diagnosis will eventually lead to inappropriate disturbances and inadequate communications in the country’s laboratory
services, and, like any move based on the appropriate infrastructure and infrastructure Is not condemned to failure.
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Manual Platelet Estimation Following Automated Low Platelet Counts
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Objectives Manual platelet estimation is one of the methods used when automated platelet estimates are very low.
However, the reproducibility of manual platelet estimation has not been adequately studied. We sought to assess the
reproducibility of manual platelet estimation following automated low platelet counts and to evaluate the impact of the
level of experience of the person counting on the reproducibility of manual platelet estimates. Methods In this cross-
sectional study, peripheral blood films of patients with platelet counts less than 100 x 109/L were retrieved and given to
four raters to perform manual platelet estimation independently using a predefined method (average of platelet counts in
10 fields using 1000X magnification multiplied by 15000). Data were analyzed using paired T-Test. Results Data were
analyzed using paired T-Test and not have significant difference between estimated count and virtual count. This result
showed that estimation of platelet from stained PBS is reliable and cost benefit method for patient that have platelet
aggregation problem and etc. Conclusions The agreement between different raters using manual platelet estimation was
excellent. Further confirmation is necessary, with a prospective study using a gold standard method of platelet counts.

Keywords: Blood Platelets, Peripheral Blood Smear, Examination, Interpretation
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Today, with the increasing number and variety of laboratory tests, the role and place of laboratory sciences has become more
important in identifying and assessing the causes of disease, which, in opinion of experts and experts in epidemiological
and sanitary examinations without well-equipped laboratories, is impossible in this regard. Addressing quality in clinical
laboratories is a fundamental principle. This review study, by collecting important and common issues in the field of
improving the quality of the medical diagnostic laboratory from authoritative sources, has tried to increase the information
of the activists of this profession, with the aim of using these materials, it is possible to take more effective steps in
providing better laboratory services. An application to enhance the quality of clinical diagnostic labs. In order to achieve
these goals, first of all, the prospects for the development of quality improvement of clinical diagnostic laboratories should
be specified and scientific and practical activities should be upgraded in a qualitative way and adapted to international
scientific standards. A system of laboratory performance verification should be established and An appropriate place for
quality control in the medical diagnostic laboratories is continuously and effectively seen in the relevant programs.
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Biological monitoring and health care are parts of an interconnected chain that can measure the chemical composition or
metabolites in the body through the evaluation of biochemical and cellular effects, to reveal reversible disorders in The
vital organs are in change. It should be noted that diagnosis after the occurrence is beyond the scope of this assessment.
The objective of biologic monitoring is to evaluate the chemical composition of metabolites in tissues or body fluids.
The use of blood and urine analysis is appropriate for measuring recent exposures, due to the invasive nature of blood
sampling, urine analysis is used to determine the rate of chemical removal of metabolites and the measurement of the
main compounds or metabolites Known in the urine, has long been used as a biological indicator of exposure to a
number of chemical compounds, such as arsenic and organophosphorus pentoxides. The result of regular monitoring and
periodicity of the presentation of the guidelines and guidelines for the safety of laboratories is used for the care and health
of the lab staff.

Keywords: Biological Monitoring, Laboratory Staff, HSE, Occupational Exposure
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Application of Short Tandem Repeat Markers in Early Diagnosis of Chromosomal
Aneuploidies in Aborted or Stillborn Fetus in Isfahan Forensic Department
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The most common aneuploides includes chromosome 21 trisomy ( Down syndrome), chromosome 18 trisomy ( Edward
syndrome), chromosome 13 trisomy ( Down syndrome), chromosome 21 trisomy ( Patau syndrome), chromosome X
monosomy ( Turner syndrome) and Klinefelter syndrome (XXY). One of the benefit of applying short tandem repeats (StRs)
in molecular studies and screening of chromosomal abnormalities, is the capability of reproducibility of this sequences.
Synchronize reproducing capability in multiple loci, high sensitivity and specificity and capability of the analysis of huge
data with less burden and time, are some of the impacts of StR application in the screening of chromosomal abnormalities.
In this study, the validity of applying StRs for screening of common chromosomal aneuploidy ( Down syn.) have been
assessed using data from affected people. After getting the letter of satisfaction from each case next of kin, blood samples
from 25 Down syndrome clientele who have been admitted in Isfahan legal medicine department, have been saved on
FTA cards. DNA has been extracted from blood samples which then amplified using Amp F StR Identifier kit with PCR.
Resultant StR profiles have been visible using ABI capillary electrophoresis and have been analyzed by GeneMapper
software. Presence of three different alleles in D21S11 locus has been reported in 21 cases out of 25. Application of this
technique in rapid screening of chromosomal aneuploidies during pregnancy and also in aborted fetus can be extended.

Keywords: Aneuploidy, Down Syndrome, StR, PCR
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Fabrication of Electrochemical Biosensor Based on Modified Graphene Nanostructures:
Application for Detection of Carcinoembryonic Antigen
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Early diagnosis of cancer in order to survive and prognosis the patient requires the use of sensitive and specificity methods; Methods
that increase the chance of cure and prevent metastasis.biological markers such as CEA, AFP, CA125 etc. play an important role for
diagnosis cancer. Resently, the field of biosensor technology has gained much attention in cancer research due to analytical function,
real-time measurement and low detection limit which can help detect cancer in the early stages. In the present study, electrochemical
biosensors based on nanomaterial graphene oxide have been studied to identify CEA. Graphene oxide was first synthesized from
graphite powder using Hummers method. The structural analysis of GO was conducted by an electron microscope (SEM). GO
was then coated on a GCE and CEA antibody was fixed on the modified electrode by forming amide bonds. AFM and FT-IR were
used to verify the proper binding of the antibody onto the electrodes. The presence of CEA antigen with different concentrations
was quantitatively investigated using cyclic voltammetry(CV) and electrochemical impedance(EIS).As evidenced in the image of
the SEM, the GO was consisted of several layers. The AFM images and the results of FTIR showed that antibody was fixed on
the electrode. Here, the electrochemical behavior of modified electrode was evaluated by incubating the immunosensor in various
CEA concentrations of 0.1, 0.5, 0.7, 1, 2.5 and 5 ng/ml. The CV measurements showed decrease in flow rate and corresponding EIS
showed enhanced charge transfer resistance in the presence of CEA antigen with different concentrations.
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Purpose and importance of research: About 1 in 1,000 children is born with profound deafness. More than half of these cases are caused
by genetic factors. Most cases of genetic deafness (70% to 80%) are nonsyndromic. Researchers have identified more than 150 genes that,
when mutated, may cause deafhess. Deafness can also result from environmental factors or a combination of genetic and environmental
factors. In this study for an affected child we performed whole Exome sequencing using NGS method. Methodology: The patient is a
6-year-old symptomatic boy with hearing loss, ataxia, strabismus and cerebellar atrophy. His parents are first cousins. There is history of
same presentation in his pedigree. DNA was extracted from whole blood. Whole exome sequencing was performed using NGS method.
Nearly all exons and flanking 10bp were detected and analyzed. Detected variations include single point mutations, and small indels
(within 20bp).Results: Analysis of exome data, showed ¢.2929-6A>G variant in OFD1 gene in hemizygous state as a possible candidate
that may explain the clinical history mentioned above. This gene has been reported as a causative gene in Joubert syndrome-10, Retinitis
pigmentosa 23 and Simpson-Golabi-Behmel syndrome-type 2 with recessive X-linked and Orofaciodigital syndrome 1 diseases with
dominant X-linked pattern.Discussion and Conclusion: The detected hemizygous splice region variant in OFD1 gene, has not been
previously reported for its pathogenicity. However, multiple lines of in silico computational analysis support the deleterious effect of the
variant on the gene or gene product(s). The variant is absent in population databases.
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Background and Objective: Graphene is a single layer of carbon atoms arranged in a two-dimensional honeycomb lattice. Since its
discovery in 2004, graphene and its derivatives have attracted intensive interest in biological and medical applications such as drug
delivery, biomolecule detection, bioimaging and etc. The excellent biocompatibility, high surface area, versatile surface functionalization
and chemical stability of graphene-based materials make them suitable for fluorescent bioimaging which plays a key role in cellular and
molecular diagnostics. Here, we review the recent advances of graphene-based materials as fluorescence imaging tools for biological
applications. Findings: Recently, researchers have focused their attention on graphene oxides and graphene quantum dots as promising
candidates for fluorescence bioimaging due to tunable emission wavelength, superior resistance to photobleaching, high fluorescence
quantum yield and low toxicity. Functionalization of the graphene-based material surface with various organic molecules and
biomolecules through covalent and non-covalent methods have offered more specific and stable fluorescent probes to detect diseases at
early stages and evaluate the treatment response. The results demonstrated that controlling the size, shape and surface functionality
of graphene-based materials are crucial for the further improvement of the performance in bioimaging applications. Conclusion:
Graphene-based materials due to surface functionalization and excellent biocompatibility have attracted increasing interest. However,
their potential long-term toxicity is still a major concern for clinical use. Thus, more studies are urgently required to systematically assess
their potential toxic effects depending on the physicochemical characteristics, the possible interactions with cells and accumulation sites.
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Objective and the importance of research: The cause of infertility in men is detectable in only 40% of cases, and in 60% of cases it is
not detectable in pathology. Ureaplasma urealyticum occurs in 5% to 20% of sexually transmitted males. This contamination causes
abnormal sperm and reduces sperm movements. The correct diagnosis of this infection can be very effective in preventing infertility
and transmission of bacteria. Molecular methods are a good way to diagnose this infection.The purpose of this study was to identify
and evaluate the important primates of Ureaplasma urealyticum by molecular PCR method in infertile men. Methods: This study was
performed on 100 samples of Semen from unprofitable men who had been collected from Sarem Specialized Hospital. The DNA of the
samples was extracted by boiling/DNG_PLUS. Both PCR tests were optimized and evaluated for sensitivity and specificity. PCR test was
performed on extracted DNA from samples.Results: Two PCR tests, optimized and ampillon 559 bp and 429 bp were amplified using
specific primers of ureaplasma urealyticum. The limit of detection (LOD) for both tests, was calculated 10 copy/reaction. In the specificity,
primers did not bind with DNA of other microorganisms and only bonded with Ureaplasma urealyticum. Of the 100 samples were positive
13% positive for amplicon 559 bp, and 14%, for amplicon 429 bp,. Discussion and Conclusion: The two primers studied in this study had
almost the same diagnostic power. Both of the gene targets used in this study yielded approximately the same positive results.

Keywords: Molecular Detection, Ureaplasma Urealyticum, Infertile Men, Pcr
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Evaluation of PCR in Rapid Diagnosis of Arthritis Caused by Haemophilus Influenzae
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Objective and the importance of the research: Infected arthritis is a joint inflammatory bacterial that is caused by the spread of
blood, spread of inflammation, marrow and bone infections, cell inflammation or is appeared after a trauma or surgery. People
believe that about 50 percent of the cause of arthritis has genetic backgrounds such as human leukocyte antigen (HLA) and
others depend on factors such as smoking and microbial contamination. Among the microorganisms that cause the infectious
haemophilus arthritis is influenzae. PCR .The aim of this study is rapid determination of Haemophilus influenzae arthritis
onset. Method: This study was conducted on 70 synovial fluid collected from Shariati Hospital. The DNA of the samples were
extracted by using of phenol-chloroform standard method. PCR test of Hemophilus influenzae genus detection was optimized
using several standard methods of Haemophilus influenzae. Limit of detection (LOD) and Specificity tests were performed
and then PCR test was performed on the samples. Results: The optimized PCR product with 273 bp proliferation was observed
on 2% electrophoresis gel. A specificity test with DNA of other microorganisms showed 100% specificity for these primers.
LOD 10 was determined copies / reaction. Among 70 clinical specimens of synovial fluid by PCR technique, 7 samples (10%)
were positive and 63 (90%) were negative. Discussion and Conclusion: In this study, the PCR technique was a quick, accurate,
and appropriate molecular method for detecting the Hemophilus influenzae genus virus in synovial fluid.

Keywords: Haemophilus Influenzae , Synovial Fluid , Rapid Detection , Arthritis-PCR
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Objective and the importance of the research: Infertility is one of the most common health problems all around the world. This
problem affects about 15% of the couples. Infertility in men depends on infectious, environmental and genetic factors. HSV-II
can be one of the male infertility factors. This virus causes genital herpes and is very common also it is contagious and can be
transmitted through sexual contact. The aim of this study was to identify type II herpes simplex DNA in the semen of infertile
men using PCR techniques. Method: In this study, 100 samples of semen of infertile men were collected from Sarem Hospital. At
first, extraction of DNA samples was done by Boiling/DNG-Plus method. In the second stage, the PCR test for optimal diagnosis
of HSV Il and the specificity and limit of detection was investigated. At the final stage, the optimal test is performed with positive
and negative control on the samples. Result: In this study, the PCR test, optimized and Amplicon 231 bp were ampified using
specific primers for HSV II. In the specificity, primers formed a band only with DNA of herpes simplex virus 2, and no band
formation was observed with DNA of other organisms. The LOD calculated 10 Copy/Reaction. Among 100 collected samples, 5
samples (about 5%) were positive. Discussion and conclusion: Given that many microorganisms can play a role in male infertility,
type II herpes simplex virus can be considered as one of the factors in male infertility.

Keywords: Herpes Simplex Virus Type II, Semen, Male Infertility, PCR
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Backgrounds Pseudomonas aeruginosa is one of the major agents of nosocomial infections in burn centers.Therefore,
The aim of this study was to characterize molecularly Pseudomonas aeruginosa isolates collected from environmental
and burn patients. Material and method: A total of 58 clinical and 20 environmental strains of the P. aeruginosa were
collected from Beasat hospital of Hamadan, west of Iran, and identified via API 20NE. The antimicrobial resistance
was tested by disk diffusion method as recommended by CLSI. Biofilm formation was quantified by the microtiter plate
test. Pulsed Field Gel Electrophoresis (PFGE) was used to evaluate the genomic features of the isolated strains. Result:
We found that 94.8% of clinical and 80% environmental isolates were capable of forming biofilm. The rate of MDR
in clinical and environmental isolates was 51.7% and 40%, respectively. There was a significant correlation between
multiple drug resistance and biofilm formation capability (p<0.05). PFGE typing showed 11 different clusters with two
major clusters A with 30 (38.5%) and B with 14 (17.9%) members, containing up to 56.4% of all isolates. There was no
relationship between biofilm formation ability and antibiotic resistance patterns with Pulsed-Field Gel Electrophoresis
(PFGE) clusters. Conclusion In this study, we demonstrated that clonal spread of environmental P. aeruginosa isolates
is related to that of clinical isolates, being both associated with a high prevalence of the antibiotic resistance and biofilm
formation ability. This study highlighted the prevention programs need to be implemented in the hospital environment to
limit the transfer of P. aeruginosa in this burn units.

Keywords: P.Aceruginosa, MDR, Biofilm Formation, Antibiotic Resistance, PFGE
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Identification of Toxigenic Clostridium Difficile Isolates in Hospitalized Children with
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Bagheri S1 1.Blood transfusion Research Center,high Institute for Research and Education in Transfusion
Medicine, Tehran,Iran Background: Clostridium difficile is a major nosocomial pathogen that infects the large intestine
(colon) and causes a range of clinical manifestations from mild to severe diarrhea. It is pathogenic agent of wide spectrum
of gastrointestinal complications such as toxic megacolon (TMC), pseudomembranous colitis (PMC), and diarrhea. The
pathogenicity of this bacterium is related with the production of two large bacterial toxins. Objectives: The aim of this
study was to assess the detection of pathogenic toxin A/B- positive Clostridium difficile strains among hospitalized patients
with diarrhoea in Gonabad, Iran. Materials and methods: In this cross-sectional study hospitalized patients submitted
to 22Bahman hospital (Gonabad, Iran) and if they had a liquid stool specimen were included. From November 2016
through July 2017, a total of 50 sequential stool samples (unformed or liquid) from hospitalized patients were obtained
for inclusion in this study. Stool samples were collected and Clostridium difficile toxin A/B immunoassay was performed
according to manufacturer guidelines.results:Among the studied patients, 16 (32%) cases were positive for Clostridium
difficile toxin A/B by immunochromatographic assay. Conclusions: Our results showed emergence of potentially highly
virulent and antibiotic resistant C. difficile isolates is alarming. Diagnostic of pathogenic Clostridium difficile by clinical
microbiology laboratory can improve the handling of disease and a more reasonable use of antimicrobials by physician.

Keywords: Hospitalized Patients, Children, Diarrhea, Toxigenic Clostridium Difficile
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Introduction: Hospital infections occur in 10% of hospitalized patients. Nurses play a key role in preventing hospital
infections. With all preventive measures in health centers, one in every 20 patients suffer from hospital infection. Nurses
play a role in treating and managing the symptoms of hospital infections. The aim of this study was to investigate the
most important nursing diagnosis in patients hospitalized with Biblical infection. Method of work: This study is a review
study. SIDs, Medline, Pubmed, Science direct Magiran were searched for the keyword nursing diagnosis in patients with
symptoms of hospital infection. Out of 25 articles, 5 articles were used for editing. Results: According to the studies
carried out in the studies, the most important and most common nursing diagnoses in hospitalized patients with symptoms
of a hospital infection are as follows. It is necessary to design a nursing care program in the nursing process. Nurses and
knowledge about nursing diagnosis and care programs can play a role in treating the disease and preventing complications
associated with the disease.

Keywords: Hospital Infection, Nursing Diagnosis, Nurse
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Detection of BK Virus Infection in Kidney Transplant Recipients Whit Real-Time PCR Method
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Background: BK virus (BKV) is the cause of nephropathy. Because BKV nephropathy can progress to graft loss, early
diagnosis of BKV infection is very important. The purpose of this study was to investigate BKV in urine sediments for
screening and monitoring of this infection in recipients of a Kidney transplants in in Golestan province. Methods: In this
cross sectional study, 20 patients with BKV infection were recruited. Demographic data were collected. BKV-DNA was
extracted from each urine sediment samples. and PCR Real-Time were performed for detection of infection of BK'V.
Results: There were 14 (70%) male and 6 (30%) female individuals with age range 20-60 years and mean age 36.9 years.
BKYV infection were identified in 3 of 20 (15%) patients which all of them were men (21.42%). Conclusions: Untreated
BKYV infections lead to kidney dysfunction or loss. Thus, using the Real-Time PCR method, can be helped to detect the
virus and prevent nephropathy and loss of transplantation.

Keywords: BK Polymavirus, Kidney Transplantation, PCR Real-Time
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Introduction and aims: Carbapenem antibiotics are the last resort in treatment of Pseudomonas aeruginosa infections.
The increasing resistance rate to these compounds has limited the use of carbapenems in treatment. The aims of this
study were to determine the carbapenem-resistance mechanisms, molecular epidemiological relationship, and clinical
impact of carbapenem-resistant isolates. Materials and methods: A total of 243 non-duplicate P. aeruginosa clinical
isolates from seven educational hospitals in Urmia and Tabriz (Northwest of Iran) were collected. The carbapenem
resistance mechanisms were determined by phenotypic and molecular methods. Molecular epidemiological relationship
of isolates were done by Random Amplified Polymorphic DNA (RAPD) method and demographic data of patient were
collected. Results: One hundred and sixteen isolates (47.7%) were identified as carbapenem-resistant isolates. Among
the carbapenem-resistant isolates reduced expression OprD gene was the most and AmpC overproduction also lower
carbapenem resistance mechanism. The most of isolates recover from burned patient and mortality rate of patients were
35.3%. The clonal distribution of the strains was related to carbapenem-resistance mechanisms. Conclusion: The present
study demonstrated that efflux pump overproduction and decreased oprD expression were in Tabriz and carbapenemases
production in Urmia were the main carbapenem resistance mechanisms. We found that carbapenemase producer strains
could not always lead to prolong hospitalization, dissemination in intensive wards and high mortality rate.

Keywords: Carbapenem Resistance, RAPD-PCR, Metallo-B-Lactamase, Pseudomonas Aeruginosa
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The Prevalence of Bla Oxa-48, Carbapenemase Enzyme Gene, among Escherichia Coli
Isolates from Outpatient and Inpatients in Tehran
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Introduction: Nowadays, the emergence of Eschrichia coli (E.coli) strains resistant to carbapenem antibiotics is a major
concern in the UTI treatment. bla oxa-48 is one of the most carbapenemases that has been reported in some studies in
the worlds. The aim of this study was to detect of bla oxa-48 gene in clinical E.coli isolates in Tehran, Iran. Method: In
this study, 300 E.coli isolates was collected from outpatient and admitted patients in Tehran hospitals. The presence of
bla oxa-48 gene was detected by PCR method, and antibiotic susceptibility test was performed by disk diffusion for bla
oxa-48 positive strains. Results: Among 300 E.coli isolates, bla oxa-48 was detected in three (1 %) isolates. none of the
three isolates were resistant were resistant to fosfomycine, pepracilin- tazobactam, imipenem and meropenem, degree of
resistance to ceftazidime, cefotaxime, amoxicilline, cefazolin, amoxicillin- clavulanic acid 100%, erythromycin 33.3%.
Conclusion: Although none of isolates showed resistance to imipenem and meropenem antibiotic, this did not mean that
bla oxa-48 gene was absent genotype in bacteria.

Keywords: E.Coli, Antibiotic Resistance, Carbapenemase
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Nowadays, opportunistic fungi, especially Candida albicans, are among the most common nosocomial infections in
patients with immunodeficiency. Drug resistances and many problems in improving and treating these infections. The
objective of this study was to evaluate the fluconazole resistance Gene ERGI11 in fluconazole-resistant clinical strains
in patients infected and susceptible to opportunistic fungal infections by reverse transcription-polymerase chain reaction
method. This experimental study was conducted in 2018 in Bu-Ali Hospital and Nabi Akram Hospital in Zahedan. Clinical
strains were identified from those susceptible to nosocomial infections or Candida albicans infection by microscopy and
phenotypic culture and isolation methods. Then, the susceptibility of species to fluconazole was studied by the standard
disk diffusion method. Reverse transcription-polymerase chain reaction method was used to evaluate the expression
of Fluconazole resistance gene. Phenotypic and microscopic studies on 200 random samples showed that 39 of these
subjects had infection with Candida albicans agent. The prevalence of this agent was about 20%. Then, drug resistance
investigation by using disk diffusion method showed that 27 of these subjects were resistant to fluconazole. PCR product
evaluation showed that 18 cases had increased gene expression. Opportunistic fungal infections have high prevalence in
treatment settings. The results of this study show a high percentage of resistance to Candida albicans species. The use
of simple and cost effective methods such disk diffusion along with molecular techniques and mechanisms making it
possible to examine the genes involved in drug resistance is recommended to achieve acceptable results.

Keywords: Candida Albicans, ERG11, Gene Expression, Drug Resistance
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Associaation of KCNJ11 Gene with Type 2 Iranian Diabetic Patients
Farzaneh Ramezanzadeh 1 *, Seyed Abolhassan Shahzadeh Fazeli 1

1- Department of Molecular and Cellular Biology, Faculty of Basic Sciences and Advanced Technologies in Biology
University of Science and Culture, Tehran, Iran
farzanehramezanzade@gmail.com, shfazeli@yahoo.com

Background and Objective: Type 2 diabetes is a complex disease with several genetic factors and different environmental
elements which contribute to the occurrence of disease. It is among metabolic diseases in which insulin is either not
produced or its amount is insufficient.E23K polymorphism located in exon 1 of the KCNIJ11 gene is one of the leading
genetic factors of type 2 diabetes. The aim of the current research is to investigate this polymorphism in type 2 diabetes
among Iranian population.Materials and methods: In a case-control study, 40 patients and 40 control subjects were
selected.E23K polymorphism in KCNJ11 gene was studied using polymerase chain reaction and sequencing technique.
The collected data were analyzed using chi-square test and logistic regression analysis in SPSS-22 software.The risk of
type 2 diabetes was shown by odds ratio (ORs) and a 95% confidence interval (95% cls).Findings: Based on the obtained
results, the frequency of mutant allele A related to E23K polymorphism in patients and control subjects was 42.5% and
43.8%, respectively. Additionally, the frequency of genotype AA was reported to be 23% and 20 % in patients and control
subjects, respectively. Therefore, no significant difference was observed between the frequency of allele A (p.value =
0/87) and genotype AA (p.value = 0/795) in two case and control groups, but a significant difference was observed
between age and disease (P.value= 0/0001).).Conclusion: The results of this study show that the allele and genotype
distribution of E23K polymorphism is not related to type 2 diabetes in Iranian population.
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Introduction:Identifying and managing errors is an integral part of a quality management system in clinical laboratories. The
analysis of recorded errors in order to correct the existing procedure can improve the quality. Considering the importance
of identifying laboratory errors, this study aimed to investigate the sigma metrics of laboratory errors in patients admitted.
Method: This study was a descriptive cross-sectional study carried out in Salman Farsi Hospital. The research population was
60000 admitted patients. In this process, 50 types of errors were defined in pre analytical, analytical, and post analytical phases.
Errors was recorded and descriptive statistics was used to analyze the data by means of SPSS 16 software.Result: In this study,
60,000 laboratory referral were analyzed. In the first month, 1910 errors were recorded, in which 80% pre analytical, 17% post
analytical and 3% analytical, respectively. The sigma number of errors was 2.3 relative to the total laboratory referral. Then,
by defining new procedures and starting the recovery process, the errors gradually decreased within 7 months. 1041 error
occurred in the last month, with the frequency of 75% of the per, 14% of the post and 11% of the analytical and sigma number
of errors promoted to 2.8. Conclusion: This study was the first sigma metrics study of laboratory errors in Iran. Results show that
applying performance improvement strategies, focusing on error identification and classification, and the formulation of control
processes, can significantly reduce errors, followed by improvement of the patient safety.

Keywords: Sigma Metrics, Laboratory Errors, Pre Analytical, Post Analytical, Analytical
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Introduction: Chronic kidney disease (CKD) is a leading cause of death and kidney biopsy is the best diagnostic method in
CKD. The purpose of this study is to investigate of changing in relative expression of microRNAs in CKD based on meta-
analysis and bioinformatic methods and determining them in the urine with real-time PCR as CKD diagnostic biomarkers
in a non-invasive method. Methods: for meta-analysis, a comprehensive literature search was done in databases, 108 CKD
miRNA expression studies were selected and two meta-analysis methods were employed. Then the expression of these
biomarkers in the urine of patient will be measured by Real-time PCR. So diagnostic CKD-miRs were selected and targets
of them were obtained and a gene set enrichment analysis was carried out to recognize pathways that are most strongly
affected by dysregulation of these miRNA. Then, 90 urine sample in diseases and controls were collected and real-time
PCR were performed. Finally, the results of assey were analyzed on CKD patients and subtypes of MN, DN, IgAN and
FSGS&MCD. Results: According to meta-analysis results, a S-member panel was selected for diagnosis of CKD from
healthy and a 5-member panel was selected for differential diagnosis between 4 subtypes of the disease. Enrichment
analysis confirmed that CKD-miRs target related genes in signaling and community pathways in renal fibrosis. Results of
Real-time PCR showed that, except for 2 miRNA, other CKD-miRs showed expected significant dysregulated expressions.
Conclusion: This study, introduced and validated 9 miRNA as diagnostic and differential diagnosis biomarkers for CKD.

Keywords: Chronic Kidney Disease, Biomarker, Mirna, Meta-Analysis
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Background: End stage renal disease (ESRD) is one of the most common life-threatening diseases that creates a large
burden for both individuals and society. Efforts to diagnose and prognosis this condition need a conception of alternative
risks. The aim of our study was determining the main causes of ESRD in Sari city. Methods: In this cross sectional study,
we assessed the medical records of ESRD patients who referred to two hemodialysis centers in Sari, Iran from January
2016 to March 2017. Patients who were under hemodialysis because of acute renal failure were excluded. Age, sex, cause
of ESRD and dialysis-related variables were collected by checklist from patient’s file. For data analysis, Chi-Square
and ANOVA tests performed using SPSS 16. Results: 126 patients consisting of 69 males (54.8%) with the mean age
of 58+15 years participated in the study. Hypertension (30.2%), Diabetes mellitus (20.6%), hypertension and diabetes
mellitus (24.6%), obstruction (4%), renal inefficiency (5.6%), glomerunephritis (1.6%) were the most common causes of
ESRD. The most common blood groups in these patients were O+ and A+ (31% and 30.2%). The relationship between
age and cause of ESRD was significant (P=0.004). There were no significant differences between causes of ESRD and Sex
(P=0.548). Conclusion: The most common causes of ESRD in this investigation, based on our results were hypertension
and diabetes mellitus that was comparable with developing countries. Screening and prognosis of the common known risk
factors such as hypertension and diabetes mellitus can reduce economic and social burden of ESRD.

Keywords: ESRD, Hemodialysis, Hypertension
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Producing T-Vector Containing CCDB for Screen with a New Approach
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TA cloning is routinely used for cloning of PCR amplified fragments. This technique exploits the terminal transferase
activity of Taq polymerase that add a 3'-A overhang to each end of the PCR product. PCR products can be easily cloned
into a linearized vector with 3"-T overhangs compatible with3'-A overhangs. Two different strategies were used to produce
T-vectors, i.e. adding a single thymidine at the 3" blunt ends of a linearized vector and generating single 3’-T overhangs
of a linearized vector by restriction endonuclease digestion. We used a new method for constructing a T-vector that uses
linker and a change in the CCDB gene frame shift.Because it is difficult to generate a high-quality TA cloning vector
in individual laboratories, many TA cloning kits are available in the market Many of them use blue/white screening for
recombinants .To meet the need for high-throughput cloning of DNA fragments into diverse vectors, we have developed
a significantly improved TA cloning vector system by taking advantage of the negative selection gene marker ccdB to
eliminate the self-ligation background after transformation.
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Regulatory Offices and Regulations and Directives, As requirements for the use and confirmation of the results of
laboratory kits and equipment, they emphasize validation documentation and analytical criteria. Accuracy, precision and
its levels; repeatability in one day; Repeatability; Intermediate Precision; Reproducibility; Specificity; Detection Limit;
Quantitation Limit, Robustness, Linearity, and range determination The methods of analysis and confirming of Correlation
between In Vitro methods which are replaced by In Vivo tests for ethical and economic purposes, are including the
main validation and accreditation criteria for laboratory kits and equipment. Non-compliance with these indicators will
lead to a deviation in reporting the actual results of tests fundamentally. Iran’s Pharmacopoeia has also been obliged
to carry out relevant laboratory studies and provide comprehensive and comprehensive documentation of compelling
results consistent with the standards of such indicators in accordance with the International Conference on Harmonization
(ICH). Accordingly, not only the participation of medical diagnostic laboratories will be useful in conducting validation
studies for the utilization of laboratory kits and equipment, but also due to the essential role of the experts and the
technical authorities of these laboratories in the implementation of tests and performance indicators for kits, equipment
and Laboratory methods are essential and inevitable.

Keywords: Analytical Methods, Validation, Quality Control, Medical Diagnostic Laboratory, Pharmacopoeia, Laboratory
Kit, Medical Equipment, Standard
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Background: Platelet (PLT) agitation during storage is important for maintaining PLT morphology and pH by enhancing
carbon dioxide exchange and helping to regulate rates of oxygen consumption.It seems that the mode of agitation affects
the quality of the platelets. The aim of this study was to investigate PLT concentrates quality in 2 different agitators.
Methods: PLT concentrates from PRP method were stored for 3 days at 22+2°C on a horizontal agitator (by side-to-side
motion) and vertical agitator(by rotational motion). PLT count, Swirling , PLT Aggregation assay, pH ,RBC count and
microbial culture was done at last day of storage of PLT concentrates(day 3) on 50 unites in each group . The data analyzed
using the t-test.Results: The results of this study showed that PLT concentrates that maintain in horizontal agitators was
not significantly different quality from vertical agitators (P>0.05). A bloody appearance was higher in PLT units that
kept in horizontal agitator , But the count of the red blood cells was normal in both groups. There were also associations
between pH and swirling in 2 groups. Conclusion: In conclusion, our findings suggests that horizontal agitation is not
affect the quality of PLT in PLT concentrates. Because of bloody appearance in side-to-side movement ,it is best to design
a horizontal agitators with circular motions.

Keywords: Platelets Concentrate, Platelet, Quality Control, Agitator
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Cryptosporidium parvum is an infectious agent of human, livestock, and wild life through ingestion of contaminated food
and water; hence, it is essential to conduct more investigations to find new methods for more accurate detections. Our
study shows two staining methods of C. parvum cultured on HT-29 cell line.Method: We evaluated two staining methods
of C.parvum (Iowa strain). The microscopy of the post-infected HT29 cells was examined by a light microscope for 6
and 24 hrs. Using Ziehl-Neelsen staining, the observed infected cells were stained with Dapi counter stain and examined
by inverted fluorescent microscope. Results: We have shown pictures of C. pavum stained for 6 hrs and 24 hrs with
Ziehl-Neelsen and Dapi staining. Figure legends Fig 1. Ziehl-Neelsen staining, Cryptosporidium oocyst in faeces of the
infected neonatal rats. (Scale bars=20 p)  Fig 2. Ziehl-Neelsen staining Cryptosporidium parvum in infected HT29.
A. C. Parvum oocyst B. Free sporozoites (Scale bars= 20 p). The arrowes indicate the oocyst and sprozoite in the lysate
cells after 24 hrs. Fig 3. A, HT29 exposed to Cryptosporidium parvum oocyst for 6 hrs (A) and 24 hrs (B), stained by
Dapi. (Scale bars= 100 p) Conclusion: The current research assesses the results of the two methods of counter staining of
cultured C. parvum in HT29 cell line. Evidently, both of the methods can be positively practical; in addition, Dapi staining
for detection of C. parvum in processing culture proved to be effective in defining parasite’s nucleolus.
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Introduction: Using genomic DNA extracted from paraffin-embedded tissues is very common in recent medical and clinical application. All
in all, Polymerase Chain Reaction (PCR)-as a powerful technique- provides researchers with valuable genetic and epigenetic information.
However, DNA damage during paraffinized and deparaffmization tissues makes the amplification of DNA fragments difficult; and the
extracted DNA in mostly problematic for PCR. The present paper aimed at presenting a method to increase the amplification outcome
of extracted DNA from paraffin-embedded tissues. Methodology: In the present study 40 paraffinized blocks belonging to patients with
colorectal cancer, which had been kept for 4 years, were used. Then, tissue DNA fragments were manually extracted and were amplification
in two stages by the two pairs of primers. Finally, DNA fragments were assessed through electrophoresis on 1.5% agarose gel. Results:
Nested PCR was more successful than other common PCR techniques regarding extracted paraffin-embedded DNA; so that DNA samples
which were not amplified by means of any of previously designed primers, and were just smears on the gel, Showed clear and distinct bands
which were well sequenced. Discussion: Nested PCR technique is quite appropriate to be recommended in order to increase the outcome of
DNA from paraffin-embedded tissues, which have undergone various breakage and damage; and their PCR is not possible under ordinary
condition.
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Background:One of the indicators of the progress of each community is the importance of public health.By utilizing e-technology,
individuals are able to enjoy the same access to electronic health services.One Part of the health of any community is related to sanitary
toilets. Methods:The current sanitary toilets, both traditional and foreign, have some disadvantages. Sanitary toilets are located in places
where there is no suitable temperature and in toilets where the body is in direct contact with the toilet, there is no way to adjust the toilet
temperature to the human body. People occasionally leave the toilet door open,which causes an unpleasant smell in the air. The shortcomings
mentioned are solved by using this system. Another significant feature of this system is its laboratory system, by analyzing a few drops of
urine, a person can obtain comprehensive and useful information about the amount of predetermined parameters such as PH, ketones, blood
glucose, etc., and simultaneously displayed on the system screen. Results: This simple urinalysis is a key test for the diagnosis of kidney
disease, for example Excess fatty acids in the liver are converted to “ketones”,which have acidic properties,if ketones in the urine are not
detected in the early stages,and the ketones are accumulated in the blood, resulting in diabetic glucocorticoids.Conclusion: Warm toilet seat
with automatic and manual temperature control,automatic closure for opening and closing the door intelligently based on the consumer’s
distance,setting of parameters by the full-touch graphic display are some of the main features of this medical device.

Keywords: Intelligent Toilet, Urinalysis, Touch Graphic Display

I The 12" International & 17* National Congress on Quality Improvement in Clinical Laboratories April 18-21,2019



Laboratory & Diagnosis

Iranian Association of Clinical Laboratory Doctors

Technological Advances & Future Trends in Laboratory Medicine P259-P271

P259

Evaluation of Unexpected Side Effects of Blood Transfusion in Qazvin Shahid Rajaee Hospital
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Introduction : Blood transfusion, while saving lives, can have serious and sometimes fatal complications. Precision in
controlling the patient’s vital signs, Early detection and reporting of unexpected side effects and appropriate treatment can
prevent the serious complications of transfusion. materials and methods : In this descriptive cross-sectional study in the
first 9 months of 2018, the rate and type of unexpected complications of blood transfusion after 2026 blood transfusion
units were evaluated and monitored. Results : After 2026 blood transfusion units, 12 non-hemolytic febrile reactions, 9
cases of allergic reactions and 4 cases of hypotension were reported . Totally 0.012% of unexpected side effects were
reported. Discussion and conclusion: The increased reporting of unexpected complications over the past years reflects the
improvement in the reporting process, the importance of controlling the signs and the development of a targeted education
system through the core of hospital education.
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Background:The provision and distribution of healthy blood is the main responsibility of blood transfusion, and the
measures that have been taken to promote the safety of blood and blood products in the blood supply system have always
been rising. According to international standards and whatever Mostly uncontrolled blood transfusion was conducted
to screen blood donors in some provinces, aiming to reduce false negative laboratory findings during the latency of
hepatitis B and C viruses and HIV. Materials and Methods: This is a cross-sectional descriptive study. Data collection
was performed based on all the data of blood donation volunteers registered in the organization’s information software in
1396. Results: A total of 1524 volunteers donated blood from Baravol, according to a screening plan, were sampled from
1352 patients, of whom 243 were referred to the same year for donation, of which 3 were positive, one false positive and
two others were positive for the re-test. 172 cases (control population) had blood donation due to the need for blood and
products in the Kermanshah earthquake, of which two positive cases, the re-test and the results of their confirmatory tests
were positive. Conclusion: However, by implementing a screening plan for blood donors, a number of them do not refer to
blood donation during this time, but according to the results of the study, the implementation of this plan greatly increases
the health of the blood, and the results of the control population, follow-up The more this design is always recommended.
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The existence of factors such as the limited resources of blood supply, the corruption, the special conditions necessary
for the maintenance of blood products and the high costs of casualties and the lack of blood in health centers, has led to
the management of the consumption of blood products, as one of the most complex and important issues. The domain of
health systems. In this paper, a linear mathematical model is presented in order to optimize the use of blood products in
hospitals, in which, in addition to the possibility of distribution of products by the blood center between demand points,
the possibility of transferring blood between demand points as a means of coping with uncertainty Demand is considered.
In addition, the criteria for fresh blood and the need for new blood to be used for some surgical operations that are of real
importance in the real world are also included in this model. Finally, in order to validate the proposed model, a case study
was presented with data from the blood center and hospitals in Tehran and the results of its solution were investigated.

Keywords: Blood Supply Chain, Corruption, Side Transition, Blood Freshness, Uncertainty Conditions
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Introduction Given the clinical and economic value of blood and its products, Proper management of blood consumption is
very important. For this reason, in this study the pattern of demand and blood consumption in the Takestan Social Security
Hospital were evaluated. Materials and methods In this retrospective descriptive cross-sectional study, Data was collected from
the hospital’s blood department archives. The index (C / T) was calculated. Graph Pad prism 6 software was used for evaluating
blood consumption. Anova one way tests and Dunnett test were used to compare two to two. Results During the five-year period,
5,151 blood units were cross matched and of these, 3916 units were injected. The average C / T ratio was 1.32+0.14. The highest
ratio (C / T) was related to the operating room sections of 1.7+ 0.4, male surgery was 1.42 + 0.42, and the lowest of dialysis was
1.05£0.05. This ratio ranged from 1.48+0.45in 1392 to 1.128 + 0.1 in 1396. This decrease was significant (P> 0.05). Conclusions
The general status of the request and blood consumption in the hospital is in accordance with international standards. It can be
said that the cooperation of doctors and surgeons in the process of requesting blood and collaboration of Nurses’ and Blood bank
personnel in the process of blood consumption in the overall management of blood management is very effective.

Keywords: Blood Consumption, Hospital, Cross Match
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Background and Objective: Group O blood donors are very important to transfusion medicine and constitute the majority of donors. To
enhance the safety of blood products we focused on screening plasma for high titer ABO isoagglutinins and determining the frequency of
high titers anti-A and B as well as a critical titer for these antibodies. Materials and Methods: 358 Blood samples used from voluntary O
blood donors. Anti-A and B titers were determined within the samples. 11 Samples with titer >1024 and 11 samples with titer <128 were
selected and tested for total IgM, IgG, IgA, C3, C4 and also CH50, proliferation assay with PHA and LPS, lymphocyte markers, total
protein and albumin, ASO, Antibody screening, CBC, and anti-microbial antibodies. Total IgE level was also determined. Results: The
high titer probability has not a significant correlation with age and gender. Apprising for total IgG, total IgM, % gammaglobulins, and
lymphocyte proliferation shows statistically significant differences between two groups so that all values were higher in high titer group.
Total IgA was also higher in high titer group but was not statistically significant. Conclusions: it is essential to determine the prevalence
of high titer donors and the critical titer in each population. Also presence of high levels of isoagglutinis in a person is not limited to the
immune responses against polysaccharide antigens and may result in further responses like mass antibody production, class switching,
lymphocyte proliferation, or cytokine production in a high responder person.

Keywords: Dangerious O, Immune Response, High Risponder, Blood Donor
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Introduction: Non-conformance in the blood banks is referred to as the non-implementation of any standard requirements and
SOPs. The purpose of this study is to investigate and report the most common nonconformities in hospital blood banks in Alborz
province. Methods: This cross sectional study was carried out in 16 hospitals blood banks of Alborz province between 1393
and 1396. The most common non-conformities were analyzed by reviewing the reports of check lists using the Excel. Results:
The most common non-conformities include: blood grouping by no standard method, no rechecking of the blood bags group
after delivery to blood bank section, no use of sensitive red blood cells for AHG checking, no daily quality control for antisera,
no allocation of independent space for the hospital’s blood bank and the inadequacy of the ventilation, as well as the lack of
maintaining the standard temperature between 20°C-24°C, non-periodic service and the lack of valid calibration for blood bank
equipments, non proper box for blood products handling, inadequate training of blood bank officials, lack of registration of the
temperature of the blood products after delivery to blood bank, the failure to record the stages and results of the blood grouping
and cross match, there is no platelet incubator. Conclusions: According to the results, hospitals and blood transfusion organization
are recommended to take corrective action to address these issues to improve blood transfusion continuously.
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Background and Aims: Malaria is the most prevalent transfusion-transmitted parasitic infection (TTPI). In non-endemic
and endemic areas of malaria, the different strategies are implemented for preventing the transfusion-transmitted malaria
(TTM). The purpose of this study was to investigate the preventive strategies of TTM in Iran.Methods: The present study
was conducted in the Iranian blood transfusion organization (IBTO). In this study, the latest version of the “medical
interview” standard operating procedure (SOP) was fully reviewed. The data on malaria were extracted and then recorded
in a prepared sheet.Results: In Iran, the donor selection or screening through interviewing with blood donation volunteers
by a trained physician is the only prevention strategy for TTM. The laboratory testing of blood donations for TTM is not
carried out even in endemic areas.Discussion and Conclusion: Given the prevalence of malaria in several provinces of
Iran and the increasing of human migration and movement between the non-endemic and endemic areas, the laboratory
screening of blood donations is essential in the prevention of TTM.

Keywords: Transfusion-Transmitted Malaria (TTM), Prevention, Blood Donors, Blood Donations, Iran
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Introduction Thomboelastography (TEG) is a viscoelastic point-of-care testing on whole blood sample .These instrument
diagnoses specific coagulation defects in surgery in order to direct individualized blood products resuscitation. Also, it
is a tool for measuring hypercoagulability, hypocoagulability, and fibrinolysis which can estimate thrombin generation ,
fibrinogen levels , platelet function , clot dissolution, follow up of hemostatic therapy , transfusion in trauma , preoperative
care , and assessing bleeding in hemophilic patients . AIMs Thromboelastography decreases usage of blood products.
Methods Data sources included scientific reviews and original research publications from different sites and journals such
as: ncbi.nlm.nih.gov/pubmed, scopus.com, blood journal, etc. The key words have been used: transfusion, blood products,
thromboelastography from 1990 to 2018. Results The based on hemovigilance in conjunction with TEG has been shown
to reduce both transfusion requirements and blood loss in cardiac surgery, liver transplantation, and trauma. TEG can aid
to physician for apply to optimize targeted transfusion therapies instead of empirically administering multiple components
with potentially hazardous effects .TEG facilitate administration of the right blood product, at the right time, thereby
permitting the application of goal-directed therapy.Discussion TEG is valuable for a rapid assessment of hemostatic clot
stability, providing reliable and clinically valuable information on coagulation processes, and implementing goal-directed
transfusion therapy in bleeding patients in major surgery and trauma .As a test of whole blood, TEG can be used to guide
blood product administration. Conclusion TEG can reduce significantly the blood components transfusion.

Keywords: Transfusion, Blood Products, Thromboelastography
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Background/Objectives: Blood is a vital resource that its utilization is ever increasing throughout the world and blood
wastage is a global challenge that needs to be controlled. The objective of this study is to analyze the usage and wastage
of blood and its products in Mazandaran heart center. Methods: In this retrospective study, the survey was carried out on
the data that were obtained from Mazandaran heart center of Sari, Iran during 2012-2017. Data included details of usage
and wastage on blood and its product units. MS Excel 2016 and SPSS 16.0 were used in analysis and diagrams. Results: A
total of 35,686 blood units were consumed, which included 55.7% packed red blood cells (PRBCs), 33.9% platelets (Plts),
8.9% fresh-frozen-plasma (FFP), and 8.9% cryoprecipitates. Moreover, 823 blood units including 41.4% FFP, 37.2%
PRBCs, and 21.4% Plts were wasted mostly because of inappropriate order (70.6%). Cross-match to transfusion ratio
was 1.13. The intensive care unit reported the highest level of blood intake by 45.0%. The blood group O+ was the most
frequent by 34.8%. In addition, blood wastage has decreased over study period by approximately 10.0%. Conclusion:
Our study showed not only the increasing pattern of blood usage but also the dropping pattern of blood wastage due to
hemovigilance performance and additional training in our healthcare center. We found that the main reason for the blood
wastage in this center is an excessive order of blood units.

Keywords: Blood Transfusion, Blood Products, Blood Utilization, Blood Usage, Blood Wastage, Hemovigilance
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Background: The frequency of blood groups in each community has become one of the most intriguing questions. Since
blood transfusion provides the blood to healthy blood for the needy, it is important to be aware of the frequency of donor’s
blood group and the deficiency of rare groups. So this study examined Frequency of blood groups in blood donors in
Bushehr province. Methods: Blood group of all blood donors (healthy individuals, first time and those who were exempt
from donation) who were referred to blood transfusion centers in Bushehr province were collected during 1394-1397. For
data analysis Excel v.10 were utilized. Result: 184,376 people referred to the centers for donation within four years. The
number of blood groups were included O+ (70752, 38.3%), O- (6532, 3.5%), B + (42182, 22.8%), B- (3407, 1.8%), A+
(39601, 21.4%), A_ (3258, 1.7%), AB +(9351, 5.0%) and AB- (1098, 0.6%). Conclusion: this study showed that frequent
blood group in blood donors in Bushehr were O+, B+, A+, AB+, O-, B-, A-, AB- respectively.

Keywords: Blood Donor, Blood Group, Bushehr Transfusion Organization
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Background and aim: Among the reactions of blood transfusion and its products, acute complications are the most common
and are the most important causes of mortality in patients. One of the most important goals of blood transfusion centers
is the effort to reduce acute complications, blood safety and health of patients. The aim of this study was to determine
the complications of blood transfusion in patients admitted to different parts of Yahyanejad Hospital. Methods: This
descriptive cross-sectional study was conducted during the first six months of the year in Yahyanejad, Babol. The study
population was blood transfusion hospitalized patients who were hospitalized for acute blood transfusion complications.
Data collection tools were the standard form for reporting unwanted complications of blood. The data were then analyzed
using standard indicators. Results: In this study, out of 1245 patients under study, 3 patients (0.24%) had an acute blood
transfusion (non-hemolytic reaction). Of these, one has fever and chills, itching and redness of the skin, a person with a
low blood pressure, one who suffers from shortness of breath and sweating, but none of the patients has had a hemolytic
response. Conclusion: The study showed that the most common acute complication following blood transfusions is a non-
hemolytic response that is less prevalent than international statistics. There was no evidence of an inconsistency in the
blood group, but there was still a risk of reactions Non-hemolytic, which requires care and care from the nurse and doctor.
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Trauma is a global health problem and is the second leading cause of death after HIV/AIDS in the age group of 5 to
45 years. Uncontrolled bleeding is the main cause of death in trauma. Hemorrhagic shock can reduce perfusion and
oxygenation of tissues, which may produce lactic acid and cellular dysfunction. Blood transfusion is a major component
in the treatment of hemorrhagic shock in acute traumas. In patients with trauma PRBC and FFP and PLT injections, 1:
1: 1, and in some centers whole blood and fibrinogen and Cryoprecipitate are used. But there is currently no upper limit
for blood transfusion that results in inappropriate use of blood resources and high levels of unnecessary transfusion in
patients. On the other hand, blood transfusion is associated with unpleasant events such as transfusion related acute
lung injury; transfusion associated circulatory overload (TACO) and infection. And there is a relationship between the
amount of FFP and RBC transfusion and adverse events such as mortality and infection in traumatic patients. With the
advancement of the treatment of trauma, resuscitation guidelines have expanded, but there are still several discussions
about the various aspects of the application of these guidelines in clinical trials. Conclusion: The purpose of this review
study is to examine the need for international guidelines to start transfusion and to reduce the unnecessary blood injection
in patients with trauma, which is useful in treating patients.
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Introduction Donated blood units are valuable assets to protect the lives of patients, therefore, the non-optimal use
of blood and products should be avoided. The Purpose and Importance of Research: The purpose of this study was
to determine how blood and its products are consumed in Imam Hossein Hospital in Zanjan from April to December
2018research method: The present study is a descriptive and retrospective study that was conducted using a monthly
blood transfusion report from April to December 2018. The findings were analyzed by SPSS software Results: The
most consumed products in the hospital were packed Red blood cell units. Of the 352 RBCs requested from the Blood
Transfusion Organization, 291 units have been injected to patients. Of the 208 units of blood products requested from the
blood transfusion organization, 178 units were injected to patients. The mean distribution of blood to blood consumption
was 83%. This was 86% for other products. Discussion and conclusion: The evidence shows that the blood usage in this
hospital is desirable. Since the preparation of blood unit costs a lot of financial and intellectual charges, improving blood
usage on international standards is necessary
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A few years ago HbA 1¢ has been advocated as a diagnostic marker for diabetes as a result of global standardization of the
HbA 1c assay and major improvements in analytical performance of different HbA 1¢ methods made by the manufacturers.
But how good should an HbA 1¢ method be? And what is the impact of precision and bias on clinical practise? In general
it is assumed, that when an HbAlc method has a manufacturer National Glycohemoglobin Standardization Program
(NGSP) certification, the analytical performance is adequate. Given the fact, that even HbA 1¢ assays with poor analytical
performance seen in external quality schemes are certified, such an assumption should be challenged. In our reference
laboratory the analytical performance of different HbA 1 ¢ methods, point-of-care and laboratory methods, was investigated
using certified CLSI protocols and different analytical performance criteria. Furthermore, the interpretation of HbAlc
values among different health care professionals was investigated which produced, in combination with the outcome of
the evaluation studies, remarkable results. In this workshop I will share my experiences concerning the evaluation of
HbAlc methods with the participants. Different performance criteria will be discussed and the results of some of our
evaluation studies will be used to show what the impact is of the analytical performance of an HbA 1¢ method on clinical
practise

w2

FANA Test: Reporting and Interpretation of the Results
Mehdi Shekarabi 1 *, Majid Khosh Mirsafa 1

1-Iran University of Medical Sciences
mj.khoshmirsafa@hotmail.com

The gold standard for the evaluation and measurement of anti-nuclear antibodies is indirect immunofluorescence (FANA).
The FANA test is very important in diagnosis of a large number of autoimmune diseases. For this purpose, in this work
shop, the participants will be familiarized with the principles of testing, sample type, standard dilution, methodology of
lam assessment, accurate report and they will be able to interpret the results according to the reference guidelines. The
workshop will also discuss the properties and function of the relevant tools such as fluorescent microscopy, substrate, type
of conjugated antibody, and quality control principles related to the FANA test. The diagnostic value and interpretation of
results in systemic rheumatologic diseases and other autoimmune diseases are also other goals of this workshop. Finally,
other methods for measuring anti-nuclear antibodies as well as new and automatic methods compared with the FANA
method are evaluated.
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Tumor Markers: Application and Interpretation
Abdolali Shahrasbi *

Tumor markers are substances that are produced by cancer or by other cells of the body in response to cancer or certain
benign (noncancerous) conditions. Most tumor markers are proteins. These substances can be found in the blood, urine,
stool, tumor tissue, or other tissues or bodily fluids of some patients with cancer. Tumor markers are used to help detect,
diagnose, and manage some types of cancer. Although an elevated level of a tumor marker may suggest the presence
of cancer, this alone is not enough to diagnose cancer. A number of tumor markers are currently being used for a wide
range of cancer types, such as CEA, CA 15-3, CA 125, Beta HCG, Alfa-feta protein, Thyroglobulin, CD 20, EGFR,
Chromogranin. More recently, patterns of gene expression and changes to DNA have been used as tumor markers. Cancer
researchers are turning to proteomics (the study of protein structure, function, and patterns of expression) in hopes of
developing new biomarkers that can be used to identify disease in its early stages.

W4

Fungal Infections: The Challenges of Laboratory Diagnosis
Mohammad Ghabhri 1 *, Parvaneh Adimi 2

1- Tarbiat Modares University, 2- Shahid Beheshti University
ghahril4@gmail.com

Successful laboratory diagnosis of fungal infection is directly dependent on the proper collection of appropriate clinical
specimens and suitable laboratory methods which are performed to achieve accurate results. Selection of appropriate
specimens for culture and microscopic examination is based on clinical and radiographic examination and consideration
of the most likely fungal pathogen that may cause such an infection. An adequate amount of suitable clinical material
must be promptly submitted for culture and examination. Unfortunately, many specimens submitted to the laboratory are
either of insufficient amount or of poor quality and are inappropriate to make a diagnosis. The clinical information is very
important in guiding the laboratory efforts in terms of specimen processing and interpretation of the results. Challenges
in diagnosis of mimicking clinical cases and sources of errors and mistakes in clinical mycology will be discussed in this
workshop.
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Bloodstream Infections (Bsis) Management in Emergency Room from Microbiology
Laboratory to the Clinic. Our Experience

Marta Corbella 1 *

1- Policlinico San Matteo Pavia Fondazione IRCCS | San Matteo
m.corbella@smatteo.pv.it

Sepsis begins outside of the hospital for nearly 80% of patients and the emergency room (ER) represent the first contact
with the health care system for patients with sepsis. A correct triage assessment in the ER is required for prompt
identification and subsequent completion of the 3-hour bundle of care to reach the Surviving Sepsis Campaign objectives.
Blood culture (BC) collection is a key part of the bundles, fundamental to identify the etiologic bacteria and therefore
administer to the patient an appropriate antibiotic treatment. The workshop will be focused on BC collection process from
pre-analytical phase to microbiological results with analysis of the flow chart implemented at our Hospital Microbiology
Laboratory. In particular the aspect regarding new rapid methods used on a daily basis in the routine practice will be
analyzed.. Further, the role of rapid communication between microbiologist and physician in order to promptly initiate
the correct antimicrobial therapy will be evaluated.

Wé

Standardisation in Laboratory Medicine: Why Do We Care?
Nuthar Jassam 1 *

1- Consultant Clinical Biochemist and Head of Department, Harrogate NHS Foundation Trust (England)
nuthar.jassam@leedsth.nhs.uk

The goal of Laboratory Medicine is to provide a fit for purpose test results that are useful in assisting medical decision-
making and permit the delivery of optimal health care. One of the recent clinical aspirations in laboratory medicine
is to generate transferable (comparable) test results irrespective of the analytical platform or the laboratory where the
procedure is carried out. Achieving a level of comparability of laboratory results among the many available measurement
procedures and analytical platforms required collective efforts from leading worldwide laboratory medicine organisations,
manufacturers and individual clinical scientists with an interest in this topic. Recently work was accomplished for
a number of enzymes, HbAlc, creatinine, cardiac troponin and many others. In this workshop, concepts related to
the achievement of standardization by applying a metrologically correct measurement system will be discussed and
examples on how these concepts can be applied in Laboratory Medicine will be provided. While many believe that
standardisation of test measurements is the end of the road and it is sufficient for the achievement of comparable results,
we will demonstrate that harmonisation of standardised test measurements remains an essential perquisite to achieve
transferable test results across time and geography.
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Application of External Quality Assissment Findings
Reza Mohammadi 1 *

1- Assistant Professor and Director of Biochemistry Department of Islamic Azad University, Tehran Medical Branch
r.mohammadi.bio@gmail.com

It is more than ten years that about 2000 clinical laboratories participated in External Quality Assessment Program
(EQAP) which is provided by Iranian Scientific Association of Clinical Laboratory Doctors (IACLD). This program
encompasses different sections of laboratory, including biochemistry, immunology, and bacteriology. In this workshop,
we will discuss about how to interpret results of EQAP correctly and use these results for quality improvement. In
addition, in biochemistry section, we will explain how laboratories can calculate relative bias of their methods.

W8
Workshop in Application of Clinical Cytogenetics: Counseling, Analysis, and Troubleshooting
Seyyed Mohammad Miryounesi 1 *

1- Tehran University of Medical Sciences
miryounesi@gmail.com

This workshop will focus on all aspects concerning genetics and cytogenetics in a diagnostic setting. You can attend the
lecture and workshop on basic technical aspects covering issues such as conventional karyotyping, (culture—harvesting —
banding —analysis) and application of cytogenetics in genetic counseling. In this workshop, you will see the practical use
of ISCN 2016 system for chromosome aberrations, interpretation of cases, and use of databases
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Laboratory Diagnosis of Rare Pathogenic Bacteria: Solutions and Challenges
Homa Frohesh Tehrani *
homf27@yahoo.com

Apart from the common bacteria that are routinely isolated in the laboratory, there are many bacteria that are isolated from
clinical specimens and due to short-term isolation, they induce problems for microbiologists in diagnosis. Moreover, lack
of facilities deteriorates the process of diagnosis. In this workshop, rare bacteria including Arcanobacterium bernardiae,
Arcanobacterium haemolyticum, and Campylobacter fetus are investigated. Also, bacteria with more frequent isolation
including Citrobacter rodentium, Leuconostoc, Aerococcus, Klebsiclla ozane, Enterobacter gergoviae, Moraxella
catarrhalis, Haemophilus influenzae, Streptococcus anginosus, and Campylobacter spp are studied. Certain drug resistances
like resistance to penicillin in Streptococcus anginosus and Providencia MDR are the main points of discussion as well. It
should be noted that these bacteria have been isolated from patients in hospital and outpatient laboratories.

W10

Scientific Principles Interpreting the Results of Clinical Laboratory Tests
Mohammad Reza Bakhtiari 1 *

1- Member of faculty of biotechnology research institute of Iran scientific and industrial research organization
bakhtiari09@gmail.com

In clinical and laboratory medicine, there has always been a question or maybe a challenge that who is responsible for
interpreting of the results of clinical laboratory tests, the laboratory itself or a physician, when you talk to any group about
it you find out that they answer you with their tastes and opinions. But by referring to authoritative scientific resourcses
specially the newer edition of the reference books of the medical diagnostic laboratory and the ISO 15189 standard, it can
be seen that the interpretation of the operational results is a process that begins as a team work that begins with a group
of laboratories and ends with a clinic and a physician. In order to clarify this concept , we must say that the processes of
interpreting begins in lab , first by test’s accomplishers and then the technical manager of laboratory , in fact at this stage
the most important task of the laboratory is the correct analysis of the results of tests. This is a kind of interpretation that
can be called lab internal interpretation. in the next step , the intermediate processes , it is necessary for the thecnical
manager of lab that interact directly with the treatment staff and advise them about correct interpretation of the results
and compliance with the patient’s clicnical condition to determine the clinical significance of the results. At the end of the
interpretative processes doctors or physicians must know about the outbreak of the disease , the history of the patient or
his companions , the results of paraclinical tests and counseling to diagnose , treat and monitor the disease.In the presented
subjects, the various stages and scientific principles of the interpretation processes of the tests results will be explained.
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MaxE(Nuf) New Method in Quality Assessment According to 24C-ISLC Guide

Hasan Bayat 1 *

1- Shahid Beheshti University
hassane bayat@yahoo.com

Traditionally, planning statistical quality control (SQC) is concerned with the number of control materials per run and the
rules of interpretation, but there is nothing about run length or the frequency of SQC. To relate frequency to SQC, Curtis
Parvin has introduced the term Max E(Nuf) to represent the ‘maximum expected increase in the number of unacceptable
final patient results’ reported during the presence of an undetected out-of-control error condition. Max E(Nuf) provides
a new design parameter that aligns with the emerging interest in risk-based QC plans. The fourth edition of the Clinical
and Laboratory Standards Institute (CLSI) guideline on statistical quality control (CLSI C24, 4th ed.; 2016) is concerned
with risk-based SQC strategy, and presents a general guide to application Max E(Nuf) model in medical laboratories.
Max E(Nuf) model is a total error (TE)-based model, and relates performance’s quality, expressed as Sigma score, to
SQC strategy factors including the number of QC results, the QC rule to use at each QC event, as well as the frequency
of QC events. Max E(Nuf) model is a practical solution for laboratories of any size, in that small laboratories with limited
samples can apply wide QC limits with small run sizes whereas large laboratories with thousands of samples per day can
apply tighter QC limits with larger run sizes.

W12

Quality Assurance in Coagulation and Fibrinolysis Laboratory
Mino Ahmadinejad *
minooam26@yahoo.com

In order to reach to a quality assurance in a coagulation lab, I will explain about “how to perform PT and PTT * and
how to be confident about the results of coagulation tests in each lab. Moreover, the management of reagents in routine
coagulation lab will be discussed. Interpretation of tests, clinical usefulness and challenges in coagulation tests is discussed
all in collaboration with participants.
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The interpretation of Serum Protein Electrophoresis
Mir Majid Mosallaee 1*

1- Doctor of Medical Sciences, from Shahid Beheshti University of Medical Sciences, Tehran, Iran
mossalaei@parsehlab.com

Serum protein electrophoresis is a valuable laboratory test for monitoring blood proteins , with this technique you can
detect diseases such as multiple myeloma , bone pains , Proteinuria, and hypercalcaemia . depending on the different
patterns that obtained in the electrophoresis bands , the differential diagnosis of various diseases and conditions from each
other is possible. And for confirmation , these patterns can be compared to other clinical and laboratory findings, so that
they can easily be distinguished by differential diagnosis.

W14

Strategic Management in Medical Laboratory
Mehrdad Vanaki *
mehrdadvanaki@yahoo.com

Medical labs work in dynamic and turbulent Environments. Nowadays business of medical laboratory face radical and
breakthrough changes that make competition more severe. Adapting to external pressures and keeping internal integration
is critical to medical labs survival and success. There are huge body of knowledge about change management, but according
to international surveys almost 70% of change initiatives fail. This workshop tries to cover common body of knowledge
of change management and provide a solid and practical framework for managing change in business of medical labs.
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Quality Assisment and Calibration of Hemathology Laboratory
Kathayon Khodaverdian *, Fariba Sabzavi
kathy khodaverdian@yahoo.com, sabzavi@health.gov.ir

In the laboratory of hematology, as in other parts of the laboratory, implementation of quality assurance programs is
mandatory and done according to the WHO guidelines. Each hematologic lab, should establish and implement the quality
assurance program’s guidelines according to the existing conditions, including the number of personnel, the number
of samples per day, the equipment used and the variety of tests. In order to ensure the trueness of the performance and
quality of equipment and the accuracy of test results, all stages of the process of the test, including the pre-analytical,
the confirmation of the test procedure, the quality control of the devices and the equipment and post-analytical must be
monitored and controlled. The purpose of this workshop is to orientation with the principles of quality assurance in the
hematology laboratory and the quality control of cell counters. Also, guidelines are presented for ensuring the validity of
the results, the accuracy of the process of testing and monitoring the quality control program in the hematology laboratory.
In this workshop, the minimum action required to ensure the accuracy of the test results, reduce errors and eliminate
the deviations in the process of testing is expressed and use of statistical methods to ensure the quality of the results is
presented. Further, according to the checklist of the medical diagnostics labs, some questions related to quality assurance
in hematology laboratory are reviewed.

W16

Risk Management in the Clinical Laboratory
Tahir Pillay 1 *

1- Head of the Department of Chemical Pathology & the Division of Clinical Pathology, Faculty of Health Sciences at
the University of Pretoria (UP), UK
tspillay@gmail.com

Clinical decision making and patient management is critically dependent on reliable and accurate laboratory test results.
However, problems can occur at all phases of testing. Anticipating the possibility of errors is a vital part of laboratory
testing and quality management. This is possible through the process of risk management. Risk management is well-
established in the aerospace and automotive industries, as well as in the in vitro diagnostic device industry to minimize
errors that can occur with the use of devices. In the clinical laboratory, the formal process of risk management is a relatively
recent approach but is now specifically defined in a number of guideline documents. In ISO 14971, risk management is
described as the systematic application of management policies, procedures and practices to the tasks of analyzing,
evaluating, controlling, and monitoring risk. EP23-A from CLSI guides the application of risk management to the clinical
laboratory. Risk management is also a requirement of ISO15189. The risk management process attempts to anticipate
errors in terms of frequency, potential to do harm and attempts to mitigate the risk to reduce the potential of harm to an
acceptable level. Risk management enables laboratories to achieve the best balance between traditional quality control
and other operational processes where risk is present to minimize the risk. The cumulative effect of all control processes
is the quality control plan and this is supported by the risk assessment process. In this workshop, I will discuss in detail
the risk analysis methods and the application to laboratory risk management including risk assessment and risk control
and the development of quality control plans that incorporate risk management.
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Laboratory Diagnosis of Brucellosis
Reza Falak 1 *

1- School of Medicine, Iran University of Medical Sciences (IUMS)
Rezafalak@gmail.com

Brucellosis is a common human and animal disease that has a worldwide spread and has many economic and medical
consequences. Therefore, diagnosis, treatment and control of the disease are of particular importance. In addition to
serological and microbial culture techniques, more specific immunological and molecular methods can be used today. This
2-hour workshop discusses the important and specific antigens of this intracellular bacterium and the methods to diagnose
this disease will be discussed. Also, the advantages and disadvantages of each method are discussed and their applications
are indicated.

W18

Establishment and Validation of Adult and Pediatric Reference Ranges for Laboratory Tests
A Practical Workshop

Khosrow Adeli 1 *

1- Postdoctoral Diploma, Clinical Biochemistry, University of Toronto, Canada-Biochemistry, Paediatric Laboratory
Medicine Senior Scientist, Molecular Medicine, Research Institute-Board Member, American Association of Clinical
ChemistryAACC Academy (NACB)

khosrow.adeli@sickkids.ca

Clinical laboratory reference intervals serve as health-associated benchmarks that enable clinicians to interpret laboratory
test results and facilitate clinical decision making. Unfortunately,critical gaps currently exist in accurate and up-to-date
pediatric reference intervals for accurate interpretation of laboratory tests performed in children and adolescents. These
critical gaps in the available laboratory reference intervals have the clear potential of contributing to erroneous diagnosis or
misdiagnosis of many diseases.To address these important gaps, several initiatives have begun internationally by a number
of bodies including the KiGGS initiative in Germany, the Aussie Normals in Australia, the AACC-National Children
Study in USA, the NORICHILD Initiative in Scandinavia, and the CALIPER study in Canada. In the current presentation,
I will review the recent worldwide initiatives in pediatric reference intervals, and discuss the concept and feasibility of
common reference intervals. I will also discuss the recently published CALIPER reference interval database. CALIPER
has recently developed comprehensive age and gender specific pediatric reference intervals for over 170 biochemical
markers, based on a large and diverse healthy children cohort. The CALIPER database is based on a multiethnic population
examining the influence of ethnicity on laboratory reference intervals. Thus the database has proved to be of global benefit
and is being adopted by hospital laboratories worldwide.To facilitate communication and clinical implementation, freely
accessible mobile and web applications have recently been developed by CALIPER targeted to laboratory professionals,
pediatricians, family physicians and families. The CALIPER apps enable clinicians to interpret laboratory test results
for over 170 medical laboratory tests in children and adolescents using a comprehensive database of pediatric reference
standards. The database has been developed based on a study of thousands of healthy children and adolescents.
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Laboratory Diagnosis of Parasitic Diseases
Mohammad Javad Gharavi 1%, Mona Roozbahani 2

1-Bachelor and Ph.D. in Laboratory Sciences - MSc. And PhD in Parasitology 2- PhD in Parasitology
gharavi_ m_j@yahoo.com

Medical parasitology is a very old field in which many scholars and researchers in Iran, such as Bu-Ali Sina, have studied
parasitic diseases. Parasitic diseases are major infectious diseases that, despite the many measures that have been taken to
combat them in the world, still cause irreparable losses in human society. Many studies have been conducted on various
parasitic diseases using moderntechnologies and advanced science of taxonomy, immunology, and biotechnology, while
helping to identify parasites and pathogenesis and to identify and control of them. The importance of other parasistic
diseases, including emerging and newborn diseases, has become more evident. The correct diagnosis of parasites is an
essential step in identifying and treating parasitic diseases. Therefore, it is necessary to adhere to the principles of correct
and rational detection of parasites in medical laboratories. Unfortunately, training and implementation in this area are
very poor. Therefore, it is desirable to overcome this weakness in parasitological labs with a fundamental overview of
the teaching and the correct implementation of the lessons. It is hoped to be useful and constructive for the enthusiastic
learners.

W20

Tutorial on Installing whonet 5 Software and Analysis of Antibiotic Resistance
Sina Mobasherizadeh 1*

1-Head of Department of Laboratories Affairs, Isfahan University of Medical Sciences, Isfahan, Iran
s_mobasherizadeh@mail.mui.ac.ir

Antibiotic resistance is a major dilemma in the medical community at present, as it has been fighting all advanced
and developing countries. The WHO has been seriously confronting this issue since the beginning of the twenty-first
century, and in order to assess the status of resistance of antibiotics and their related information analysis, the whonet 5
software has been developed in collaboration with reputable centers in the world to help them investigate the microbial
and antibiotic resistance and epidemics in the world, so we can take steps to prevent this problem from worsening. Iran,
like many other countries in the world, uses this software for this purpose.
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Laboratory Tests for the Diagnosis and Treatment of Infertility
Mohsen Jalali 1*

1- Ph.D. in Laboratory Science from Mashhad University of Medical Sciences
mohsenjalali@live.com

More than 10% of couples have infertility, and with increasing age of marriage and unhealthy conditions, unfortunately,
the prevalence of infertility is rising. Fortunately, over the last decade, with advances in the treatment of infertility, more
than 90% of infertility can be cured. A turning point in the treatment of infertility is the introduction of IVF, which has
taken place at the lab. Today, there are many different ways in which to treat infertility, in which all laboratories have
a prominent role.In this workshop, diagnostic methods for sperm, ovum and embryos, as well as endometrial quality
assessment and evaluation will be discussed.

W22

Interpretation of Histograms and Hematological Pathogens
Nader Vazifehshiran 1 *
1- P.HD Laboratory hematology and blood bank

The medical diagnostic laboratory, like other paraclinical disciplines, has a deep dependence on advanced technology
(High Tech) and continuously generates new generations of devices (Next Generation) to the lab that should simultaneously
provide educational bases. The interpretation of the results and related graphs, as well as the concepts of new indexes
(such as IRF, IPF, HRF, PLCC, PLCR, IMG, LI, MPXI, LUC, CHr, RHE, etc.) are also academically transmitted to
students, graduates, experts and authorities of the laboratories. In this regard, new generation cells are introduced into the
laboratory by histograms, cytograms and scrostmasters, and are now replacing the older partial cell fragments. Therefore,
the way they can be applied and interpreted can be remarkably significant. It reduces the number of lumens examined and
adds to their quality and depth. The workshop aims to cover the above mentioned materials and to align the final report
of laboratories and hopes that at the end of the session, we will greatly increase the knowledge base of the laboratory and
the colleagues of the lab.
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Assessment, Reporting and Wide Direct Interpretation in Microbiology Samples
Hadi Rezaei 1 *

1-Iran Medical Council
ha.rezaeil 980@hotmail.com

Clinical microbiology laboratory plays several important roles in the management of microbial infections. Despite
the significant advances in diagnostic microbiology and the use of rapid and accurate automation techniques for the
cultivation, identification and antibiogram of microbial agents, Preparation of clinical specimens and microbial direct
smear using routine and specific staining with standard methods and release of accurate reports for early diagnosis, timely
treatment and follow up has a special importance. Rapid and accurate report of microbial direct smear is critical for some
clinical specimens e.g. CSF, respiratory samples and other body sterile fluids. Delayed or inaccurate results will cause
irreparable harm to patients. The most important determinants of the accuracy of direct smear results and its compatible
to patient clinical signs included: Correct collection of clinical samples, use of appropriate containers, correct transport
and maintaining, correct preparation, preparation of standard direct smear on number, thickness and fixation, selection
of appropriate staining and doing it according to the standard procedure, quality assurance plan and quality control for
all methods and use of positive and negative controls, expert and trained personnel to view and report accurately and etc.
Failure of above determinants leads to false positives and negatives reports and the results are not reliable.

W24

Examinations of Peripheral Blood Samples of EQAP
Nader Vazifehshiran 1*
1- Ph.D Laboratory hematology and blood bank

One of the three main pillars of the medical diagnostic laboratory is the hematological department, whose differential
count and cell morphology are the most important task. This section should not only be able to report various erythrocytic,
leukocyte and platelet morphologies, but should also be able to use a common, national or global format such as the
ICSH’s GuideLine for this purpose and, in special circumstances, by interpreting the phrases, the cell can estimate platelet
count. An external evaluation of the quality of the laboratory uses the EQAP program to determine the accuracy, accuracy,
and coordination of each laboratory and its feedback to the lab. In this workshop, in addition to the explanation and
interpretation of the ICSH, the global guidelines for the reporting and grading of cell morphology, platelet estimates, and
the differentiation of different variants of the schistocyte, are presented, and the quality control of the lams of the year
2018 of Society of Laboratory Sciences of Iran are reviewed.
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Method Selection and Validation in Analytical Toxicology
Ali Unlu 1 *

1- Department of Clinical Biochemistry, Selcuk University Medical School, Konya, Turkey
aunlu@selcuk.edu.tr

Routine analytical tests in clinical laboratories have begun to be measured with higher accuracy and precision in years,
due to development of the techniques, standardisation and harmonisation over time. In the field of clinical toxicology,
the high number of present analytes and their complexity led to the diversity of the number of tests required. Although
the appearance of commercial test kits in the field of clinical toxicology has been increasing rapidly in recent years, still
toxicology laboratories should develop in-house assays for new requirements. As a commonly used analytical technique,
it takes a certain time for the classical immunoassay methods to take place in toxicology test panels. Chromatography
coupled mass spectrometric methods provide a reliable solution especially in this toxicology field. Many toxic compounds
present in the form of multiple screening, multiplex analysis, can be assayed and quantitated in a single chromatogram,
such as anticonvulsant, pesticides, illegal drugs and antidepressants. However, in addition to providing high selectivity of
mass spectrometers, they have various properties to be carefully consider. These issues are labor-intensive pre-treatment
of analytes, and no availability of commercial commercial kits. Measurements with these devices should be carefully
validated in order to be able to present the clinical toxicology use of the tests on which the application is homemade, even
if the toxicology laboratory has an advantage in terms of panel. The validation studies are the most important steps in
order to ensure precise and accurate measurement. Especially when the toxicity analysis is performed in the large sample
size, need the lowest detection limit and the importance of the quantitation limits. In particular, the examination of the
effect of different matrixes on the measurement, whether the molecules are potentially interference-prone, will prevent
possible errors that may affect toxicological measurements

W26

Allo Antibody and Auto Antibody Screening
Mostafa Moghaddam 1 *

1- Iranian Blood Transfusion Center
mostafamoghaddam58(@gmail.com

Antibody investigation test, are done to find certain antibodies that attack red blood cells. Once a patient gets a blood
transfusion, the transfused blood must match individuals blood type. If one gets blood with antigens different from his/her
i.e. incompatible blood, his/her immune system destroys the transfused blood cell. The antibody response is called allo-
immmunzation or sensitization and depending on when it happens, can destroy the red blood cells. A type of hemolytic
anemia is called autoimmune hemolytic anemia and is a rare disease that causes antibodies to be made against a person’s
own red blood cells.
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Quality Assurance in the Molecular Diagnostic Department
Mehdi Paryan Noghani 1*

1- PhD in Medical Biotechnology, Pasteur Institute of Iran, Faculty Member of Pasteur Institute, Tehran, Iran
mparyan@gmail.com

Not much time has passed since the use of molecular methods for the diagnosis of diseases and these methods are still
considered research methods that are capable of laboratory diagnostic use, but their technical characteristics require the
user to pay particular attention to the use of these methods. In this workshop, the guidelines refer solely to important
topics such as space and facilities, equipment, personnel and issues related to the selection and validation of methods,
safety and documentation are discussed in the molecular lab.

W28

Quality Assurance in the Bacteriology Section
Nahid Rahimifard 1 *

1- PhD in Microbiology, Associate Professor of Food and Drug Administration, Ministry of Health and Medical Education,
Member of the Department of Microbiology, Faculty of Pharmacy, Tehran University of Medical Sciences and Islamic
Azad University, Tehran, Iran

This workshop is intended to provide a specific protocol, guidelines and requirements for microbiology laboratories
and their tests to achieve Quality Assurance. Also we will briefly explain standardization, verification, validation and
uncertainty of the method results for analysis (Detection and count) of microorganisms.
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First Aid in Clinical Laboratory
Mohammad Afzali Moghaddam 1*

1- Emergency Medicine, Tehran University of Medical Sciences, Tehran, Iran Fellowship of Clinical Education, Tehran
University of Medical Sciences, Tehran, Iran
afzalimoghadam@tums.ac.ir

In the first section, the topics of revitalization and maneuvers for protecting the patient’s airway are discussed as lectures
and displays on mannequins.Then, in the next section, the management of the patient suffering from a reduction in acute
consciousness in the laboratory by presenting actual clinical cases is discussed.Also, cases of acute dyspnea and chemical
burns in the laboratory, including emergency cases, are commonly discussed for laboratory staff.

W30

Strategic Management in the clinical laboratory
Mehrdad Vanaki *

Medical labs work in dynamic and turbulent Environments. Nowadays business of medical laboratory face radical and
breakthrough changes that make competition more severe. Adapting to external pressures and keeping internal integration
is critical to medical labs survival and success. There are huge body of knowledge about change management, but according
to international surveys almost 70% of change initiatives fail. This workshop tries to cover common body of knowledge
of change management and provide a solid and practical framework for managing change in business of medical labs.
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