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Aim: Alpha thalassemia is one of the most prevalent disorders worldwide and carrier frequency of the disease
is varied in different parts of the world. Although different studies in Iran and Mazandaran province have been
carried out to identify different mutations of alpha globin gene among people with low hematological indices,
frequencies of these mutations were unknown in general population, and thus the aim of this study was to
evaluate the carrier frequencies of alpha globin gene mutations among neonates in Mazandaran.
Material and methods: Four hundred and twelve neonates were collected from a delivery ward of a hospital in
Sari. DNA was extracted from their cord blood samples using phenol-chloroform-based method. For the
detection of five common alpha thalassemia gene mutations, multiplex-GAP-PCR and PCR-RFLP methods
were applied.
Results: Sixty three (15.29%, confidence interval, CI 95%: 11.81–18.77) of investigated neonates had at least
one of the five evaluated mutations. The -α3.7 deletion had the highest frequency (9.7%, CI 95%: 6.84–12.56)
and none of the neonates had –

Med double gene deletion. The -α4.2 deletion, αααanti3.7 triplication, and α−5nt

mutations had frequencies of 4.1% (CI 95%: 2.19–36.01), 2.2% (CI 95%: 0.78–3.62), and 0.49% (CI 95%:
−0.18–1.16), respectively.
Discussion: Our study showed that in most of the alpha thalassemia carriers just one copy of alpha globin
gene was absent and they are not at risk of having children with Hb H disease or hydrops fetalis;
however, up to 2.2% of neonates were carriers for αααanti3.7 triplication and they will be at risk for having a
child with thalassemia intermediate if they marry a person which is a carrier of beta thalassemia.
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Introduction
Alpha thalassemia is one of the most common inher-
ited disorders in the globin gene throughout the
world.1 Regarding hematologic symptoms a wide
spectrum from an asymptomatic carrier to a very
severe anemia incompatible with life may be antici-
pated.2 The disorder has high incidence rate in
Southeast Asia, Mediterranean countries, Middle
East, India, and sub-Saharan Africa. Carrier
frequency of the disease is varied in different parts of
the world, ranging from 1 to 90%.3 The frequency
and distribution of alpha globin gene mutations has
diversity in different regions of Iran, an issue that
has to be addressed precisely.1–5

A typical individual has two copies of alpha globin
gene on chromosome 16 at 16p13.3 position. The del-
etion of one of the two copies of alpha globin gene in
a chromosome is known as alpha-thalassemia-2 (-α/

αα) and loss of two copies in a chromosome is called
alpha-thalassemia-1 (–/αα). Hb H disease occurs
when three – copies of alpha globin gene are missing
(–/-α) and in Hb Barts hydrops fetalis syndrome all
four copies of the alpha globin gene are absent (–/–).
Alpha-thalassemia-2 is the most frequent type of α tha-
lassemia throughout the world. Individuals with three
active alpha globin gene are clinically and hematologi-
caly silent. Carriers with thalassemia trait (cis –/αα or
trans -α/-α) show very mild hypochromic microcytic
anemia. These individuals are at risk of having children
with hydrops fetalis or Hb H disease.6–8 Point
mutations in the alpha-globin genes are less frequent;
however, Hb H disease caused by non-deletional
mutations (αT α/–) are more severe and the patient is
more dependent on blood transfusion compared with
deletion-related Hb H disease (–/-α). There are a few
reports of incidence of Hb H disease caused by homo-
zygosity or compound heterozygosity for nondeletional
mutations in α2-globin gene.9,10

Correspondence to: Mohammad Reza Mahdavi, Fajr Medical Laboratory,
Keshavarz Blvd., Sari, Iran. Email: info@fajrlaboratory.com1

© W. S. Maney & Son Ltd 2013
DOI 10.1179/1607845413Y.0000000115 Hematology 2013 VOL. 0 NO. 0 1



Pre-marital counseling for identification of beta tha-
lassemia carriers is compulsory in Iran since 199711;
however, in many individuals who have reduced hem-
atological indices, no beta globin gene mutations can
be found, furthermore, some beta globin gene
mutations change the indices very slightly,12,13 and
characterization of alpha globin gene mutations can
be of great help in identification of hemoglobinopa-
thies. This information is useful in pre-marital
counseling.

Materials and methods
Four hundred and twelve samples of umbilical cord
blood were collected from a delivery unit in Sari,
Iran, after receiving consent from infants’ parents.
Red blood cell (RBC) count, hemoglobin concen-
tration (Hb), mean corpuscular volume, mean corpus-
cular hemoglobin, and mean corpuscular hemoglobin
concentration, and other hematological indices were
evaluated. The samples were then frozen and stored
at −80°C up to the time of molecular investigation.
Genomic DNAwas extracted from leukocytes using

phenol-chloroform-based method and Qiagen DNA
extraction kit. Multiplex Gap PCR method described
by Oron-Karni et al. was applied to detect three
common gene deletions in the region, namely -α3.7,
-α4.2, and –Med deletions and alpha triplication
mutation (αααanti3.7).14 PCR-RFLP method using
Hph1 restriction enzyme was also applied to detect
α−5nt mutation.

Results
Among 412 investigated neonates with Mazandarani
ethnicity, consisting of 198 male (48%) and 214
female cases (52%), 63 (15.29%, CI 95%:
11.81–18.77) cases had at least one mutation on
alpha globin gene, including 54 alpha globin deletions,
9 cases of αααanti3.7 triplication, and 2 α−5nt mutations.
Among five investigated mutations -α3.7 had the
highest frequency (9.7%, CI 95%= 6.84 to 12.56)
and none of the neonates had –Med double gene del-
etion. Five neonates had two mutations simul-
taneously: two cases with -α3.7 deletion in
homozygote state, and three compound heterozygote

samples consisting of -α3.7 and -α4.2 deletions, -α3.7 del-
etion and αααanti 3.7 triplication, and -α4.2 deletion and
αααanti3.7 triplication (Table 1). The hematological
indices relating to each mutation among neonates are
shown in Table 2.

Among 824 investigated chromosomes, 68 were
affected with one of the studied mutations and
overall allelic frequency of alpha globin gene
mutations was 0.0825. 37 out of 824 chromosomes
had -α3.7 deletion and this mutation had the highest
allelic frequency (0.0485) among five studied
mutations. The -α4.2, αααanti3.7 triplication, and α−5nt

mutations had allelic frequencies of 0.0206, 0.0109,
and 0.0024, respectively. The -α3.7 and -α4.2 deletions
had the highest and second highest frequencies
among mutated alleles (58.8 and 25%, respectively)
(Table 3).

Discussion
The majority of the alpha thalassemia in the
Mediterranean countries caused by few common
deletions including -α3.7, -α4.2, –Med, and αααanti3.7

triplication.14 Several studies in Iran have reported the
frequencies of alpha thalassemia mutations among
patients with reduced hematological indices and the
results are varied among different regions of the
country.4 In North of Iran although the frequencies of
alpha globin gene mutations was studied among
patients with reduced hematological indices, the exact
frequencies of common mutations was not studied in
the whole population, including those with normal hem-
atological indexes.15 The aim of this study was to evalu-
ate the allelic frequencies of alpha thalassemia common
gene mutations among neonates in Mazandaran.

In comparison with beta thalassemia cases, alpha
thalassemia carriers have hematological indices
closer to normal individuals,16 and therefore it is not
possible to identify all of them in screening program,
which is merely based on evaluation of hematological
indices. In Mazandaran province screening program of
thalassemia carriers has effectively been in use for
several years; however, this study is the first one to
report exact frequencies of alpha thalassemia
common mutations among neonates in Mazandaran,
using molecular methods.11

In our previous study we studied hemoglobin alpha
chain gene deletion in 680 neonates from Mazandaran
using high-performance liquid chromatography
(HPLC) for the detection of hemoglobin Bart’s and
the results showed that 12% (CI 95%: 9.56–14.44) of
neonates had one or two alpha globin gene deletions.17

Although in previous study we reported the frequency
of neonates with alpha globin gene deletions, because
of the applied technique (HPLC) we could not report
the types of deletions, frequencies of point mutations
and alpha globin gene triplication. In this study the

Table 1 Distribution of alpha globin genotypes in 412
neonates, Mazandaran, Iran, 2012

Genotype Number of cases Frequency (%)

αα/αα (wild type) 349 84.7
-α3.7/αα 34 8.3
-α4.2/αα 15 3.6
αααanti3.7/αα 7 1.7
-α3.7/-α3.7 2 0.48
α−5nt/αα 2 0.48
-α3.7/-α 4.2 1 0.24
-α3.7/αααanti3.7 1 0.24
-α4.2/αααanti3.7 1 0.24
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frequency of alpha globin gene deletions was 13.1%
(CI 95%: 9.84–16.36) which is close to the result of
our previous study. Moreover, in our study we
reported the frequencies of one point mutation and
αααanti3.7 triplication.
Our study showed that although up to 15.3% (CI

95%: 11.82–18.78) of Mazandarani neonates are car-
riers of alpha globin gene mutations, a majority of
them had single gene mutations and will be asympto-
matic and unidentifiable by complete blood count
test at any time in their lives. 2.2% (CI 95%= 0.78
to 3.62) of neonates carry αααanti3.7 triplication that
causes no significant hematological changes.
Different studies have shown that interaction of this
mutation with heterozygous beta thalassemia leads
to intermediate form of thalassemiawhich is nowadays
called non-transfusion-dependent beta thalassemia
major.16,17 Since around 10% of Mazandarani popu-
lation are carriers for different beta thalassemia
mutations,11 simultaneous presence of αααanti3.7 tripli-
cation and beta globin gene mutation in a couple
should be considered in genetic counseling.18,19

Molecular analysis of alpha globin gene mutations
in 255 patients with hypochromic and microcytic
anemia by Tamaddoni et al. in Mazandaran province
showed 21 different mutations in 89% of the patients.
In that study most frequent mutations were -α3.7

deletion (44.9%), polyadenylation signal 2 (αPolya2)
(AATAAA>AATGAA) (18.2%), -α4.2 deletion
(9.1%), α−5nt (6.5%), and –Med (4.3%).15 In our study
all of these mutations were studied among randomly
collected neonates except polyadenylation signal 2
(αPolya2) (AATAAA>AATGAA) which was excluded

and αααanti3.7 triplication included in our study. The
results of our study on -α3.7 deletion was similar to
their work, confirming it to be the most common
mutation in North of Iran, but the frequency of -α4.2

deletion in our work was much higher than theirs
(25% versus 9.1% among mutated alleles) and frequen-
cies of α−5nt (6.5%), and –Med (4.3%) mutations were
less than previous report.
In order to detect different hemoglobin disorders, a

study on 8500 individuals, participating in thalassemia
counseling program, was carried out in another city in
Mazandaran province. Attendants were categorized as
alpha or beta thalassemia carriers, according to their
hematological indices and these cases underwent mol-
ecular examination for the detection of alpha globin
gene mutations. Among molecularly investigated
cases 47.5% had -α3.7 mutation.19 Our study shows
higher, almost two folds, frequency of alpha thalasse-
mia carriers in Mazandaran, compared with the
above mentioned study. Since our study covers the
cases randomly, regardless of their hematological
indices, therefore the results are more reliable to
reflect exact carrier frequencies of alpha thalassemia
mutations in the whole population.
Recently, Zarbakhsh et al. reported the frequency of

alpha thalassemia carriers detected in Tehran pre-
marital screening program using molecular tech-
niques.4 Among 479 patients with low hematological
indices, 95 cases had at least one deletion on alpha
globin genes, and a frequency of 19.83% (CI 95%=
11.81–25.85) was observed. Tehran has a population
of 14 million with diverse ethnicity. In both studies
-α3.7 has the highest frequency. In Tehran just 2 out
of 958 investigated chromosomes had the -α4.2

deletion; however, this deletion has the second
highest frequency in Mazandaran.
Unlike Tehran, where the –Med double gene deletion

was found in four cases, in our study no –Med double
gene mutation was observed. In our study nine cases
were diagnosed to have αααanti3.7 triplication while
this mutation was not reported in their study.4

Nevertheless, in another study on Tehran popu-
lation, the frequency of this mutation was reported
to be close to Mazandaran (2.14%).20 Comparing all
the available studies in different provinces of Iran,

Table 2 Hematological indices of neonates with one the alpha globin gene mutations

Hematological indices RBC (×106/μl) Hb (g/dl) Hct (%) MCV (fl) MCH (pg) MCHC (g/dl)

-α3.7 4.4± 0.6 12.8± 0.2 39.3± 5.0 90.1± 6.1 29.6± 2.1 32.0± 2.9
-α4.2 4.3± 1.0 13.2± 3.3 39.6± 8.5 92.6± 4.9 29.6± 1.2 32.0± 1.9
αααanti3.7 4.9± 1.1 14.8± 2.9 46.7± 9.3 95.2± 1.6 29.8± 1.1 31.7± 0.1
α−5nt 2.4 7.3 21.9 92.9 31.4 33.9
Neonate with two mutations 4.62± 0.97 12.6± 4.0 39.5± 12.5 84.4± 8.8 26.5± 2.7 31.73± 1.1
Neonates with one of the mutations 4.3± 0.8 12.7± 2.6 38.8± 7.5 91.2± 5.1 29.7± 1.9 32.1± 2.6
Neonates with none of the 5 evaluated mutations 4.1± 1.0 13.1± 1.7 40.1± 6.8 98.3± 6.0 32.3± 2.0 32.9± 2.6

MCH, mean corpuscular hemoglobin; MCHC, mean corpuscular hemoglobin concentration; MCV, mean corpuscular volume.

Table 3 Allelic frequencies of different mutations among 824
investigated alleles

Mutation
Number of affected

alleles
Allelic

frequency

-α3.7 40 0.0485
-α4.2 17 0.0206
αααanti3.7 9 0.0109
Α−5nt 2 0.0024
–
Med 0 0.0000
Mutations

(total)
68 0.0825
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one may conclude that the total carrier frequency of
alpha globin gene mutations is similar in different
regions of Iran; however, the spectra of mutations
and their frequency rate are dissimilar in different pro-
vinces, reflecting various ethnicities living in Iran. It
needs to be clarified here, on the case of -α3.7 deletion,
which has the highest frequency among alpha globin
gene deletions worldwide, the same result was
obtained in all reports from various provinces of Iran.
Neonatal screening of the 418 cord blood samples in

United Arab Emirates (UAE) demonstrates that 49%
of the cases had an alpha globin gene defect.
Comparing to Mazandaran province, frequency of
alpha thalassemia carriers is higher in UAE, but it
has to be noted this high frequency rate is mostly
due to high allelic frequency of -α3.7 deletion in that
population (0.2847 in UAE versus 0.0485 in
Mazandaran), but if we compare the next common
mutations in the two populations, we realize that
other mutations do not have very high frequencies in
UAE and for instance, -α4.2 deletion which is the
second most common mutation in both societies, has
a higher allelic frequency rate in Mazandaran
(0.0072 versus 0.0206). The results of similar studies
from Southeast Asia, Brazil, and Georgia have
shown that carriers with -α3.7 deletion are more
common than other alpha thalassemia gene mutations,
and this mutation has to be considered the most
common alpha globin gene mutation worldwide.21

Conclusion
Hereby we conclude that, in comparison with previous
studies on beta thalassemia mutations in Mazandaran,
mutations on alpha globin gene are more prevalent,
and because of the role αααanti3.7 triplication in thalas-
semia intermedia, we strongly recommend that mol-
ecular evaluation of αααanti3.7 triplication and beta
thalassemia gene mutations should be included in
pre-marital and prenatal screening programs.

Acknowledgment
Authors take the opportunity to thank the cooperation
of staff of Amir Mazandarani Hospital of Sari.

References
1 Ribeiro DM, Sonati MF. Regulation of human alpha-globin
gene expression and alpha-thalassemia. Genet Mol Res. 2008;
7(4):1045–53.

2 Bernini LF, Harteveld CL. Alpha-thalassaemia. Baillieres
Clin Haematol. 1998;11(1):53–90.

3 Higgs DR. Gene regulation in hematopoiesis: new lessons from
thalassemia. Hematology Am Soc Hematol Educ Program
2004:1–132

4 Zarbakhsh B, Eghbalpour F, Farshadi E, Fallah MS,
Karimipoor M, Kaeini Moghadam Z, et al. Frequency of
alpha thalassemia carriers detected in Tehran premarriage
screening using molecular techniques. Sci J Iran Blood
Transfus Organ 2013;9(4):414–21.

5 Hadavi V, Taromchi AH, Malekpour M, Gholami B, Law HY,
Almadani N, et al. Elucidating the spectrum of alpha-thalasse-
mia mutations in Iran. Haematologica 2007;92(7):992–3.

6 Rosnah B, Rosline H, Wan Zaidah A, Noor Haslina MN,
Marini R, Shafini MY, et al. Detection of common deletional
alpha-thalassemia spectrum by molecular technique in kelantan,
northeastern malaysia. ISRN Hematol. 2012;462969. 3

7 Fucharoen S, Viprakasit V. Hb H isease: clinical course and
disease modifiers. Hematology Am Soc Hematol Educ
Program 2009:26–34.

8 Langlois S, Ford JC, Chitayat D, Désilets VA, Farrell SA,
Geraghty M, et al. CCMG Prenatal Diagnosis Committee;
SOGC Genetic Committee. Carrier screening for thalassemia
and hemoglobinopathies in Canada. J Obstet Gynaecol Can.
2008;30(10):950–71.

9 Chui DH, Fucharoen S, Chan V. Hemoglobin H disease: not
necessarily a benign disorder. Blood 2003;101:791–800.

10 Wang W, Ma ES, Chan AY, Chui DH, Chong SS. Multiple
minisequencing screen for seven southeast Asian nondeletional-
alpha-thalassemia mutations. Clin Chem. 2003;49(5):800–3.

11 Khorasani GA, Vahidshahi K, Kosaryan M, Shakeri S, Nasehi
MM. Result of the national program for prevention of thalasse-
mia major in the Iranian province of Mazandaran. Hemoglobin
2008;32(3):263–71.

12 Mahdavi MR, Karami H, Akbari MT, Jalali H, Roshan P.
Detection of rare beta globin gene mutation [+22
5UTR(G>A)] in an infant, despite prenatal screening. Case
Rep Hematol. 2013;2013:Article ID 906292. 4

13 Oner R, Agarwal S, Dimovski AJ, Efremov GD, Petkov GH,
Altay C, et al. The G—A mutation at position +22 3′ to the
Cap site of the beta-globin gene as a possible cause for a beta-
thalassemia. Hemoglobin 1991;15(1–2):67–76.

14 Oron-Karni V, Filon D, Oppenheim A, Rund D. Rapid
detection of the common Mediterranean alpha-globin
deletions/rearrangements using PCR. Am J Hematol. 1998;
58(4):306–10.

15 Tamaddoni A, Hadavi V, Nejad NH, Khosh-Ain A, Siami R,
Aghai-Meibodi J, et al. alpha-Thalassemia mutation analyses
in Mazandaran province, North Iran. Hemoglobin 2009;33(2):
115–23.

16 Galanello R, Cao A. Alpha-Thalassemia. In: Pagon RA, Bird
TD, Dolan CR, Stephens K, Adam MP (eds.) Gene 4Reviews™
[Internet]. Seattle, WA: University of Washington; 1993-. 2005
Nov 01 [updated 2011 Jun 07].

17 Mahdavi MR, Kowsarian M, Karami H, Mohseni A,
Vahidshahi K, Roshan P, et al. Prevalence of hemoglobin
alpha-chain gene deletion in neonates in North of Iran. Eur
Rev Med Pharmacol Sci. 2010;14(10):871–5.

18 Ghotbi N, Tsukatani T. Evaluation of the national health policy
of thalassaemia screening in the Islamic Republic of Iran. East
Mediterr Health J. 2005;11(3):308–18.

19 Valizadeh F, Mousavi A, Hashemi-Soteh MB. Prevalence of
hemoglobinopathies in premarriage individuals referred to
Babolsar, Iran (2006–09). J Gorgan Uni Med Sci. 2012;14(1):
106–12.

20 Moosavi SF, Amirian A, Zarbakhsh B, Kordafshari A,
Mirzahoseini H, Zeinali S, et al. The carrier frequency of α
globin gene triplication in an Iranian population with normal
or borderline hematological parameters. Hemoglobin 2011;
35(4):323–30. doi:.

21 El-Kalla S, Baysal E. alpha-thalassemia in the United Arab
Emirates. Acta Haematol. 1998;100(1):49–53.

22 Chen M, Han JY, Sun Q, Kim IH, Ren Z, Huang S, et al.
Molecular diagnosis in a Korean family with thalassemia inter-
media due to co-inheritance of triplicated alpha-globin genes
(alpha alpha/alpha alpha alpha (anti 3.7)) and beta-thalassemia
trait (IVS-II-1 G–>A). Zhonghua Xue Ye Xue Za Zhi. 2000;
21(4):195–7. 5

Jalali et al. Alpha thalassemia gene mutations

Hematology 2013 VOL. 0 NO. 04




