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• Worldwide, breast cancer is the deadliest malignancy in women, causing more than half a million 
deaths annually.  ( 2.1 million females   )

• In Iran, breast cancer is considered the most common malignancy among women   ( 7000 new cases 
and 4000 related deaths each year  .)

• The etiology of breast cancer  can be related to several conventional risk factors such as genetic 
predisposition, family history, obesity, physical inactivity, alcohol consumption, old age, 
nulliparity, and hormonal factors

• The biological carcinogens such as viral infections contribute to approximately 18–20% of all 
human malignancies.

Introduction
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• Collaboration between EBV and HPV may increase their oncogenic potential.
• various factors such as oncogenic viruses have been reported to contribute to the pathogenesis of 

human cancer, its molecular mechanism has not been recognized yet.

• Not only the association of HCMV and EBV with breast cancer is important but also understanding of 
the cause of breast cancer for the early diagnosis, prevention, and treatment of breast cancer is 
necessary.

• In the light of contradictory and/or controversial findings from previous works concerning the role of 
HCMV and EBV in breast carcinoma development, this study aimed to investigate the molecular 
prevalence of these two infections in patients with breast cancer using an appropriate sample size in 
this study.

Goals of Study
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METHODS

List of sequences and other characteristics of primers used in this study
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• a total of 72 participants, one had invasive medullary carcinoma, one had an invasive metaplastic 
carcinoma, 13 had an invasive lobular carcinoma (ILC), and 56 had invasive ductal carcinoma 
(IDC).

• HCMV DNA was detected in 5 of 72 (6.9%) samples from breast tumor specimens
• The presence of EBV DNA in 12 of 72 (16.7%) samples of breast tumor specimens was identified

• Our findings indicate that HCMV and EBV infections are not associated with the development of 
breast cancer.

Result
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